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104 uncultured bacterium; 27RHU14; AJ863339
771800 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
118093 endosymbiont of Brevipalpus obovatus; AY279401
79 uncultured Acinetobacter sp.; 91_11; AF467306
93446 Rickettsia endosymbiont of Asobara tabida; At-R; F1603467
27 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
92371 Wolbachia sp.; X87407
535 Wolbachia symbiont of Icerya purchasi; EU727127
0 uncultured bacterium; CIL11; FN567051
515 uncultured bacterium; GP27685c03; JN850423
786 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
4 uncultured bacterium; 16saw137-3e01; GU241561
8 Rickettsia endosymbiont of Asobara tabida; At-R; F1603467
0 Acinetobacter sp. TDIW13; B05; GU003823
129 Brevundimonas vesicularis; 1C511202; AY456200
54 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
0 Acinetobacter sp. 2P1H11; HF936996
575 uncultured bacterium; 27RHU38; AJ863317
0 uncultured gamma proteobacterium; 24HbSt13_AAB; EF534517
190 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
0 Acinetobacter haemolyticus (T); DSM 6962; X81662
3 uncultured bacterium; Stegobium_mycetome_symbiont; JQ805029
11 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
2 uncultured bacterium; Stegobium_mycetome_symbiont; JQ805029
533 uncultured bacterium; LM12-2; DQ443901
1 uncultured Firmicutes bacterium; CTF3-179; GU958139
4 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
2 endosymbiont of Brevipalpus obovatus; AY279401
6 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
3 Rickettsia endosymbiont of Nuclearia pattersoni; AY364636
293 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
1 uncultured bacterium; LaC15L115; EF667561
126 uncultured alpha proteobacterium; I-DW-126; GQ453070
12 uncultured gamma proteobacterium; 24HbSt13_AAB; EF534517
0 uncultured epsilon proteobacterium; pMARBO6_10; AB496506
6 Rickettsia endosymbiont of Asobara tabida; At-R; F1603467
32 Rickettsia endosymbiont of Nuclearia pattersoni; AY364636
18 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
0 uncultured bacterium; R4J7T4_C12; GQ468031
0 uncultured Acinetobacter sp.; 91_18; AF467295
0 Acinetobacter sp. 'SMCC B0472'; U87132
1 bacterium UASWS0069; DQ190282
0 uncultured gamma proteobacterium; TH1-3; AM690808
5 uncultured alpha proteobacterium; I-DW-126; GQ453070
0 uncultured bacterium; Amsterdam-2B-71; BC20-2B-71; AY592427
36 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
0 uncultured bacterium; 0702007J19DMCFE10923; GU369404
0 uncultured bacterium; MW_62; HQ910898
10 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
17 uncultured planctomycete; Upland_8_781; JF981504
26 uncultured bacterium; 27RHU14; AJ863339
1 Rickettsia endosymbiont of Nuclearia pattersoni; AY364636
3 Rickettsia endosymbiont of Asobara tabida; At-R; F1603467
24 uncultured bacterium; e10; AB241562
0 uncultured bacterium; DNA-R3-A2; JN885829
0 uncultured bacterium; G910P31FN13.T0; EU172165
4 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
131 beta proteobacterium endosymbiont of Nesophrosyne sp.; 185n; JX433927
47 uncultured bacterium; JJ183; JNO04301
124 aquatic bacterium R1-G3; AB195770
9 uncultured alpha proteobacterium; I-DW-126; GQ453070
42 agricultural soil bacterium SI-3; AJ252573
15 Rickettsia endosymbiont of Asobara tabida; At-R; F1603467
165 uncultured actinobacterium; SL12a-2/11; GU194255
23 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
24 uncultured bacterium; Ob3-7_01; AJ880257
5 uncultured bacterium; macon_g23; DQ981015
0 bacterium UASWS0069; DQ190282
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0 uncultured gamma proteobacterium; 24HaSt13_AAB; EF534516
34 uncultured microorganism; SeaGull37; EU181042
1 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
13 uncultured Clostridia bacterium; WS07B1_G10; DQ171449
30 Stenotrophomonas maltophilia; CC-SB818F1; AY337582
3 uncultured Serratia sp.; FC91; FJ608330
61 uncultured planctomycete; F155cmL206; JN0O02808
4 uncultured alpha proteobacterium; I-DW-126; GQ453070
41 uncultured Verrucomicrobia bacterium; 39; HQ184346
23 uncultured Pedobacter sp.; Z2_15; EU560970
1 uncultured Firmicutes bacterium; CF2-169; GU958760
0 uncultured bacterium; DNA-R3-A2; JN885829
53 uncultured bacterium; 8B-28; FJ719233
0 uncultured gamma proteobacterium; 61-01-24c002; DQ316804
18 uncultured bacterium; MD15c6_12662; Q374518
1 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
2 Rickettsia sp. 60a; EU430262
0 uncultured gamma proteobacterium; 357; AB252880
10 uncultured Bradyrhizobiaceae bacterium; Nbac4025; AY876615
4 uncultured bacterium; MW_62; HQ910898
0 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
3 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
5 uncultured Clostridiales bacterium; E205B07; HM080425
2 uncultured bacterium; N3_F3; FN678758
0 uncultured bacterium; HW-C15; AB376586
1 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
1 uncultured bacterium; 65N_G8; FN823912
12 bacterium C17; DQ329335
0 uncultured bacterium; unfedNYMPH62; HM010906
0 uncultured bacterium; BR18-77; AB589871
0 uncultured bacterium; CIL11; FN567051
6 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
15 Arcobacter butzleri; Pig 61; U34386
