
Supplementary table 1: Studies of microRNA expression  

Authors Cohort Samples miRNA expression 

 

miRNA down-regulation 

 

Iborra[w1] 9 active and 9 inactive CD  

9 active and 9 inactive UC vs 

33 healthy controls(serum 

only) 

Serum and 

colonic 

biopsies 

Active vs inactive CD 

miR-188-5p, -877, -18a†, -629†, let-7b†, -140-3p†  

Active vs inactive UCmiR-188-5p, -877, -650†, 548a-3p† 

 

Active vs inactive CD  

miR-140-5p, -145, -18a, -128,-422a†, -885-5p†, -328† 

Active vs inactive UC 

miR-140-5p, -145, -18a, -128,-630†, -489†, -196b† 

Paraskevi 

[w2] 

128 CD and 88 UC vs 162 

healthy controls  

Peripheral 

blood 
CD  

miR-16, -23a, -29a, 106a, -107, -126, -191, -199a-5p, -200c, -362-3p, -532-3p 

UC  

miR-16, -21, -28-5p, -151-5p, -155, 199a-5p 

 

Duttagupta 

[w3] 

20 active UC vs 20 healthy 

controls 

Peripheral 

blood 
UC  

miR-188-5p, -378, -422a, -500,-501-5p, -769-5p, -874 

 

Wu[w4] 14 active CD vs 13 healthy 

controls 

5 inactive CD vs 13 healthy 

controls 

 

13 active UC vs 13 healthy 

controls 

10 inactive UC vs 13 healthy 

controls  

Peripheral 

blood 
Active CD 

miR-199a-5p, -340, -363-3p, 

-532-3p, miRplus-E1271 

Inactive CD 

miR-340 

Active UC 

miR-28-5p, -151-5p, -103-2, -199a-5p, -340, -362-3p, -532-3p, 

miRplus-E1271 

Inactive UC 

miR-28-5p, 103-2, 149, 151-5p, -340, -532-3p, and 

miRplus-E1153 

Active CD 

miR-149, miRplus-F1065 

Inactive CD 

miR149 

Active UC 

miR-505 

Inactive UC 

miR-505 

Zahm[w5] 46 active CD vs 32 healthy 

controls  

Serum active CD 

miR-16, -20a, -21, -30e, -93, -106a, -140, -192, -195, -484, let-7b 

 

Bian[w6] 5 active UC vs 4 healthy 

controls 

Colonic 

biopsies 
active UC 

miR-150 

 

     

Fasseu 

[w7] 

8 active UC vs 8 healthy 

controls 

 

8 inactive UC vs 8 healthy 

Colonic 

biopsies 
Active UC 

miR-7, -31, -135b, 223, 29a, 29b, -126, -127-3p, and -324-3p 

Inactive UC 

miR-196a, -29a, 29b, -126, 

Active UC 

miR-188-5p, -215, -320a, and 

-346 

Inactive UC 



controls 

 

8 active CD vs 8 healthy 

controls 

 

8 inactive CD vs 8 healthy 

controls 

 

 

 

-127-3b, and -324-3p 

Active CD 

miR-9, -21, -22, -26a, -29a, 29c, 

30b, -31, -34c-5p, -106a, -126, -126, -127-3p, -130a, -133b, -146a, -146b-3p, -

150 ,155, -181c, -196a, -324-3p, -375 

Inactive CD 

miR-9, -21, -22, -26a, 29b, 29c, 30a, -30b, -30c -31, -34c-5p, 

106a, -126, -127-3p, -133b, -146a, 146b-3p, -150, -155, -196a -223, 

and -324-3p 

miR-188-5p, -215, -320a, and 

346 

Pekow[w8] 8 active UC vs 8 healthy 

controls 

Colonic 

biopsies 

 miR-143, -145 

Takagi[w9] 12 active UC vs 12 healthy 

controls 

Colonic 

biopsies 

miR-21 , -155  

Wu[w10] 5 active CD vs 13 healthy 

controls 

6 aSBCD vs 13 healthy 

controls 

Colonic and 

SB biopsies 
Active CD(colonic) 

miR-23b, -106a, and -191  

aSBCD 

miR-16, -21, -223, and 594 

Active CD (colonic) 

miR-19b and -629 

 

Wu[w11] 15 active UC vs 15 healthy 

controls 

Colonic 

biopsies 

miR-16, -21, 23a, 24, 29a, 126, 

195, and left-7f 

miR-192, 375, and 422b 

Lin [w12] 19 with IBD vs 18 controls 

with diverticular disease 

Colectomy 

tissues 

miR-31, -206, -424, -146a 

 

 

miR† denotes miRNA expression in tissues. All studies used qRT-PCR and/or microarray techniques for miRNA expression except for Lin et al who performed next 

generation sequencing.  

Abbreviations: CD: crohn’s disease, UC: ulcerative colitis, SBCD: small bowel crohn’s disease, miR: miRNA; IBD: inflammatory bowel disease 
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