Table S6 Distance between the two markers (the upper triangular matrix) and LOD scores for detecting linkage (the lower triangular matrix) in the simulated clonal F; population. The

distance was calculated using Haldane mapping function.

Category Marker 1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

1] 1 5.3 6.5 22.6 29.0 374 47.1 489 619 735 830 116.1 102.0 160.9 175.3
1] 2 43.0 4.2 20.8 27.2 31.1 446 410 586 693 735 107.0 88.6 126.3 133.0
\Y 3 20.0 225 8.8 12.6 146 24.2 21.7 25.9 30.1 35.7 429 37.2 580 581 764 79.2 68.8 111.9 174.8
11l 4 17.7 2.6 8.7 16.4 19.3 20.8 255 32.7 32.0 48.4 72.3 63.6 60.2 674

11l 5 14.8 50.1 4.8 131 15.7 17.1 22.2 28.1 26.3 44.6 68.3 58.6 55.4 619

[\ 6 8.4 9.0 32.4 15.9 19.4 3.5 10.2 6.0 200 21.8 26.2 283 369 394 46.8 55.8 44.7  66.0 85.2
1] 7 8.8 25.0 29.2 20.8 4.2 6.4 9.2 15.1 17.9 30.8 35.6 41.0 38.8 484

| 8 14.4 15.6 23.0 220 258 420 456 3.1 9.8 141 15.7 247 303 378 404 45.2 38.8 60.2 88.6
1l 9 8.2 206 243 18.2 40.5 485 5.6 8.7 14.9 25.5 31.8 36.7 36.7 45.8

v 10 4.8 6.3 4.0 8.0 9.2 9.1 16.7 444 20.1 5.1 9.2 146 222 311 36.7 43.0 37.4 56.7 62.9

| 11 6.8 7.5 12.4 12.3 15.0 225 26.6 56.2 36.0 58.8 4.0 7.5 151 223 265 36.7 32.7 490 60.2
\Y) 12 2.9 4.1 1.4 5.9 7.6 5.4 10.9 317 125 0.0 63.6 4.5 10.8 195 211 29.5 26.3 434 43.5
1] 13 3.7 4.2 5.1 6.6 17.4 13.0 38.2 20.8 4.2 12.4 17.4 29.0 49.7 51.1

| 14 2.3 2.7 4.9 6.4 7.5 10.9 134 273 16.7 224 536 411 456 8.7 9.8 17.1 9.9 30.3 51.1
1] 15 1.6 2.3 2.1 4.1 10.0 6.3 19.3 10.2 30.1 36.0 6.3 15.1 33.7 36.7
\Y) 16 0.2 0.3 0.0 1.2 1.5 0.0 5.6 9.7 6.5 2.3 19.0 8.3 122  47.0 20.8 7.2 5.2 20.2 30.0

| 17 0.7 13 1.8 3.5 4.2 4.7 8.7 14.8 104 8.9 21.0 15.9 144  50.7 26.6 53.0 4.2 13.4 20.8
11l 18 1.4 4.0 4.8 33 9.5 9.5 104 4.8 123 7.6 33.9 22.0 45.6 7.5

| 19 0.1 0.3 1.0 3.0 3.7 3.5 6.4 8.6 7.2 5.0 13.0 8.9 6.1 30.3 11.9 26.5 57.6 38.2 8.1

1] 20 0.0 0.2 0.0 0.6 13 1.7 4.0 3.7 5.8 5.8 104 7.1 20.6 37.1
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