0 uncultured bacterium; N3_F3; FN678758
1 uncultured bacterium; ME-21; AB288687
11 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
41 uncultured bacterium; mMBR.6.21; JQ624229
0 uncultured bacterium; 4P_002a_D03; JX672492
9 uncultured bacterium; Aero2_D03; FJ747041
0 Rickettsia endosymbiont of Dermacentor andersoni; 01-147.R16s; AY375425
6 uncultured Bacteroidetes bacterium; B3-9; JN371406
0 Kocuria rhizophila; YI-7-KO-1; AB353333
1 uncultured bacterium; M80; EU215256
21 uncultured gamma proteobacterium; TH1-3; AM690808
2 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
0 uncultured bacterium; ABRB42; HQ224830
1 proteobacterium enrichment culture clone CTBE CDB1009F08; JN817882
2 uncultured bacterium; Stegobium_mycetome_symbiont; JQ805029
0 Rickettsia endosymbiont of Asobara tabida; At-R; FI603467
1 uncultured bacterium; 34MIC055; JF341300
1 endosymbiont of Brevipalpus obovatus; AY279401
0 Acinetobacter sp. Cantas3; JN609532
3 uncultured bacterium; 27RHU38; AJ863317
1 uncultured Firmicutes bacterium; L2d22UD; HM105337
0 bacterium UASWS0125; DQ190338
0 uncultured Acinetobacter sp.; GI6-2-A08; F1193040
9 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
0 human oral bacterium C70; AF202003
1 uncultured bacterium; Napoli-4B-25; BC07-4B-25; AY592763
1 actinobacterium X19; EF634298
1 uncultured bacterium; TG_BD0.2_WB003; HM483721
0 uncultured Acinetobacter sp.; 155; EU723430
0 uncultured alpha proteobacterium; I-DW-126; GQ453070
0 uncultured gamma proteobacterium; TH1-3; AM690808
1 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
2 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
0 Acinetobacter sp. Cantas4; JN609533
2 uncultured planctomycete; Upland_8_781; JF981504
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0 Acinetobacter sp. IR-811; GU586302
0 bacterium UASWS0069; DQ190282
1 Rickettsia endosymbiont of Asobara tabida; At-R; F1603467
0 uncultured bacterium; TLSrainConAD02; EU136742
21 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
3 uncultured bacterium; MW_62; HQ910898
2 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
0 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
0 uncultured bacterium; 0702007L01DMCFF1910; GU369407
1 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
4 Rickettsia endosymbiont of Asobara tabida; At-R; F1603467
2 Rickettsia endosymbiont of Asobara tabida; At-R; F1603467
0 Rickettsia endosymbiont of Asobara tabida; At-R; F1603467
0 uncultured bacterium; Stegobium_mycetome_symbiont; JQ805029
6 Rickettsia endosymbiont of Asobara tabida; At-R; F1603467
2 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
0 Rickettsia endosymbiont of Asobara tabida; At-R; F1603467
3 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
0 uncultured bacterium; L2T_300; EF551878
0 Rickettsia endosymbiont of Asobara tabida; At-R; F1603467
0 Rickettsia endosymbiont of Nuclearia pattersoni; AY364636
1 Rickettsia endosymbiont of Nuclearia pattersoni; AY364636
0 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
0 uncultured bacterium; D1512W_J93; HQ849850
1 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
5 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
1 uncultured bacterium; G910P31FN13.T0; EU172165
0 Acinetobacter sp. TD IW 08; FM164635
1 Acinetobacter sp. 2P1H6; HF936991
53 uncultured bacterium; TB003-01; AB196084
1 Rickettsia endosymbiont of Asobara tabida; At-R; F1603467
3 uncultured Ochrobactrum sp.; Y6; JF522257
0 Rickettsia endosymbiont of Asobara tabida; At-R; F1603467
3 uncultured bacterium DEEP-3; AF142877
2 uncultured bacterium; Stegobium_mycetome_symbiont; Q805029
0 Acinetobacter sp. Cantas3; JN609532
3 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
15 uncultured bacterium; Car117fc; AF224846
1 Rickettsia endosymbiont of Asobara tabida; At-R; F1603467
2 uncultured bacterium; GP27685c03; JN850423
0 uncultured gamma proteobacterium; WS04A_F10; DQ170984
0 Acinetobacter sp. Cantas3; JN609532
0 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
0 bacterium UASWS0069; DQ190282
0 uncultured bacterium; Adhufec025rbh; AY471698
3 uncultured bacterium; NC24d2_18949; JQ370011
0 Rickettsia endosymbiont of Nuclearia pattersoni; AY364636
1 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
3 uncultured bacterium; 137; FJ718853
0 uncultured bacterium; 34T1; EF552239
3 uncultured Sphingobacteria bacterium; GASP-WB1S2_HO09; EF073373
0 Rickettsia endosymbiont of Asobara tabida; At-R; F1603467
0 uncultured bacterium; Stegobium_mycetome_symbiont; JQ805029
0 uncultured bacterium; P38; Q958723
0 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
1 uncultured bacterium; Amsterdam-2B-71; BC20-2B-71; AY592427
0 endosymbiont of Brevipalpus obovatus; AY279401
1 Azotobacter tropicalis; AM9; JN591767
1 Rhizobium sp. RCD1; GU902301
10 uncultured actinobacterium; lhacl; DQ648926
4 uncultured bacterium; D21R45C50; FM956835
1 bacterium enrichment culture clone MW-8; JX096819
1 uncultured Variovorax sp.; GASP-WB1S2_F06; EF073432
0 uncultured bacterium; I1-03; GU724742
0 uncultured gamma proteobacterium; TH1-3; AM690808
1 uncultured bacterium; 0702007L01DMCFF1910; GU369407
1 uncultured bacterium; AR114; GQ860192
1 Rickettsia endosymbiont of Asobara tabida; At-R; F1603467

