———

———

- ” \\ ,/ \‘

_— - ~ 1967 nt

P -~ 4 ! 259 nt 1 \ Vi

. N7t ) ‘o S “a A’

i IR A C

\ 2106 nt }° o Ay A T

“a A’ u C UsA AeU
c A CeG UoG Ueal -
Uea CeG ueA Uea - -7 o~
Uea GoU UoG UsA -~ RN t., &nt )
Uenp GeC TG U u Uea 4 Y Ag ut
C A UsA ’ \ GecC uu | 328nt ! Aeu
Ael AelU I 4250 nt ! UoG AeuU \ / Aey
AeU AelU UoGy c u \U A’ PEEar Uog
cC u GolU ~a v UoAG CeG A C / AN Us p .
AeU uu G A GeC A A AeU i 2218 nt ! UDG<iP|'CE
Aeu CeG Us A AeU AeU Asy \ n, U ¢ site
GeC AeuU AeU GecC Gou Gec ~ s Uog
AsU UeA AeU C A AeU Aesu Ay AR Usa
AeU UeA Uea CeG AeU Aeuy Ue A Ceg
AelU A-gA UeA AeuU AesU Aeu AeU Uenp
AeuU Ce UeA C A GecC CeG. Gou UogG
Ael AsU A A GecC AeU GeC AelU Uep
AsU Ue A GecC AsU GeC AsU uAeu uenp
U u gl.chU GecC A G AeU Gou Uyea UogG
A G GU 0 G GeC CeG UyAeu Gou UeA Uea
Uea CeG UcG GecC u u GeC Uea Aueg
UeA CeG AeU Uea A A Gec UsA AUOG
Uen Uea AeuU Ceg AcAce GecC CeG CeG
Uena GeC AeU Ues A Gou AsuU U C Ceg
G A AeU ueal L] AeU AeU Ue A Uea
UeAp GeC UeA CeG AeU A®U, UeA Uuea
CeGC uGec AelU AsuU Aeu GeC U c Uep
Uea GolU A A Aeu Uea Uog Ue A U-Au Start of
Uea GeC U c Aesuy cGou GeC, Ue A UuoG VACHhT
Uen UeA. UoG Gec, Gou GeC Ush G G
G A CeG GeC uoG CeG Uea UeA Uea
Uena Ues A Us A uoG AeU CeG Ue A CeG
u-AA UC.GU UC.GC UOAG GeC [o X¢] AesU GeC
A A .. A A, G a,, s G, S, A cca. A Ba
25/33 31/39 20/24 28136 1112 & 18!%2 24/27 18/22 26/32

Schistosoma mansoni Saccoglossus kowalevski CGLa Takifugu rubripes* CGLb

Platyhelminthes

Hemichordate

Teleost

Figure S5 Putative stem-loop alignments of the R1-like (red) and R2-like (blue) sequences from the cholinergic loci of
representative species from three different animal phyla (these are in addition to the species presented in Figure 6). The
fractional pairing of the stem is given below each stem; the length of the putative loop is shown above each stem. Splice sites
at the 5'-end of the first VAChT coding exon are indicated with a thin arrow, and the VAChT initiation codon is indicated with a
thick arrow. *The T. rubripes genome reflects a whole genome duplication, and therefore has 2 copies of the CGL. Official T.
rubripes gene names for the CGLs are still unassigned or provisional; for the present investigation, we refer to the CGL on

Chromosome 1 as CGL a and the locus on Chromosome 4 as CGL b.
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