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Figure 9: Copy-number (CN) profiles (A) and evolutionary tree (B) for case 8.
Only selected CN profiles are shown and marked in bold in the evolutionary tree.
Individual alleles are colored in red and blue. Confidence values for each split in
the tree are given in red boxes. The color bars to the right of the tree and in the
CN profiles indicate genomic events shared between biopsy and relapse samples
(orange), relapse and surgery samples (yellow) and those that are unique to the
relapse (green). Branch lengths are give in number of rearrangement events.
Particularly long branches are ma&lied in green.