Pr bacteria: k ia:Pseudon al oraxellaceae:Acinetobacter

L ified Bacteria:: d Bacteria (mi it 1classified_ur ified Bacteria (mi: eous)
Proteobacteria:Alphaproteobacteria:Rickettsiales:Rickettsiaceae:Rickettsieae:Rickettsia

envir al samples:ur |_environmental samples

Chlamydiae/Verrucomicrobia group:Chlamydiae:Chlamydiia:Chlamydiales:Rhabdochlamydiaceae:Candidatus Rhabdochlamydia
envir al samples:ur |_environmental samples

Chlamydiae/Verrucomicrobia group:Chlamydiae:Chlamydiia:Chlamydiales:Rhabdochlamydiaceae:Candidatus Rhabdochlamydia
Chlamydiae/Verrucomicrobia group:Chlamydiae:Chlamydiia:Chlamydiales:Rhabdochlamydiaceae:Candidatus Rhabdochlamydia
environmental samples:unclassified_environmental samples

Chlamydiae/Verrucomicrobia group:Chlamydiae:Chlamydiia:Chlamydiales:Rhabdochlamydiaceae:Candidatus Rhabdochlamydia
Proteobacteria:Alphaproteobacteri;
Proteobacteria:Alphapr
Proteobacteria:Alphaproteobacteria:Rickettsiales:Rickettsiaceae: Ru-lm. ieae:Rickettsia

