A TCR-CD3

pMHC tetramer
complex

peptide

NY-ESO-1457.16s PMHC Ko Kot Kon tin AG EC50 (IFN-y)
peptide name peptide sequence (M) (LM) x10° (W's™) © (keal mol") | (ug/ml pMHC)
9C (wt) SLLMWITQC 14 £1 0.82+0.01 57+3 0.84 +0.01 -6.9+0.0 115+ 14
Vv SLLMWITQV 7205 0.33+0.01 45+ 4 212+0.08 -7.3+0.0 180+ 19
6V SLLMWVTQV 18+0 0.85+0.03 49+2 0.81+0.03 -6.8+0.0 455
9L SLLMWITQL 56 +6 0.93+0.05 17 +2 0.74 + 0.04 -6.0 £ 0.1 426 + 113
4D SLLDWITQV 252+12 | 259+0.15 101 0.27 £ 0.02 -5.1+£0.0 23+05
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Ko=7.2uM Ko=18uM Ko=56pM Ko=252uM
A - resting

- 2min 2.5ug/ml PMA
e - 105€C tetramer
e - 205€C tetramer
N A\ s - 308€C tetramer
s - 40s€C tetramer

- 50sec tetramer
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- 1OSEC tetramer
- 905€C tetramer

, = - 1055€C tetramer
- 120seC tetramer
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