Suppl Table 3, Summary of target peptides monitored by selected reaction monitoring of CSF samples from PD and control subjects.

1P1 Accession No. ___UniProt Accession No. __ Gene Symbol Protein Description Peptide Sequence Inclusion Status
1PI00003362 P11021 HSPAS 78 kDa glucose-regulated protein NQLTSNPENTVFDAK =
1100003362 P11021 HSPAS 78 kDa glucose-regulated protein VTHAVVTVPAYFNDAQR *
1P100220026 P22303 ACHE Acetylcholinesterase VGAFGFLALPGSR *
1PI00552259 P22303 ACHE Acetylcholinesterase LLSATDTLDEAER
1PI00019943 P43652 AFM Afamin IAPQLSTEELVSLGEK *
1PI00019943 P43652 AFM Afamin SDVGFLPPFPTLDPEEK *
1PI00374563 000468 AGRN Agrin EAAYVCLCPGGFSGPHCEK
1PI00374563 000468 AGRN Agrin VLGESPVPHTVLNLK
1PI00550991 P01011 SERPINA3  Alpha-L-antichymotrypsin AVLDVFEEGTEASAATAVK *
1PI00550991 P0O1011 SERPINA3  Alpha-L-antichymotrypsin ITLLSALVETR *
1PI00553177 P01009 SERPINAL ~ Alpha-L-antitrypsin LQHLENELTHDIITK *
1PI00553177 P01009 SERPINAL ~ Alpha-L-antitrypsin LSSWVLLMK *
1P100478003 P01023 AM Alpha-2-macroglobulin DTVIKPLLVEPEGLEK *
1P100478003 P01023 AM Alpha-2-macroglobulin TEHPFTVEEFVLPK *
1PI00328156 P27338 MAOB Amine oxidase [flavin-containing] B VNEVERLIHHVK
1P100006608 P05067 APP Amyloid beta Ad protein CLVGEFVSDALLVPDK *
1P100006608 P0S067 APP Amyloid beta Ad protein MDVCETHLHWHTVAK *
1PI00020012 P51693 APLP1 Amyloid-like protein 1 AALEGFLAALQADPPQAER *
1100020012 P51693 APLP1 Amyloid-like protein 1 VEQATQAIPMER *
1PI00032220 P01019 AGT Angiotensinogen SLDFTELDVAAEK *
1P100032220 P01019 AGT Angiotensinogen DPTFIPAPIQAK *
1PI00032179 P01008 SERPINCI  Antithrombin-Ii1 FATTFYQHLADSK *
1PI00032179 P01008 SERPINCI  Antithrombin-Iif TSDQIHFFFAK *
1PI00021841 P02647 APOAL Apolipoprotein A-1 WQEEMELYR *
1PI00021841 P02647 APOAL Apolipoprotein A-1 DSGRDYVSQFEGSALGK *
1PI00021854 PO2652 APOA2 Apolipoprotein A-1l EPCVESLVSQYFQTVTDYGK *
1PI00021854 PO2652 APOA2 Apolipoprotein A-11 SKEQLTPLIK *
1PI00022229 PO4114 APOB Apolipoprotein B-100 GIISALLVPPETEEAK *
1PI00022229 PO4114 APOB Apolipoprotein B-100 ASGSLPYTQTLQDHLNSLK
1PI00021856 P02655 APOC2 Apolipoprotein C-11 TYLPAVDEK *
1PI00021856 P02655 APOC2 Apolipoprotein C-11 ESLSSYWESAK *
1PI00021857 P02656 APOC3 Apolipoprotein C-111 DALSSVQESQVAQQAR *
1PI00021857 P02656 APOC3 Apolipoprotein C-111 GWVTDGFSSLK
1100006662 P05090 APOD Apolipoprotein D MTVTDQVNCPK *
1P100006662 P05090 APOD Apolipoprotein D NPNLPPETVDSLK *
1PI00021842 P02649 APOE Apolipoprotein £ SWFEPLVEDMQR *
1P100021842 P02649 APOE Apolipoprotein £ AKLEEQAQQIR *
1PI00025394 P20711 DDC Aromatic-L-amino-acid decarboxylase LVAYSSDQAHSSVER
1P100024284 P98160 HSPG2 Basement membrane-specific heparan sulfate core protein GSVYIGGAPDVATLTGGR *