Rickettsiales:Rickettsiaceae:Rickettsieae:Rickettsia

ia:Rickettsiales:Rickettsi ieae:Rickettsia

envir al samples:unclassified_environmental samples
Proteobacteria:Alphaproteobacteria:Rickettsiales:Rickettsiaceae:Rickettsieae:Rickettsia

Chlamydiae/Verrucomicrobia group:Chlamydiae:Chlamydiia:Chlamydiales:Rhabdochlamydiaceae:Candidatus Rhabdochlamydia
Proteobacteria:Alphaproteobacteria:Rickettsiales:Rickettsiaceae:Rickettsieae:Rickettsia

Chlamydiae/Verrucomicrobia group:Chlamydiae:Chlamydiia:Chlamydiales:Rhabdochlamydiaceae:Candidatus Rhabdochlamydia
environmental samples:unclassified_¢ envlronmental samples

Pre k ia:Alphapra b ia:Rickettsi kettsi :Ril i i tsia
Pr eria:Alphapr teria:Rickettsiales:Rickettsi -Ri ieae:Rickettsia
Pre k ia:Alphapra ia:Rickettsi kettsi :Ril i i tsia

Chlamydiae/Verrucomicrobia group:Chlamydiae:Chlamydiia:Chlamydiales:Rhabdochlamydiaceae:Candidatus Rhabdochlamydia
environmental samples:unclassified_environmental samples
Chlamydiae/Verrucomicrobia group:Chlamydiae:Chlamydiia:Chlamydiales:Rhabdochlamydiaceae:Candidatus Rhabdochlamydia
Chlamydiae/Verrucomicrobia group:Chlamydiae:Chlamydiia:Chlamydiales:Rhabdochlamydiaceae:Candidatus Rhabdochlamydia
envlronmental samples:unclassified_environmental samples

Pr ia b ia:Pseudor dal Il :Aci b

Pre eria: ia:Pseudorr I Acinetobacter
environmental samples:unclassified_environmental samples

Pr eria:Alphapr teria:Rickettsiales:Rickettsi i ieae:Rickettsia
Pre k ia:Alphapra b ucellaceae: Ochrobactrum

Pr eria:Alphapr teria:Rickettsiales:Rickettsi Rickettsia

Proteobacteria:Betaproteobacteria:Burkholderiales:! Comamonadaceae Delftia
envlronmental samples:unclassified_environmental samples

Pre ia oteobacteria:Pseudor Il Aci k
Chlamydiae/Verrucomicrobia group:Chlamydiae:Chlamydiia:Chlamydiales:Rhabdochlamydiaceae:Candidatus Rhabdochlamydia
environmental samples:unclassified_environmental samples

Pr eria:Alphapr ia:Rickettsiales:Rickettsi; :Ril ieae:Ri tsia

environmental samples:unclassified_environmental samples

Pr ia: ia:enviro

tal samples:unclassified_environmental samples
Pre k ia oteobacteria:Pseudor dal Il Aci k
Chlamydiae/Verrucomicrobia group:Chlamydiae:Chlamydiia:Chlamydiales:Rhabdochlamydiaceae:Candidatus Rhabdochlamydia
unclassified Bacteria:unclassified Bacteria (mi: 1s):unclassified_unclassified Bacteria (miscellaneous)

envir al samples:ur |_environmental samples
environmental samples:unclassified_environmental samples

ia:Rickettsiales:Rickettsi Ri i ickettsia

Pr eria:Alphapr

Chlamydiae/Verrucomicrobia group:Chlamydi hlamydiia:Chl mbdochlal di :Candidatus Rhabdochlamydia
envir al samples:ur |_environmental samples

environmental samples:unclassified_¢ envlrunmental samples

Bacteroidetes/Chlorobi gr el ental ified_environmental samples

Proteobacteria:Alphaproteobacteria: Rlckettslales Rickettsiaceae:Rickettsieae: Rlckettsla

envir al samples:ur |_environmental samples

environmental samples:unclassified_environmental samples

Chlamydiae/Verrucomicrobia group:Chlamydiae:Chlamydiia:Chlamydiales:Rhabdochlamydiaceae:Candidatus Rhabdochlamydia
environmental samples:unclassified_¢ envlronmental samples

