
 

Fig. S1 Phylogenetic analysis of rotavirus whole VP1 (R genotype) nucleotide sequences. Both 

samples from Sendai, Japan belonged to genotype R2. Accession numbers of reference strains defined 

by suffixes were shown in square brackets. 

VP1 S13-30

VP1 S13-45

RVA/Human-wt/JPN/HC12016/2012/G1P[8]  [AB848007]

RVA/Human-wt/AUS/CK20055/2010/G2P[4]  [KC443200]

RVA/Human-wt/AUS/CK20027/2006/G2P[4]  [KC443763]

RVA/Human-wt/BGD/N26/2002/G12P[6]  [DQ146682]

RVA/Human-wt/BGD/RV176/2000/G12P[6]  [DQ490551]

RVA/Human-wt/BGD/RV161/2000/G12P[6]  [DQ490545]

RVA/Human-wt/COD/DRC88/2003/G8P[8]  [DQ005114]

RVA/Human-wt/COD/DRC86/2003/G8P[6]  [DQ005125]

RVA/Human-wt/BEL/B1711/2002/G6P[6]  [EF554082]

Human TB-Chen  [AY787653]

RVA/Human-tc/USA/DS-1/1976/G2P[4]  [DQ870505]

RVA/Human-wt/HUN/Hun5/1997/G6P[14]  [EF554104]

RVA/Sheep-tc/ESP/OVR762/2002/G8P[14]  [EF554148]

RVA/Human-wt/BEL/B10925/1997/G6P[14]  [EF554115]

RVA/Human-wt/ITA/111-05-27/2005/G6P[14]  [EF554137]

RVA/Human-wt/BEL/B4106/2000/G3P[14]  [AY740741]

RVA/Rabbit-tc/ITA/30-96/1996/G3P[14]  [DQ205221]

Bovine Uktc [X55444]

RVA/Human-tc/ITA/PA169/1988/G6P[14]  [EF554126]

RVA/Human-tc/AUS/MG6/1993/G6P[14]  [EF554093]

Bovine RF  [J04346]

RVA/Simian-tc/USA/RRV/1975/G3P[3]  [EF583006]

Simian SA11-Both  [X16830]

Simian SA11 tsC [DQ838601]

Simian SA11  [AF015955]

RVA/Simian-tc/ZAF/SA11-H96/1958/G3P5B[2]  [DQ838640]

Simian SA11-5N  [DQ838636]

Simian SA11-5S  [DQ838637]

Simian SA11-30/19  [DQ838638]

Simian SA11-30/1A  [DQ838639]

R2

RVA/Human-tc/THA/T152/1998/G12P[9]  [DQ146699]

RVA/Human-tc/JPN/AU-1/1982/G3P3[9]  [DQ490533]

RVA/Rhesus-tc/USA/TUCH/2002/G3P[24]  [EF583010]

R3

Porcine YM  [X76486]

Porcine Gottfried  [M32805]

Human KU  [AB022765]

Rotavirus A strain Human-tc/USA/Wa/1974/G1P[8]  [DQ490539]

RVA/Human-wt/BGD/Dhaka12/2003/G12P[6]  [DQ146660]

RVA/Human/BGD/Matlab13/2003/G12P[6]  [DQ146671]

RVA/Human-wt/BEL/B4633/2003/G12P[8]  [DQ146638]

RVA/Human-wt/BGD/Dhaka25/2002/G12P[8]  [DQ146649]

RVA/Human-wt/BGD/Dhaka16/2003/G1P[8]  [DQ492669]
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Fig. S2 Phylogenetic analysis of rotavirus whole VP2 (C genotype) nucleotide sequences. Both 

samples from Sendai, Japan belonged to genotype C2. Accession numbers of reference strains defined 

by suffixes were shown in square brackets. 

VP2 S13-30

VP2 S13-45

RVA/Human-wt/JPN/HC12016/2012/G1P[8]  [AB848008]

RVA/Human-wt/AUS/CK20055/2010/G2P[4]  [KC443201]

RVA/Human-wt/AUS/CK20038/2008/G2P[4]  [KC443368]

RVA/Human-wt/COD/DRC88/2003/G8P[8]  [DQ005113]

RVA/Human-wt/COD/DRC86/2003/G8P[6]  [DQ005124]

RVA/Human-wt/BGD/RV161/2000/G12P[6]  [DQ490546]

RVA/Human-wt/BGD/RV176/2000/G12P[6]  [DQ490552]

RVA/Human-wt/BGD/N26/2002/G12P[6]  [DQ146683]

