A
adenosine guanosine inosine cytidine
15 1.5 4 1.5 2.5
L
’5 | 3 2
§ 1 1 ‘ 1 15
1S 2 l
-OZJ 05 0.5 ! | 0.5 1
;é . g | \ 11x 0.5 /|
¥ ~ _a
0 +— I —— R + 0 oo . — 0 e S o«
0 5 10 5 10 0 5 10 0 5 10 0
time (h) time (h) time (h) time (h)
.2 3'-AMP 2 3'-GMP 15 3'-UMP
2 45 | 154 |
3] | 1 —e—WT
£
e 1 ! 1 o —e— atg2A
e 05 —= 05 ) phm8A
@ ——— —
0 Fte——— ) 0 0n r 2
0 5 10 0 5 10 5 10
time (h) time (h) time (h)

Huang et al., Fig. S1

uridine

5
time (h)

10



Relative Intensity

Relative Intensity

Huang et al., Fig. S2

A
adenosine guanosine inosine cytidine
15 1.5 1.5
1 1 1 —e— WT
—e— atg2A
0.5 0.5 05 mylA
0 hé (o I —— 0 ﬂ:”'i_i —_— 1 0 Lo P —
0 8 16 24 0 8 16 24 0 8 16 24 0 8 16 24
time (h) time (h) time (h) time (h)
uridine 3'-AMP 3'-GMP 3'-UMP
1.5 1.5 1.5 1.5
1 1 1 1
0.5 0.5 05 0.5
0 4o Ny o P . =. 0 ¢ —— $ 0 fete—m——————
0 8 16 24 0 8 16 24 0 8 16 24 0 8 16 24
time (h) time (h) time (h) time (h)
B c GFP-Atg8 atg11A
70 1 WT rny1A pho8A
D 60 1 .
S
é 50 sSD
> 40 - =WT
= ]
g 30 rnylA
a 27 Hatg2A
< 10 - , SD-N
0 4

Oh 4 h 8h



Huang et al., Fig. S3

SD SD-N30° SD-N1h SD-N2h
N N4 N N
:\Y"JVQ)VV\VVQ@ (vo,vqw&? f\yn)vq,vw?&@ WV@@W\S@
EOS SRR SRR S8R R
SPPELESPIELESIIELE PSS
pro-Pep44 — = —
et === l—._-zg- SR BT | anti-Pepd
Pro-Prb 1 I T ey e——— | ——
S e SO— o == | anti-Prb1
M-Prb 1 s e r—..-*——— P-.—':--~ P-j —
pro-Pho8- A —_—-— T -
d - D — gt et anti-ALP
el el
120 14
100 A * %
=)
£ 0 ko XE =WT
=} Il B atg2A
‘E 60 A pr3A
g “ ** bre5A
% 7 ' pep4A
20 | , pep4Aprb1A
0 4 - T 1
Oh 1h



>

Relative Intensity

w

Relative Intensity

o N A~ O @

15

0.5

guanosine

WT atg2A pnplA

cytidine

WT atg2A urhlA

10

inosine

WT atg2A pnplA

WT

uridine

atg2A urhlA

15

0.5

15

0.5

WT

WT

guanine

atg2A pnplA

uracil

atg2A  urhl1A

Huang et al., Fig. S4

xanthine

WT atg2A pnplA

O0h
Olh
E2h




>

Intracellular (uM) Intracellular(uM)

Intracellular (uM)

w

Extracellular (uM)

Extracellular (uM)

Huang et al., Fig. S5

—e— WT
—&— atg2A
adenine uanine xanthine hypoxanthine uracil
5 20 9 25 25 yp 50 phosA
4 15 20 40
3 15 30
10
2 10 20
1 . 5 5 10 —_
———a ——"
0 ! T 1 0F T U 0 £ or A n 0 — mm—
0 1 2 0 1 2 0 1 2 0 1 0 1 2
time (h) time (h) time (h) time (h) time (h)
adenosine guanosine inosine cytidine uridine
60 60 40
4 40 40 30
20
2 20 20
10
or - 4 0 s 4 0T A AR —=— 4 O
0 1 2 1 2 0 1 2 0 1 2 0 1 2
time (h) time (h) time (h) time (h) time (h)
. 3'-AMP 400 3'-AMP 20 5'-AMP 20 5'-GMP 6 5'-CMP 20 5-UMP
g
33 < 300 15 l 15 L 4 15
© o y
o2 £ 200 10 \::: 10 e, 10
= 100 5 5 1 \§‘ | T s —
0 - a 0 | T 0 4 T 0+ T 0 A T 0 | T )
0 1 2 0 1 2 0 1 2 1 2 0 1 2 0 1 2
time (h) time (h) time (h) time (h) time (h) time (h)
il hi i i o
uraci xanthine inosine i
4 6 0.05 0.06 guanosine —s—atg24
: pho84
3 5 0.04 0.05
4 0.03 0.04
2 3 0.03
0.02
1 2 0.02
1 0.01 n 0.01
0 n—t—a————a 0F 0+ T T ) or
0 2 4 6 0 2 4 6
time (h) time (h) time (h) time (h)
cytidine uridine 3'-AMP 3'-UMP
0.05 0.8 0.3 0.12
0.25 0.1
0.6
0.2 0.08
0.4 0.15 0.06
0.1 0.04
0.2
0.05 0.02
L a——*" . ,
0 = T ] 0 —"r—T——= e —
0 2 4 6 0 2 4 6 0 2 4 6
time (h) time (h) time (h) time (h)



A
agarose gel
SD SD-N
AN NN
S ¢S
258
18S

methylene blue

255 WY
18S ”-".'

HSP26 L - -

UREA-acrylamide gel
SD SD-N

> AV VA4
S fi‘& @*\ N '8“& 6“{\

5.8S
58

tRNA|

methylene blue

Leu

tRNA™ - ce GoD s s o=

Phe

tRNA —— O eEED om G G

IRNAMY - - - -

(31 e ——

SIS 1T S ————

(U4)

SnoRNA——-——.—-—

ESnR13

SNR50) === owm - e w -

Huang et al., Fig. S6

B Northern blot (normalized to snRNA (U4) levels)
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RT-PCR (normalized to snRNA (U4) levels)
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