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Figure S3   Alignment of A1 lam1 and de novo assembled A2 genomes. As in Figure 2, the blocks show regions of homology and 
the coloured bars in the blocks indicate the extent of local sequence similarity (see Figure 2 legend for details). The alignment 
of A1 and A2 genomes is shown in panel A, while panel B represents an alignment supercontig1_1 of the lam1 genome with 
homologous regions in the A2 genome. 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 