RVA/Human-wt/BEL/B1711/2002/G6P[6]  [EF554083]

Human TB-Chen  [AY787652]

RVA/Human-tc/USA/DS-1/1976/G2P1B[4]  [DQ870506]

RVA/Human-tc/ITA/PA169/1988/G6P[14]  [EF554127]

Bovine Uktc [X52589]

Bovine RF  [X14057]

RVA/Human-wt/HUN/Hun5/1997/G6P[14]  [EF554105]

RVA/Human-tc/AUS/MG6/1993/G6P[14]  [EF554094]

RVA/Rabbit-tc/ITA/30-96/1996/G3P[14]  [DQ205222]

RVA/Sheep-tc/ESP/OVR762/2002/G8P[14]  [EF554149]

RVA/Human-wt/BEL/B4106/2000/G3P[14]  [AY740740]

RVA/Human-wt/BEL/B10925/1997/G6P[14]  [EF554116]

RVA/Human-wt/ITA/111-05-27/2005/G6P[14]  [EF554138]

C2

RVA/Human-wt/BGD/Dhaka25/2002/G12P[8]  [DQ146650]

RVA/Human/BGD/Matlab13/2003/G12P[6]  [DQ146672]

Human Beijing  [DQ862063]

RVA/Human-wt/BEL/B4633/2003/G12P[8]  [DQ146639]

RVA/Human-wt/BGD/Dhaka12/2003/G12P[6]  [DQ146661]

RVA/Human-wt/BGD/Dhaka16/2003/G1P[8]  [DQ492670]

Human Wa [X14942]

C1

RVA/Human-tc/THA/T152/1998/G12P[9]  [DQ146700]

RVA/Human-tc/JPN/AU-1/1982/G3P3[9]  [DQ490536]

RVA/Rhesus-tc/USA/TUCH/2002/G3P[24]  [EF583011]

RVA/Simian-tc/USA/RRV/1975/G3P[3]  [EF583007]

C3

Simian SA11 C13  [AF474406]

Simian SA11  [X16831]

Simian SA11 Ramig [L33364]

RVA/Simian-tc/ZAF/SA11-H96/1958/G3P5B[2]  [DQ838635]

Simian SA11 tsF [L20123]

Simian SA11-5S  [DQ838632]

Simian SA11-30/19  [DQ838633]

Simian SA11-5N  [DQ838631]

Simian SA11-1A  [DQ838634]
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Fig. S3 Phylogenetic analysis of rotavirus whole VP3 (M genotype) nucleotide sequences. Both 

samples from Sendai, Japan belonged to genotype M2. Accession numbers of reference strains 

defined by suffixes were shown in square brackets. 

Equine L338  [AY277922]

VP3 S13-30

VP3 S13-45

RVA/Human-wt/JPN/HC12016/2012/G1P[8]  [AB848009]

RVA/Human-wt/AUS/CK20038/2008/G2P[4] [KC443369]

RVA/Human-wt/AUS/CK20037/2008/G2P[4]  [KC443224]

RVA/Human-wt/COD/DRC88/2003/G8P[8]  [DQ005112]

RVA/Human-wt/COD/DRC86/2003/G8P[6]  [DQ005123]

RVA/Human-wt/BGD/N26/2002/G12P[6]  [DQ146684]

RVA/Human-wt/BGD/RV161/2000/G12P[6]  [DQ490547]

RVA/Human-wt/BGD/RV176/2000/G12P[6]  [DQ490553]

TB-Chen [AY787654]

DS1  [AY277914]

RVA/Human-wt/ITA/111-05-27/2005/G6P[14]  [EF554139]

RVA/Human-wt/HUN/Hun5/1997/G6P[14]  [EF554106]

RVA/Human-wt/BEL/B10925/1997/G6P[14]  [EF554117]

RVA/Sheep-tc/ESP/OVR762/2002/G8P[14]  [EF554150]

RVA/Human-tc/AUS/MG6/1993/G6P[14]  [EF554095]

RVA/Human-wt/BEL/B1711/2002/G6P[6]  [EF554084]

RVA/Human-tc/ITA/PA169/1988/G6P[14]  [EF554128]

69M  [AY277916]

Uktc [AY300923]

Bovine RF  [AY116592]

M2

RVA/Simian-tc/USA/RRV/1975/G3P[3]  [EF583008]

RVA/Human-tc/THA/T152/1998/G12P[9]  [DQ146701]

RVA/Rhesus-tc/USA/TUCH/2002/G3P[24]  [EF583012]

RVA/Human-wt/BEL/B4106/2000/G3P[14]  [AY740739]

