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1. Supplementary Figures and Tables
1.1.  Supplementary Tables

Supplementary Table 1. Comparison between AIRIINER and InosinePredict by means of experimentally validated A-to-I editing sites in literature. In the two score columns, boldface
highlights sites predicted as editing, while italics identifies non-editing sites.The thresholds are 0.5 for AIRIINER and 9.6 for InosinePredict.

Genomic . .
Position Chr Strand Gene Typ(_e of Source PubmedID Reference DNA Sequence AIRINER InosinePredict
| (hg19) region Score Score
EDITING
95160777 12 - Unknown 0 Lymphoblastoid cell line 22327324 (Pengetal, 2012) TCGATTAAGAAACATAAAGAT 0,1948 17,2457
102390869 12 + Unknown 0 Lymphoblastoid cell line 22327324 (Peng etal,, 2012) CAGTAGAGACAGGGTTTCTTC 0,5433 6,4933
30717091 17 + Unknown 0 Lymphoblastoid cell line 22327324 (Pengetal, 2012) TACAAAAATTAGCTGGGCATG 0,4830 100,0000
114082694 X + 5HT2C EC  |Cerebellum 19478186 (Lietal, 2009) ACGTAATCCTATTGAGCATAG 0,6739 34,5483
277003 2 + ACP1 EC  |Spinal cord 22957051 (Picardietal., 2012)  [AAAAGTAATCAAGTTAAAACC 0,0971 9,0628
44153619 7 + AEBP1 EC  [Cerebellum 22912834 (zhuetal., 2012) GCTGGCTGGGAGGAGTCGGAG 0,8000 1,9220
23442122 14 - AJUBA E3 Lymphoblastoid cell line 23291724 (Ramaswami et al., 2013) |CTAAACCAAGATCAGTCAAAT 0,2619 1,0935
73980019 10 + ANAPC16 I Lymphoblastoid cell line 22327324 (Pengetal, 2012) TCCGGGAGGCAGAGGTTGCTG 0,6394 6,6744
161035025 1 - ARHGAP30 I Lymphoblastoid cell line 22327324 (Pengetal, 2012) GAGCCGGAGGATTTCACGACC 0,7506 0,9674
116937809 1 + ATP1A1 EC  |Brain 22957051 (Picardietal.,, 2012)  [GAATTTCCCTATCGATAATCT 0,6185 34,8247
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Genomic . .
Position Chr Strand Gene Typ ? of Source PubmedID Reference DNA Sequence AIRIINER InosinePredict
| (hg19) region Score Score
EDITING
103841636 8 - AZIN1 EC  [Cerebellum 22912834 (zhuetal, 2012) TCTTCTGTCGAAAGGTGTTAA 0,5178 0,7447
36147533 20 - BLCAP EC  [Cerebellum 22912834 (zhuetal.,, 2012) CAACTCCCCGAACCCCTACTC 0,7098 1,2228
62458275 11 - BSCL2 EC  [Cerebellum 19478186 (Li etal, 2009) GACTCCCTAGAAGTCCCGAGA 0,5221 1,0823
77979680 4 - CCNI EC  [Breast Cancer 22912834 (zhuetal., 2012) CGATTTTTGGATAGGTTTTCT 0,7096 0,6212
9841186 12 + CLEC2D I Lymphoblastoid cell line 22327324 (Pengetal,2012)  |ATGGTGGCATACGCCTGTAGT 0,5945 40,6423
126132620 9 + CRB2 EC  [Cerebellum 22912834 (zhuetal, 2012) CCCACCTGGTACCCATGGACC 0,7307 52,7592
156736808 5 + CYFIP2 EC  [Cerebellum 19478186 (Li etal, 2009) CAGATACATTAAGACCAGTGC 0,5193 100,0000
32456380 9 - DDX58 E3  [Brain 23291724 | (Ramaswami et al., 2013) |CATCATTCGTATTTTTACCGA 0,7275 32,6700
179044110 1 + FAM20B E3  [Lymphoblastoid cell line 22327324 (Pengetal,2012)  |AGATCACCTGAGGCCAGGAGT 0,6211 3,6274
55765797 14 + FBXO34 I Lymphoblastoid cell line 22327324 (Peng etal,, 2012) GTTTGGAGAAAAGTCTGACGA 0,3973 20,0042
130629624 7 - FLI43663 E3  [Brain 23291724 | (Ramaswami et al., 2013) |GAGTAGAAGGAAATTAAGAAT 0,1817 0,9987
153579950 X - FLNA EC  [Brain 19478186 (Li etal, 2009) CACGGAGTGGACTTCCGATCT 0,6034 0,8778
58141801 3 + FLNB EC  [Cerebellum 22912834 (zhuetal.,, 2012) ATGAGCCTTCAGGTGAGATGC 0,5081 14,4591
151358319 X - GABRA3 EC  [Cerebellum 19478186 (Li etal, 2009) TTGTCTGCCGATACTTGGTCA 0,7825 0,6529
57864624 12 + cLi1 EC  [Cerebellum 22912834 (zhuetal, 2012) CATGGATGCTAGAGGGCTACA 0,7451 68,7209
158257875 4 + GRIA2 EC  [Cerebellum 19478186 (Li etal, 2009) GCCTTTATGCAGCAAGGATGC 0,5342 4,5598
122598962 X + GRIA3 EC  [Cerebellum 19478186 (Li etal, 2009) CTCAGCATTAAGGTGGGTGGA 0,6628 37,6124