Bacteroidetes/Chlorobi gr ified Bacteroi Bacteroidetes (mi: 1s):L ified_ur
Pre bacteria: L ia:Pseudon dal d eae:Azotobacter group:Azotobacter
Pr eria:Alphapr i izobi i rizobium/Agrobacterium group:Rhizobium

Actinobacteria:Actinobacteria:environmental samples:unclassified_environmental samples

envir al samples:ur |_environmental samples

environmental samples:unclassified_environmental samples

Pr ia:Betapr ia:Burkholderiales:Comamonadaceae:Variovorax

environmental samples:unclassified_environmental samples

ia:environmental samples:unclassified_environmental samples
environmental samples:unclassified_environmental samples

envir al samples:ur |_environmental samples
Proteobacteria:Alphaproteobacteria:Rickettsiales:Rickettsiaceae:Rickettsieae:Rickettsia

Pr ia:

Bacteroidetes (miscellaneous)
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0 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
1 uncultured proteobacterium; Upland_16_1262; JF981981
1 uncultured Candidatus Cardinium sp.; EU333930
1 uncultured bacterium; 1494; JN855126
1 uncultured bacterium; MW_62; HQ910898
0 uncultured bacterium; CIL11; FN567051
0 uncultured bacterium; FS1; EU034457
0 Acinetobacter sp. 2P1H6; HF936991
0 uncultured bacterium; HFV02_110; GU103752
0 uncultured bacterium; 0B8; EU499490
1 uncultured bacterium; BR18-77; AB589871
2 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
0 Candidatus Rickettsia hoogstraalii; Croatica; FI767735
0 Rickettsia endosymbiont of Nuclearia pattersoni; AY364636
2 uncultured bacterium; CadhumucNU2bF05; DQ339856
6 Sphingobacteriales bacterium TP373; EF636200
1 uncultured bacterium; Stegobium_mycetome_symbiont; JQ805029
0 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
1 uncultured bacterium; McL21; FN567884
1 Acinetobacter johnsonii; F27; EF204267
1 uncultured bacterium; XSHAS5; AY601720
0 uncultured bacterium; DLO71; AB241178
4 Micrococcus sp. V4.M0.30; V4.M0.30 = MM_2718; AJ244663
2 uncultured bacterium; clone group Alghgi; X91424
1 uncultured bacterium; areia_46; GQ996478
1 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
0 uncultured bacterium; NL49_4; GU816187
0 uncultured bacterium; CHPA.0912.78; HQ904470
0 uncultured bacterium; B16_B71; GQ458103
0 Acinetobacter radioresistens; $S523; JX032809
0 uncultured bacterium; Amsterdam-2B-71; BC20-2B-71; AY592427
2 Leucobacter sp. N8; EF590233
2 uncultured bacterium; MW_62; HQ910898
2 uncultured Verrucomicrobia bacterium; 100M1_H4; DQ514041
3 uncultured bacterium; BFFO9x_A9A; Q046457
0 uncultured gamma proteobacterium; 24HbSt13_AAB; EF534517
1 uncultured bacterium; FWC12_MS; JQ480743
0 uncultured bacterium; s41; AY171306
0 Acinetobacter sp. TDIW13; B05; GU003823
1 Rickettsia sp. 60a; EU430262
0 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
2 uncultured bacterium; MW_62; HQ910898
0 Acinetobacter sp. TDIW13; B05; GU003823
1 Rickettsia endosymbiont of Nuclearia pattersoni; AY364636
1 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
0 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
0 uncultured bacterium; Stegobium_mycetome_symbiont; JQ805029
0 Rickettsia endosymbiont of Nuclearia pattersoni; AY364636
1 uncultured bacterium; Bul2ac05; FJ228814
0 Acinetobacter junii; DQ224385
16 uncultured Bacteroidetes bacterium; SSG2SE06; JN567968
2 uncultured prokaryote; BSLc63; EF682366
8 Flavobacterium sp. H1; EF590224
0 Propionibacterium acnes; AF076032
1 Rickettsia endosymbiont of Asobara tabida; At-R; F1603467
1 Wolbachia pipientis; HQ121414
0 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
0 uncultured bacterium; SHZA469; GQ154753
1 Rickettsia endosymbiont of Nuclearia pattersoni; AY364636
0 Acinetobacter baumannii; QQb; GU300764
3 uncultured bacterium; GP27685c03; JN850423
0 Acinetobacter sp. Cantas3; JN609532
7 uncultured bacterium; Upland_120_7942; JF988642
2 uncultured epsilon proteobacterium; LKC2.127-7; AY208812
0 uncultured bacterium; SB-d0-2; JQ664572
6 uncultured prokaryote; DGGE band GW1a3-5(S); AY501817
0 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
0 uncultured bacterium; BFFO9x_A5A; JQ046439