1P100024284 P98160 HSPG2 Basement membrane-specific heparan sulfate core protein LLSGPYFWSLPSR *
1P100299024 P80723 BASP1 Brain acid soluble protein 1 ESEPQAAAEPAEAK *
1P100299024 P80723 BASP1 Brain acid soluble protein 1 APEQEQAAPGPAAGGEAPK
1PI00024036 P55286 CDH8 Cadherin-8 DPDITSSPIR *
1100024036 P55286 CDH8 Cadherin-8 LVYSILEGQPYFSIEPETAIIK *
1PI00220361 P05937 CALBL Calbindin ELQNLIQELQQAR *
1P100220361 P05937 CALBL Calbindin AGLELSPEMK
1PI00220361 P05937 CALBL Calbindin TFVDQYGQR *
1PI00031121 P16870 CPE Carboxypeptidase E precursor AYSSFNPAMSDPNRPPCR
1PI00031121 P16870 CPE Carboxypeptidase E precursor IHIMPSLNPDGFEK *
1PI00295741 PO7858 cTsB Cathepsin B LCGTFLGGPKPPQR
1PI00295741 PO7858 cTsB Cathepsin B GQDHCGIESEVVAGIPR *
1PI00011229 P07339 cTSD Cathepsin D YSQAVPAVTEGPIPEVLK *
1PI00011229 PO7339 cTSD Cathepsin D VSTLPAITLK *
1PI00015102 Q13740 ALCAM CD166 antigen QIGDALPVSCTISASR *
1PI00002714 B4DIDG DKK3 CDNA FLJ52545, highly similar to Dickkopf-related protein 3 DSECCGDQLCVWGHCTK *
1PI00002714 B4DIDG DKK3 CDNA FLJ52545, highly similar to Dickkopf-related protein 3 DQDGEILLPR *
1P100021807 B72659 GBA CDNA FLI56157, highly similar to Glucosylceramidase NDLDAVALMHPDGSAVVVVLNR
1100025465 B4DI63 OGN CDNA FLI59205, highly similar to Mimecan EKETVIIPNEK *
1PI00025465 B4DI63 OGN CDNA FLI59205, highly similar to Mimecan DFADIPNLR *
1PI00017601 P00450 cp Ceruloplasmin GAYPLSIEPIGVR =
1PI00017601 P00450 cp Ceruloplasmin VNKDDEEFIESNK *
1PI00783987 P01024 c3 Complement C3 QPSSAFAAFVK =
1PI00783987 P01024 c3 Complement C3 AGDFLEANYMNLQR *
1P100032293 P01034 csT3 Cystatin-C TQPNLDNCPFHDQPHLK
1100032293 P01034 csT3 Cystatin-C LVGGPMDASVEEEGVR *
1P100004317 P54098 POLG DNA polymerase subunit gamma-1 LMALTWDGFPLHYSER
1PI00171678 P09172 DBH Dopanmine beta-hydroxylase VVSVHPGDVLITSCTYNTEDR
1PI00171678 P09172 DBH Dopanine beta-hydroxylase GQIHLDPQQDYQLLQVQR
1PI00179298 Q7z627 HUWEL E3 ubiquitin-protein ligase HUWEL HASGGSTVHIHPQAAPVVCR
1PI00008318 P54764 EPHA4 Ephrin type-A receptor 4 VYPANEVTLLDSR *
1100008318 P54764 EPHA4 Ephrin type-A receptor 4 DCNSLPGVMGTCK *
1100027827 P08294 SoD3 Extracellular superoxide dismutase [Cu-Zn] VTEIWQEVMQR *
1P100027827 P08294 SoD3 Extracellular superoxide dismutase [Cu-Zn] AGLAASLAGPHSIVGR *
1P100880012 F8WDR9 FBXO7 F-box only protein 7 QSLLCTWGYR
1PI00375676 P02792 FTL Ferritin TDPHLCDFLETHFLDEEVK
1PI00375676 P02792 FTL Ferritin LNQALLDLHALGSAR *
1PI00014608 QINPY5 FGF20 Fibroblast growth factor 20 GGPGAAQLAHLHGILR
1PI00014608 QINPY5 FGF20 Fibroblast growth factor 20 TGFHLQILPDGSVQGTR
1PI00783862 P30043 BLVRB Flavin reductase (NADPH) TVAGQDAVIVLLGTR
1PI00783862 P30043 BLVRB Flavin reductase (NADPH) NDLSPTTVMSEGAR
