Table S2 Theoretical frequencies of the twelve identifiable genotypes in the double cross population for
Scenario 10. A;, B3, C; and D; are the four alleles at locus 1. A; and B; are the two alleles at locus 2.
Recombination frequencies in the female and male parents are denoted as rr and ry, respectively. The combined

recombination frequency is denoted as r. The last column gives the symbol of observed sample size of each

genotype.
Genotype Locus 1 Locus 2 Frequency Combined Sample size
recombination
frequency
1 A1Cy AA; 1@A-r)ry, ird-r) m
2 AG AzB; F-r)A-ny) +4rn, $@-2r+2r?) n;
3 A1Cy B,B, -1y sr@d-n) ns
4 A1Dq A)A; %(1_ r)(1-r,) Td- I’)2 ng
5 A1D: A2B; @y +il-r)  3r@-r) ns
6 A1Dy B.B, Lrery iyp? ne
7 BiCy AA; Lrery iyp? ns
8 B1G, AzB, FA-ro)n +4A-r)  Frd-r) ng
9 B1Cy BB, %(1_ r)(1-r,) T(d- I’)2 ng
10 BiD; AA; $1-1y) ir@-r nio
11 B1D: A2B; FA-r)A-ry) +3ren, t@-2r+2r?) N
12 B1D; B,B> %(1_ re )y Fr@-r) niz
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