RVA/Rabbit-tc/ITA/30-96/1996/G3P[14]  [DQ205223]

M3

SA11 tsB [DQ838600]

SA11-5N  [DQ838641]

Simian SA11  [X16062]

SA11-5S  [DQ838642]

SA11  [X16387]

RVA/Simian-tc/ZAF/SA11-H96/1958/G3P5B[2]  [DQ838645]

SA11-30/1A  [DQ838644]

SA11-30/10  [DQ838643]

M5

M6

Porcine OSU  [AY277921]

YM1  [AY300922]

Wa [AY267335]

Hochi [AY277915]

RVA/Human-wt/BGD/Dhaka12/2003/G12P[6]  [DQ146662]

RVA/Human-wt/BGD/Dhaka25/2002/G12P[8]  [DQ146651]

RVA/Human-wt/BEL/B4633/2003/G12P[8]  [DQ146640]

RVA/Human-wt/BGD/Dhaka16/2003/G1P[8]  [DQ492671]

RVA/Human/BGD/Matlab13/2003/G12P[6]  [DQ146673]

ST3  [AY277919]

Human KU  [AB022767]

WI-61  [AY277917]

L26  [AY277918]

A64  [AY277920]

M1

Avian PO-13  [AB009631]

Avian CH2  [AY277923]
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Fig. S4 Phylogenetic analysis of rotavirus whole VP4 (P genotype) nucleotide sequences. Both 

samples from Sendai, Japan belonged to genotype P[4]. Accession numbers of reference strains 

defined by suffixes were shown in square brackets. 

 

 

 

 

RVA/Human-wt/AUS/MP42/2010/G2P[4]  [KF690136]

RVA/Human-wt/IDN/MT-RVM113/2009/G2P[4]  [JQ837879]

RVA/Human-wt/AUS/CK20038/2008/G2P[4]  [KC443370]

VP4 S13-30

VP4 S13-45

Human KO-2  [AF401755]

PA150/2006  [KC178794]

RVA/Human-tc/USA/DS-1/1976/G2P[4]  [HQ650119]

L26  [M58292]

P[4]

Hu/RUS/Nov11-N3213/2011/G9P[8] [JX682971]

Hu/RUS/Nov08-3379/2008/G9P[8]  [HQ445971]

Human-tc/USA/Wa/1974/G1P[8]  [JX406750]

human/Vanderbilt/VU08-09-27/2008/G3P[8]  [JF790335]

RVA/human-tc/USA-DC/G2275/1980/G9P[8]  [JF521475]

P[8]

P[10]69M [M60600]

P[24]TUCH [AY596189]

Cat97 [D13402]

K9 [D14725]
P[3]

AU-1 [D10970]

Human T152 [AB077766]
P[9]

RVA/Rabbit-tc/ITA/30-96/1996/G3P[14]  [DQ205224]

RVA/Human-wt/BEL/B4106/2000/G3P[14]  [AY740738]
P[14]

P[19]02V0002G3 [FJ169856]

P[17]Avian PO-13 [AB009632]
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Fig. S5 Phylogenetic analysis of rotavirus whole VP6 (I genotype) nucleotide sequences. Both 

samples from Sendai, Japan belonged to genotype I2. Accession numbers of reference strains defined 

by suffixes were shown in square brackets. 

Human Ecu534  [EU805774]

Lamb Lp14  [L11595]

Po/CE-M-06-0003/Canada/2006/G2P[27]I14  [GU183245]

RVA/Human/JPN/Hosokawa/1983/G4P1A[8]  [DQ870492]

RVA/Human-wt/NPL/KTM368/2004/G11P[25]  [GU199496]

bat/4852/Kenya/2007  [GU983675]

Human CMH079/05  [EU791923]

Human B10  [HM627557]

I2

RVA/Rhesus-tc/USA/TUCH/2002/G3P[24]  [EF583013]

Human CMH030/07  [JQ043294]

RVA/Human-wt/USA/VU08-09-11/2008/G2P[4]  [KC443022]

Hu/RUS/O1299/2012/G2P[6]  [KC713896]

Hu/RUS/O1157/2011/G2P[4]  [KF036168]

VP6 S13-30

VP6 S13-45

TK119   [AY456527]

Human CMH008/05  [GU288636]

Human US1205  [AF079357]

Human US8720  [EF426124]

RVA/Cow-tc/USA/NCDV/1967/G6P6[1]  [DQ870496]

1076  [D00325]

SA11  [JF791806]

RVA/Human-tc/USA/DS-1/1976/G2P1B[4]  [DQ870507]