Chlamydiae/Verrucomicrobia group:Chlamydiae:Chlamydiia:Chlamydiales:Rhabdochlamydiaceae:Candidatus Rhabdochlamydia
Proteobacteria:environmental samples:unclassified_environmental samples
Bacteroidetes/Chlorobi group:Bacteroidetes:unclassified Bacteroidetes:Candidatus Cardinium

envir al samples:ur ified_environmental samples
environmental samples:unclassified_environmental samples
envir al samples:unclassified_environmental samples
environmental samples:unclassified_environmental samples
Pr b, i ia:Pseudorr dal Il Aci b
environmental samples:unclassified_environmental samples
envir al samples:unclassified_environmental samples

environmental samples:unclassified_environmental samples
Chlamydiae/Verrucomicrobia group:Chlamydiae:Chlamydiia:Chlamydiales:Rhabdochlamydiaceae:Candidatus Rhabdochlamydia

Proteobacteria:Alphaproteobacteria:Rickettsiales:Rickettsiaceae:Rickettsieae:Rickettsia

Proteobacteria:Alphapr ia:Rickettsiales:Rickettsi :Ri ieae:Ri tsia

environmental samples:unclassified_environmental samples

Bacteroidetes/Chlorobi gr i i eriia:Sphir iales:ur ified Sphi iales:unclassified Sphingob iales (i 1s)

environmental samples:unclassified_environmental samples

Chlamydiae/Verrucomicrobia group:Chlamydiae:Chlamydiia:Chlamydiales:Rhabdochlamydiaceae:Candidatus Rhabdochlamydia
environmental samples:unclassified_environmental samples

Pr k ia b ia:Pseudor
environmental samples:unclassified_environmental samples

environmental samples:unclassified_environmental samples

Actinobacteria:Actinobacteria:Actinobacteridae:Actinomy :Mi cil :Micrococcus

environmental samples:unclassified_environmental samples

environmental samples:unclassified_environmental samples

Chlamydiae/Verrucomicrobia group:Chlamydiae:Chlamydiia:Chlamydiales:Rhabdochlamydiaceae:Candidatus Rhabdochlamydia
environmental samples:unclassified_environmental samples

environmental samples:unclassified_environmental samples

environmental samples:unclassified_environmental samples

dal m Aci b

Pr ia b ia:Pseudor dal Il :Aci b
environmental samples:unclassified_environmental samples
Actinobacteria:Actinobacteria:Actinobacteridae:Actinom icrococcineae:Leucobacter

environmental samples:unclassified_environmental samples
Chlamydiae/Verrucomicrobia group:Verrucomicrobia:environmental samples:unclassified_environmental samples
environmental samples:unclassified_environmental samples
k i ntal samples:unclassified_environmental samples
envir al samples:ur ified_environmental samples
environmental samples:unclassified_environmental samples

Pr ia oteobacteria:environr

Pr ia: a:Pseudon Il Aci

Pre k ia:Alphapra b ia:Rickettsi ickettsi :Ril i i tsia
Chlamydiae/Verrucomicrobia group:Chlamydiae:Chlamydiia:Chlamydiales:Rhabdochlamydiaceae:Candidatus Rhabdochlamydia
environmental samples:unclassified_environmental samples

Pr ia: ia:Pseudor Il Aci

Pre k ia:Alphapra b ia:Rickettsi ickettsi :Ril i i tsia

Chlamydiae/Verrucomicrobia group:Chlamydiae:Chlamydiia:Chlamydiales:Rhabdochlamydiaceae:Candidatus Rhabdochlamydia
Chlamydiae/Verrucomicrobia group:Chlamydi hlamydiia:Chlamydi: 1abdochlar :Candidatus Rhabdochlamydia
envir al samples:ur ified_environmental samples