1PI00479708 Q86TTL IGHM Full-length cDNA clone CSODDO0GYLO2 of Neuroblastoma of Homo sapiens YVTSAPMPEPQAPGR *
1P100479708 Q86TTL IGHM Full-length cDNA clone CSODDO0GYLO2 of Neuroblastoma of Homo sapiens NVPLPVIAELPPK *
1PI00216171 P09104 ENO2 Gamma-enolase VNQIGSVTEAIQACK *
1PI00216171 P09104 ENO2 Gamma-enolase AAVPSGASTGIYEALELR *
1PI00297714 076070 SNCG Gamma-synuclein TVEEAENIAVTSGVVR *
1PI00010130 P15104 GLUL Glutamine synthetase LTGFHETSNINDFSAGVANR
1PI00478493 Q6NSB4 HP HP Protein VVLHPNYSQVDIGLIK *
1P100478493 Q6NSB4 HP HP Protein TEGDGVYTLNNEK *
1PI00026104 P22304 DS Iduronate 2-sulfatase FRDLEEDPYLPGNPR *
1PI00026104 P22304 DS Iduronate 2-sulfatase LFPYLDPFDSASQLMEPGR *
1PI00180154 Q99700 ATXN2 Isoform 1 of Ataxin-2 TSPSGGTWSSVVSGVPR
1PI00180154 Q99700 ATXNZ Isoform 1 of Ataxin-2 NGGIVEGVFK *
1PI00029751 Q12860 CNTN1 soform 1 of Contactin-1 VLEPMPSTAEISTSGAVLK *
1PI00029751 Q12860 CNTN1 soform 1 of Contactin-1 FIPLIPIPER *
1PI00215720 Q06787 FMRL 1soform 1 of Fragile X mental retardation 1 protein ENSTHFSQPNSTKVQR
1PI00025363 P14136 GFAP 1soform 1 of Glial fibrillary acidic protein HLQEYQDLLNVK
1100025363 P14136 GFAP 1soform 1 of Glial fibrillary acidic protein LRLDQLTANSAR
1P100028570 P49841 GSK3B Isoform 1 of Glycogen synthase kinase-3 beta PVQQPSAFGSMK
1P100003842 P11137 MAP2 Isoform 1 of Microtubule-associated protein 2 DTFTPSGQEPILTEK
1P100003842 P11137 MAP2 soform 1 of Microtubule-associated protein 2 VLEEEKEAINQETVQQR
1PI00028520 P49821 NDUFV1 Isoform 1 of NADH iquinone] flavoprotein 1, FSGDTTAPK
1P100028077 P49768 PSENL 1soform 1 of Presenilin-1 ESQDTVAENDDGGFSEEWEAQR
1PI00798154 P35462 DRD3 1soform 3 of D(3) dopamine receptor NSLMPLREK *
1PI00748312 P23471 PTPRZL 1soform Long of Receptor-type tyrosine-protein phosphatase zeta VVYDTMIEK *
1PI00748312 P23471 PTPRZL Isoform Long of Receptor-type tyrosine-protein phosphatase zeta TSLENTFIHNTGK *
1P100023845 Q92876 KLK6 Kallikrein-6 AVIHPDYDAASHDQDIMLLR
1P100023845 Qo2876 KLK6 Kallikrein-6 GLVSWGNIPCGSK =
1100032328 P01042 KNG1 Kininogen-1 ENFLFLTPDCK *
1P100032328 P01042 KNG1 Kininogen-1 DIPTNSPELEETLTHTITK *
1PI00218725 P24043 LAMA2 Laminin subunit alpha-2 isoform b precursor SGFFNLQEDNWK
1PI00218725 P24043 LAMA2 Laminin subunit alpha-2 isoform b precursor TAVADNLLFYLGSAK
1PI00013976 PO7942 LAMBL Laminin subunit beta-1 IPSWTGAGFVR *
1PI00013976 PO7942 LAMBL Laminin subunit beta-1 VESLSQVEVILQHSAADIAR
1PI00183445 094910 LPHNL Latrophilin-1 DNQLYVWNNYFVVR *
1PI00183445 094910 LPHNL Latrophilin-1 ELACEGYPIELR *
1PI00657922 Q55007 LRRK2 Leucine-rich repeat kinase 2 KAEEGDLLVNPDQPR
1PI00657922 Q55007 LRRK2 Leucine-rich repeat kinase 2 AAYEGEEVAVK
1PI00219217 P07195 LDHB L-lactate dehydrogenase B chain LIAPVAEEEATVPNNK *
