Supplemental Table S1. Polymerase chain reaction (PCR) primers used for construction of vectors, gene structure analysis, and chromatin
immunoprecipitation (ChIP) analysis

Gene (GenBank Primer Forward primer (5°-3”) Reverse primer (5°-3”) Product Use
accession name size (nt)
number or locus
number)
WRKY42 153U3F/153 AAGGTACCTTCAATTTT AAGGTACCGAGTGAGG 1187 Amplifying genomic DNA for
(AK110587)  U3R GCTTTGCTTG? GAGGTAGCAGAT? constructing
WRKY42-overexpressing
vector
153R4F/153 ACTAGTGGTACCAACGG GAGCTCGGATCCTGGTC 313 Amplifying cDNA fragment
R4R AAGGCGTCGTGGAG" AGTCGTCCTGTGCTCC® for constructing WRKY42
RNA. vector
1536F/1536 TCTAGAGCCATGGCGGA TCTAGACAATCTTCCAGT 759 Amplifying the complete
R TCCGTTCH AGTTTGGTCY coding sequence for
subcellular localization
analysis and transcriptional
activity vector
N1F/N1R AGGAACCGTAAACATCA GAGAAGCAAGCAAAGC 336 Analyzing the ChIP product
GCC AAAAT and  constructing  reporter
vector
N2F/N2R TTATGTTTTGAATCGCTG CGGGCTGATGTTTACGG 215 Analyzing the ChIP product
GTA T and  constructing  reporter
vector
N3F/N3R ATTCTGTAGTCAATCTG ATATCTGTCTTCTCAAA 357 Analyzing the ChIP product
AGT TCT and  constructing  reporter
vector
1532F/R ATGAATTCGATCCGTTCC ATAGGATCCAGCAATCTT 750 Amplifying cDNA fragment
CGGCGGC® CCAGTAGTTTGGTCAC for constructing WRKY42
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Amplifying cDNA fragment
for constructing WRKY42
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pGAL4-BD vector
Amplifying the complete
coding region for constructing
transcriptional activation
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Amplifying the complete
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Amplifying the complete
coding region for constructing
transcriptional activation
vector

Amplifying the promoter
sequence for constructing
reporter vector
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Quantitatively amplifying the
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®The underlined nucleotides are the digestion site of Kpnl.
The underlined nucleotides are the digestion site of Spel and the double underlined nucleotides are the digestion site of Kpnl.
“The underlined nucleotides are the digestion site of Sacl and the double underlined nucleotides are the digestion site of BamHI.
9The underlined nucleotides are the digestion site of Xbal.
*The underlined nucleotides are the digestion site of EcoRl.
The underlined nucleotides are the digestion site of Xhol.



Supplemental Table S2. Primers used for quantitative polymerase chain reaction (QPCR) in gene expression analysis

Gene (GenBank Primer name Forward primer (5°-3”) Reverse primer (5°-3") Product size
accession (nt)
number)
WRKY13 WRKY13-F/R TCAGTGGAGAAGCGGGTGGTG GGGTGGTTGTGCTCGAAGGAG 253
(EF143611)
WRKY42 WRKY42-F/R ATGCAGTCTGCTTCAGATTATGCT GACGCCTTCCGTTTTTTCTTG 100
(AK110587)
AOS2 AOS2-F/R CAATACGTGTACTGGTCGAATGG  AAGGTGTCGTACCGGAGGAA 120
(AY062258)
JAZ8 JAZB-FIR GAAGGCTCAACAGCTGACCAT TTGGTGGACGGGAAGTTCTC 120
(AK108738)
Actin Actin-F/R TGTATGCCAGTGGTCGTACCA CCAGCAAGGTCGAGACGAA 121

(X15865)