105804694 11 + GIRA4 EC  [Brain 21984433 (Silberberg et al., 2012)  [TTCCTCATTAAGGTGGGTGGA 0,6766 37,6124
30953750 21 - GRIK1 EC  |Cerebellum 19478186 (Li etal, 2009) ACATGGAACGACGTACTCTCG 0,5199 1,2055
102337702 6 + GRIK2 EC  [Cerebellum 19478186 (Li etal, 2009) CTGCTGGCTTACTTGGGTGTC 0,8491 83,5633
57976286 4 - IGFBP7 EC  [Cerebellum 19478186 (Li etal, 2009) GTCATGGGGGACGGCCGCGGC 0,8084 1,1401
44181739 12 + IRAK4 E3  [Lymphoblastoid cell line 22327324 (Peng etal,, 2012) GGACACCTGTAGTCCCAGCTA 0,7060 57,0387
5021742 12 + KCNA1 EC  [Cerebellum 19478186 (Li etal, 2009) TGTGCTAACAATTGCCCTGCC 0,7873 14,0327
79397298 10 - KCNMA1 EC  [Cerebellum 22912834 (zhuetal., 2012) CGCAGATCCGACTCTACCAAG 0,5974 1,1990
73843194 6 + KCNQ5 EC  [Cerebellum 22912834 (zhuetal.,, 2012) CCCAGGGGCCAGAGTATTAAG 0,5789 7,1646
241700776 2 - KIF1A EC  [Cerebellum 22912834 (zhuetal, 2012) GTCGAGTGTGAGGGCGAGACA 0,7037 3,4524
28662186 1 + MED18 E3  [Lymphoblastoid cell line 22327324 (Pengetal,2012)  |TACAAAATTTAGCCGGGCATG 0,5502 62,5820
417757 16 - MRPL28 EC  [Spinal cord 22957051 (Picardietal., 2012)  [GAGGCGGTGTATCTAGAACTT 0,7056 22,3593
15986074 1 - NCSTN EC  [Cerebellum 22912834 (zhuetal.,, 2012) TAATACACTTACGTATAATTA 0,1563 69,4973
75646086 15 + NEIL1 EC  [Cerebellum 19478186 (Li etal, 2009) ACAGGGGGCAAAGGCTACGGG 0,6865 21,1966
25987370 14 + NOVA1 EC  [Brain 22957051 (Picardi et al., 2012)  [AGCTAATTGGATTGGATGACC 0,6428 0,6752
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Position Chr Strand Gene Typ ? of Source PubmedID Reference DNA Sequence AIRIINER InosinePredict
| (hg19) region Score Score
EDITING
8173299 17 + PFAS E3 Lymphoblastoid cell line 22327324 (Pengetal, 2012) GGGTTCAAGCAATTTTCCTGC 0,5757 52469
45567409 12 - PLEKHA9 EC Lymphoblastoid cell line 22327324 (Pengetal, 2012) GAATTATAAAAGTTGTTCTAG 0,3064 51,4919
157333469 7 - PTPRN2 EC Cerebellum 22912834 (Zhu et al., 2012) GTCGCGCTTGAGTTTGACGAG 0,7717 2,8627
34923319 21 + SON-1 EC Lymphoblastoid cell line 22327324 (Pengetal., 2012) CTGGGGCACTAGAGTTGCCTG 0,8611 77,1102
29681719 16 + SPN E3 Lymphoblastoid cell line 22327324 (Pengetal., 2012) CTGAGGCAGAAGAATTGCTTG 0,5713 41,4219
225974614 1 + SRP9 EC U87MG 21725310 (Juetal., 2011) GCATGATCATAGCTCACTGCA 0,7247 67,5020
44120349 6 + TMEM63B EC Astrocytoma cell lines overexpressing ADAR2 22957051 (Picardi et al., 2012) TACGAGTTCCAGTTTGGCGCA 0,7220 6,5476
54955567 X + TRO EC Cerebellum 22912834 (Zhu et al., 2012) CACCAGCACTAGTTTCAGCAG 0,7445 90,1242
9876560 3 + TTLL3 EC Cerebellum 22912834 (Zhu et al., 2012) CTTGATTTCAAGGTGGCACCC 0,7084 28,0769
52604985 13 + UTP14C EC Lymphoblastoid cell line 22327324 (Pengetal, 2012) CATCAGGTACAAGTGCTTCCA 0,4326 4,2981
37037181 19 - ZNF529 E3 Lymphoblastoid cell line 23291724 (Ramaswami et al., 2013) |TATATTGGTCAAGGATACATA 0,1506 11,0583
NON EDITING
89160357 2 - Unknown o Lymphoblastoid cell line 22327324 (Pengetal, 2012) GCGAGGTTTAAATTTTGGAAT 0,4962 34,0340
95160789 12 - Unknown [0} Lymphoblastoid cell line 22327324 (Pengetal, 2012) CATAAAGATCATCTCTACCCC 0,4478 7,6514
32456371 9 - DDX58 | Lymphoblastoid cell line 23291724 (Ramaswami et al., 2013) |GTCGAAAATCATCATTCGTAT 0,3480 5,3436
28662180 1 + MED18 E3 Lymphoblastoid cell line 22327324 (Pengetal., 2012) GAAAAATACAAAATTTAGCCG 0,2198 26,8839
234775041 2 - MSL3L2 EC Lymphoblastoid cell line 22327324 (Pengetal., 2012) TTAACAGTCCATGCTCGAAGG 0,4911 2,4136
54946784 19 + TTYH1 EC Brain 22957051 (Picardi et al., 2012) TCTTCCTGCTACTCTTCTCCC 0,8735 47,8726
8578035 19 - ZNF414 EC Unknown 22957051 (Picardi et al., 2012) CCTCGGGACGACGTAGGGAGG 0,7098 1,4771
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