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Fig. S1. This figure is related to Table 1. It shows the quality of electron density 
maps into which Efr3 and Ypp1 were modeled, as well as of the final maps after 
refinement.  

Fig. S2. This figure is related to Fig. 1 and 3. Efr3 and Ypp1 constructs similar to 
those used in the in vivo studies were recombinantly expressed, and soluble 
proteins were purified and characterized by circular dichroism to demonstrate 
folding. All the constructs were soluble and well folded, except for Efr3-4, which 
aggregated, and Ypp111-805∆806-817, which was not well solubilized. 

Fig. S3 is related to Fig. 2. Liposome binding assays were carried out using the 
flotation rather than sedimentation method. The results are similar. 

Fig. S4 is related to Fig. 3 and shows the superposition of 8 crystallographically 
independent copies of Ypp1, illustrating flexibility in the Ypp1 structure.  