I10

I9

I17Lapine N5  [JQ423906]

RVA/Human-tc/JPN/AU-1/1982/G3P3[9]  [DQ490538] 

Human CMH120/04  [DQ923796]

RVA/Human-tc/THA/T152/1998/G12P[9]  [DQ146702]

I3

I16

Human CMH222  [DQ288659]
I8

I15

Murine EO  [AY947543]

Murine EW  [U36474]
I7

Porcine CMP034  [DQ534018]

Porcine 4F  [L29184]

Porcine A411  [AF317125]

I5

I12

Equine FI-14  [D00323]

Equine R3  [D82978]
I6

Porcine Gottfried  [D00326]

Human Wa [K02086]

E210  [U36240]

Human US8970  [EF426125]

RVA/Human/BGD/Matlab13/2003/G12P[6]  [DQ146675]

Human CMH032/05  [GU288639]

I1

I14

I13

I11Avian Ch-1  [X98870]

Avian PO-13  [D16329]

Avian Ty-1  [D82980]
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Fig. S6 Phylogenetic analysis of rotavirus whole NSP1 (A genotype) nucleotide sequences. Both 

samples from Sendai, Japan belonged to genotype A2. Accession numbers of reference strains defined 

by suffixes were shown in square brackets. 

NSP1 S13-30

NSP1 S13-45

RVA/Human-wt/AUS/CK20055/2010/G2P[4]  [KC443195]

RVA/Human-wt/AUS/CK20027/2006/G2P[4]  [KC443758]

RVA/Human-tc/BANG/MMC88/2005/G2P[4]  [HQ641368]

Human NR1  [AF506017]

RVA/Human-wt/BGD/RV161/2000/G12P[6]  [DQ490540]

RVA/Human-wt/BGD/RV176/2000/G12P[6]  [DQ490557]

RVA/Human-wt/BGD/N26/2002/G12P[6]  [DQ146688]

RVA/Human-wt/COD/DRC88/2003/G8P[8]  [DQ005108]

RVA/Human-wt/COD/DRC86/2003/G8P[6]  [DQ005119]

RVA/Human-wt/BEL/B1711/2002/G6P[6]  [EF554088]

Human TB-Chen  [AY787647]

Human 69M(b)  [D38151]

Human 69M  [Z32552]

DS1  [L18945]

Human L26  [D38150]

A2

Porcine YM  [D38154]

Equine H1  [U23728]

Porcine Gottfried  [U08431]

A8

Porcine 4S  [L29185]

Porcine 4F  [L29183]

Human RMC321  [AF506292]

Human RMC/G7  [AY601547]

Human ST3  [U11492]

Human St Thomas  [Z32534]

Human M37  [U11491]

RVA/Human-wt/BGD/Dhaka12/2003/G12P[6]  [DQ146666]

RVA/Human-wt/BEL/B4633/2003/G12P[8]  [DQ146644]

Human R14a  [DQ199658]

Bovine KJ44  [DQ494396]

Bovine KJ75  [DQ494395]

Porcine OSU(b)  [U08432]

Porcine OSU  [Z12107]

WA  [L18943]

Human Hochii [Z12106]

Human R1a  [DQ199658]

Human I321  [U08418]

116E  [U85999]

Human RMC100  [AY601546]

Human KU  [AB022769]

Human K8  [D38152]

Human IGV-re  [AF190169]

Human IGV-80-3  [X59297]

A1

Feline Cat2  [U23727]

Human AU-1  [D45244]
A3
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Fig. S7 Phylogenetic analysis of rotavirus whole NSP2 (N genotype) nucleotide sequences. Both 

samples from Sendai, Japan belonged to genotype N2. Accession numbers of reference strains defined 

by suffixes were shown in square brackets. 

NSP2 S13-30
NSP2 S13-45

RVA/Human-wt/AUS/CK20048/2011/G2P[4]  [KC443451]
RVA/Human-wt/IDN/BL-5210/2006/G2P[4]  [JQ837885]
PA108/2007  [KC178733]
MMC88  [HQ641369]
RVA/Human-wt/BGD/RV161/2000/G12P[6]  [DQ490541]
RVA/Human-wt/BGD/RV176/2000/G12P[6]  [DQ490558]
Human NR1  [AF506018]
I321  [Z47975]
IS2  [X94562]
RVA/Human-wt/BEL/B1711/2002/G6P[6]  [EF554089]
RVA/Human-wt/COD/DRC88/2003/G8P[8]  [DQ005107]
RVA/Human-wt/COD/DRC86/2003/G8P[6]  [DQ005118]