Pre k ia:Alphapra b ia:Rickettsi ickettsi :Ril i i tsia

envir al samples:ur ified_environmental samples

Pre k ia oteobacteria:Pseudor dal Il Aci k

Bacteroidetes/Chlorobi group: i ir |_environmental samples
prokaryotic environmental samples:unclassified_prokaryotic environmental samples

Bacteroidetes/Chlorobi group:Bacteroidetes:Flavobacteriia:Flavobacteriales:Flavobacteriaceae:Flavobacterium
Actinobacteria:Actinobacteria:Actinobacteridae:Actinomycetales:Propionibacterineae:Propionibacterium

Pr eria:Alphapr ia:Rickettsiales:Rickettsi : tsia
Proteobacteria:Alphaproteobacteria:Rickettsiales:A
Chlamydiae/Verrucomicrobia group:Chlamydiae:Chlamydiia:Chlamydiales:Rhabdochlamydiaceae:Candidatus Rhabdochlamydia
environmental samples:unclassified_environmental samples

I eae:Wolbachieae:Wolbachia

Pr eria:Alphapr ia:Rickettsiales:Rickettsi Ri ieae:Ri tsia
Pr bacteria: k ia:Pseudon dal raxellaceae:Acinetobacter
envir al samples:ur ified_environmental samples
Pr bacteria: k ia:Pseudon dal raxellaceae:Acinetobacter
envir al samples:ur ified_environmental samples

Proteobacteria:delta/epsilon subdivisions:Epsilonproteobacteria:environmental samples:unclassified_environmental samples
envir al samples:ur ified_environmental samples

prokaryotic environmental samples:unclassified_prokaryotic environmental samples

Chlamydiae/Verrucomicrobia group:Chlamydiae:Chlamydiia:Chlamydiales:Rhabdochlamydiaceae:Candidatus Rhabdochlamydia
environmental samples:unclassified_environmental samples

0.643
0.942

0.607

0.439
0.575
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0 uncultured bacterium O8SA; AF018039

0 uncultured Moraxellaceae bacterium; PA+C_F02; F1665941
0 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
0 uncultured gamma proteobacterium; BC18; EF619936

0 uncultured bacterium; WHB47-58; AB426380

1 Rickettsia endosymbiont of Nuclearia pattersoni; AY364636
3 uncultured bacterium; DGGE gel band D17_7; DQ906130

0 Acinetobacter sp. st25; FI544373

1 Rickettsia endosymbiont of Bemisia tabaci; R12; GU563837
1 uncultured Mesorhizobium sp.; UVmen1_27; JQ701574

0 uncultured bacterium; 3P-3-2-N22; EU705928

1 uncultured bacterium; Z4_72; EU560973

0 uncultured bacterium; P31U-35; AF414573

2 uncultured bacterium; Nbs_454_243; JX311011

1 uncultured Acinetobacter sp.; $552D120; GU356368

0 endosymbiont of Brevipalpus obovatus; AY279401

1 uncultured bacterium; Lc2z_ML_107; FJ355257

1 uncultured alpha proteobacterium; RT03-HC-41; AY475202
0 uncultured alpha proteobacterium; I-DW-126; GQ453070

0 uncultured bacterium; Stegobium_mycetome_symbiont; JQ805029

0 Rickettsia endosymbiont of Asobara tabida; At-R; F1603467

0 uncultured bacterium; L2T_300; EF551878

1 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
3 Mycobacterium sp. GIC5; AY439252

0 uncultured bacterium; 0702007J19DMCFE10923; GU369404
0 uncultured bacterium; d1-57; AM409932

0 Streptococcus mutans; CECT 4034; AJ554208

0 uncultured bacterium; 0S-60; AB205991

0 endosymbiont of Metaseiulus occidentalis; AY279413

0 uncultured bacterium; gs20; JF420626

3 Candidatus Peptoniphilus massiliensis; 2; DQ029044

0 uncultured Granulicatella sp.; BLO0O5B21; AY806069

0 uncultured bacterium; MW_62; HQ910898

0 Pseudomonas fluorescens; CHAOr; AJ697956

0 uncultured bacterium; MW_62; HQ910898

0 uncultured bacterium; G910P31FN13.T0; EU172165

1 Lysinibacillus sp. SS-2009-PA8; FN646609

0 uncultured bacterium; G910P31FN13.T0; EU172165

1 uncultured organism; SBZA_618; IN498434

0 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
0 Acinetobacter radioresistens; NW3-11; AY568483

