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Supplementary information, Figure S6 Integrator does not affect NELF or SPT5
recruitment.
A) Following a control or INTS3 knockdown, ChIP was performed for NELF B from

Hela cells and was analyzed by qPCR for the 3’ region of the U2 snRNA locus or the

JUNB transcriptional start site (TSS). Error bars show the standard deviation of

three PCR reactions.

B) Following a control or INTS3 knockdown, ChIP was performed for Pol Il or SPT5

from Hela cells and was analyzed by gPCR for the 3’ region of the U2 snRNA locus

or the JUNB transcriptional start site (TSS). Error bars show the standard deviation

of three PCR reactions.

e) SPT5 knockdown was validated by western blotting as indicated.
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