Bovine UK  [J02420]
Human TB-Chen  [AY787648]
DS-1  [L04529]

RVA/Human-wt/ITA/111-05-27/2005/G6P[14]  [EF554144]
RVA/Human-tc/ITA/PA169/1988/G6P[14]  [EF554144]

RVA/Human-wt/HUN/Hun5/1997/G6P[14]  [EF554111]
RVA/Human-wt/BEL/B10925/1997/G6P[14]  [EF554122]
RVA/Sheep-tc/ESP/OVR762/2002/G8P[14]  [EF554155]
RVA/Human-tc/AUS/MG6/1993/G6P[14]  [EF554100]
RVA/Rabbit-tc/ITA/30-96/1996/G3P[14]  [DQ205227]

NCDV  [L04530]
Bovine RF  [Z21640]

Simian SA11  [J02353]
Bovine O  [DQ838597]

N2

Bovine KJ75  [DQ494402]
Bovine KJ44  [DQ494401]
OSU  [X06722]
RVA/Human-tc/PHL/L26/1987/G12P[4]  [DQ146696]

Human KU  [AB022770]
Human RMC100  [AF506014]
Wa [L04534]

Hu  [X57944]
Human RMC321  [AF506293]

RVA/Human-wt/BGD/Dhaka12/2003/G12P[6]  [DQ146667]
RVA/Human-wt/BEL/B4633/2003/G12P[8]  [DQ146645]
RVA/Human-wt/BGD/Dhaka16/2003/G1P[8]  [DQ492676]
RVA/Human-wt/BGD/Dhaka25/2002/G12P[8]  [DQ146656]
RVA/Human/BGD/Matlab13/2003/G12P[6]  [DQ146678]
RVA/Human-wt/BGD/N26/2002/G12P[6]  [DQ146689]

N1

RVA/Human-tc/THA/T152/1998/G12P[9]  [DQ146703]
RVA/Human-tc/JPN/AU-1/1982/G3P3[9]  [DQ490534]

N3

SA11-Ramig  [L04532]
RVA/Simian-tc/ZAF/SA11-H96/1958/G3P5B[2]  [DQ838615]
SA11-30/1A  [DQ838614]
SA11-30/19  [DQ838613]
SA11-5S  [DQ838612]
SA11-5N  [DQ838611]
SA11-Patton  [L04531]
SA11-tsE  [L20901]

N5

Avian PO-13  [AB009625]
TY  [L04533]

N4
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Fig. S8 Phylogenetic analysis of rotavirus whole NSP3 (T genotype) nucleotide sequences. Both 

samples from Sendai, Japan belonged to genotype T2. Accession numbers of reference strains defined 

by suffixes were shown in square brackets. 

bovine UK  [K02170]

NSP3 S13-30
NSP3 S13-45

RVA/Human-wt/AUS/CK20038/2008/G2P[4]  [KC443364]
RVA/Human-wt/AUS/V233/1999/G2P[4]  [KC834692]
RVA/Human-tc/Ita/PA3/2004/G2P[4]  [KC178738]

RVA/Human-wt/BEL/B1711/2002/G6P[6]  [EF554090]
Human GR 10924/99  [FJ183359]
Human NR1  [AF506019]

RVA/Human/BGD/Matlab13/2003/G12P[6]  [DQ146679]
RVA/Human-wt/BGD/RV161/2000/G12P[6]  [DQ490542]

RVA/Human-wt/BGD/RV176/2000/G12P[6]  [DQ490559]
RVA/Human-wt/BGD/N26/2002/G12P[6]  [DQ146690]

RVA/Human-wt/COD/DRC86/2003/G8P[6]  [DQ005117]
RVA/Human-wt/COD/DRC88/2003/G8P[8]  [DQ005106]

Human TB-Chen  [AY787649]

Human S2  [X81428]
DS-1  [EF136660]

RVA/Human-tc/PHL/L26/1987/G12P[4]  [DQ146697]

Human 69M  [X81425]

T2

RVA/Human-tc/JPN/AU-1/1982/G3P3[9]  [DQ490535]
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Fig. S9 Phylogenetic analysis of rotavirus whole NSP4 (E genotype) nucleotide sequences. Both 

samples from Sendai, Japan belonged to genotype E2. Accession numbers of reference strains defined 

by suffixes were shown in square brackets. 
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Fig. S10 Phylogenetic analysis of rotavirus whole NSP5/6 (H genotype) nucleotide sequences. Both 

samples from Sendai, Japan belonged to genotype H2. Accession numbers of reference strains defined 

by suffixes were shown in square brackets. 
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