Table S10. The ¢, distance and approximate log Likelihood (Eldon et al., 2015)
between the observed site frequency spectra and expectation according to the algebraic
(A7) and exponential (E, 8) growth models (Eldon et al., 2015) for the three genes,
Ckma, HbA2, and Myg.

Ay E,
Locus 12 logL 123 logL
Ckma 10.09 154.11 9.32 165.83
HbA2 695 1121 6.87 10.16
Myg 243 5198 283 50.44