1 uncultured bacterium; UOXD-d04; EU869771

0 gamma proteobacterium S-St(0)-7B; AB074738

1 uncultured Desulfocapsa sp.; BFB101; KC545769

1 uncultured bacterium; T1C; KC352402

1 Cardinium endosymbiont of Pseudoparlatoria sp.; GQ455416
1 uncultured bacterium; Eldhufec321; AY920196

0 Acinetobacter sp. IR-811; GU586302

1 uncultured epsilon proteobacterium; pYK04-18B-6; AB235385
0 uncultured bacterium; layman_j0o6; DQ980970

0 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
0 Rickettsia endosymbiont of Asobara tabida; At-R; F1603467

0 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
0 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478
1 uncultured Candidatus Rhabdochlamydia sp.; KF-9; EF445478

envlronmental samples:unclassified_environmental samples

|_environmental samples
Chlamydlae/\/errucomlcrobla group:Chlamydiae:Chlamydiia:Chlamydiales:Rhabdochlamydiaceae:Candidatus Rhabdochlamydia

Pr ia:environmental samples:unclassified_environmental samples

environmental samples unclassified_environmental samples

Proteobacteria:Alphapr
envlronmental samples:unclassified_environmental samples

Pr ia:Pseudom vironmental

ia:Rickettsiales:Rickettsi Ri ieae:Rickettsia

Pr ia:Pseudor dal Il Aci

Proteobacteria:Alphaproteobacteria: Rlckettslales Rickettsiaceae:Rickettsieae:Rickettsia
Pra bacteria:Alphaprt i t hizobium
environmental samples:unclassified_environmental samples

envir al samples:ur |_environmental samples

environmental samples:unclassified_environmental samples

envir al samples:unclassified_environmental samples
Pr bacteria: k ia:Pseudon fal axellaceae:Acinetobacter
Bacteroidetes/Chlorobi gr i ified Bacteroit lassified Bacteroidetes (mi: 1s):L ified_unclassified Bacteroidetes (miscellaneous)

environmental samples:unclassified_environmental samples
Proteobacteria:Alphaproteobacteria:environmental samples:unclassified_environmental samples
Proteobacteria:Alphaproteobacteria:environmental samples:unclassified_environmental samples
environmental samples:unclassified_environmental samples

Pr eria:Alphapr
environmental samples:unclassified_environmental samples

Chlamydiae/Verrucomicrobia group:Chlamydiae:Chlamydiia:Chlamydiales: Rhabdochlamydlaceae Candidatus Rhabdochlamydia
Actinobacteria:Actinobacteria:Actinobacteridae:Actinom :Corynebacteri y ium

environmental samples:unclassified_environmental samples

environmental samples:unclassified_environmental samples

teria:Rickettsiales:Rickettsi :Ri ieae:Rickettsia

Firmic

actobacil : occaceae:Streptococcus

environmental samples:unclassified_e enwronmental samples

Bacteroidetes/Chlorobi gr ified Bacteroil inclassified Bacteroidetes (miscellaneous):unclassified_unclassified Bacteroidetes (miscellaneous)
environmental samples:unclassified_environmental samples

Firmicutes:Clostridia:Clostridiales:Clostridiales incertae sedis:Clostridiales Family XI. Incertae Sedis:Peptoniphilus

Firmic illi nobacteri; ar

envlronmental samples:unclassified_environmental samples
Pr ia b
environmental samples:unclassified_environmental samples
environmental samples unclassified_environmental samples
Firmic illi illaceae:Lysinibacillus
environmental samples:unclassified_environmental samples
unclassified_environmental samples
Chlamydiae/Verrucomicrobia group:Chl

ia:Pseudor :Pseudomonas

1abdochlamydi

ydi hlamydiia:Chl :Candidatus Rhabdochlamydia

Pr ia: ia:Pseudon Il Aci

environmental samples:unclassified_¢ envlrunmental samples

Pr ia: iaur i teri ifi teria (mi: ified_L
Proteobacteria:delta/epsilon subdivisions:Deltaproteobacteria:L terales:D Desul
envir amples:ur |_environmental samples

Bacteroidetes/Chlorobi group:Bacteroidetes:unclassified Bacteroidetes:Candidatus Cardinium
|_environmental samples
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