1PI00219217 P07195 LDHB L-lactate dehydrogenase B chain GLTSVINQK *
1PI00011218 P07333 CSFIR Macrophage colony-stimulating factor 1 receptor VIPGPPALTLVPAELVR *
1PI00011218 P07333 CSFIR Macrophage colony-stimulating factor 1 receptor HTFTLSLPR *
1P100032292 P01033 TIMPL Metalloproteinase inhibitor 1 EPGLCTWQSLR *
1PI00032292 P01033 TIMPL Metalloproteinase inhibitor 1 GFQALGDAADIR *
1P100029260 P08571 co4 Monocyte differentiation antigen CD14 LTVGAAQVPAQLLVGALR *
1P100029260 PO8571 co4 Monocyte differentiation antigen CD14 FPAIQNLALR *
1PI00011217 043181 NDUFs4 NADH dehydrogenase [ubiquinone] iron-sulfur protein 4, mitochondrial NGWSYDIEERK
1P100442299 QULB1 NRXNL Neurexin-1 IQLPVVMHTEAEDVSLR *
1P100442299 QUULB1 NRXNL VNDGEWYHVDFQR *
1PI00428511 P58400 NRXNL FNVGTDDIAIEESNAIINDGK *
1PI00428511 P58400 NRXNL NYISNSAQSNGAVVK
1P100008944 P05408 SCGS Neuroendocrine protein 782 DFSEDQGYPDPPNPCPVGK *
1P100008944 P05408 SCGS Neuroendocrine protein 782 SVPHFSDEDKDPE
1P100384998 094856 NFASC Neurofascin LSPYVNYQFR *
1P100384998 094856 NFASC Neurofascin YPGSVNSAVLR *
1P100220562 Q15818 NPTX1 Neuronal pentraxin-1 TPAAETLSQLGQTLQSLK *
1PI00220562 Q15818 NPTX1 Neuronal pentraxin-1 DNRPGDKFQLTFPLR
1P100026946 P47972 NPTX2 Neuronal pentraxin-2 DPGHVVEQLSR
1P100026946 P47972 NPTX2 Neuronal pentraxin-2 VAQLPLFVSDGK
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1P1 Accession No UniProt Accession No. ___Gene Symbol Protein Description Peptide Sequence Inclusion Status Heavy Peptide Spike (fmol) _IPA for Neurological Disordef

1100746356 P29475 NOSL Nitric oxide synthase, brain QPDGSTLGDPANVQFTEEVAK No 224
1P100021000 P10451 SPPL Osteopontin AIPVAQDLNAPSDWDSR = 125 Yes 819
1P100021000 P10451 SPPL Osteopontin YPDAVATWLNPDPSQK * 125 Yes 819
1PI00470427 D3K2X0 PARK2 Parkin variant SV5 9DEL VTCEGGNGLGCGYGQRRTK No 1
1P100470427 060260 PARK2 Parkinson protein 2, E3 ubiquitin protein ligase (parkin) FNSSHGFPVEVDSDTSIFQLK No 1
1PI00219703 P20472 PVALB Parvalbumin alpha SGFIEEDELGFILK * 12500 No 8
1PI00027350 P32119 PRDX2 Peroxiredoxin-2 EGGLGPLNIPLLADVTR * 12500 Yes 569
1PI00027350 P32119 PRDX2 Peroxiredoxin-2 ATAVVDGAFK * 125 Yes 569
1PI00219446 P30086 PEBP1 Phosphatidylethanolamine-binding protein 1 NRPTSISWDGLDSGK * 125 Yes

1PI00219446 P30086 PEBP1 Phosphatidylethanolamine-binding protein 1 LYTLVLTDPDAPSRK * 125 Yes

1PI00177535 QINQLL ATP13A2 Probable cation-transporting ATPase 13A2 DTVEGDLSLLGLLVMR No 6
1PI00177535 QINQLL ATP13A2 Probable cation-transporting ATPase 13A2 SQAAVGAVPEGAWK No 6
1100000828 P01210 PENK Proenkephalin-A LVRPADINFLACVMECEGK Yes 77
1100000828 P01210 PENK Proenkephalin-A FAEALPSDEEGESYSK Yes 77
1100000832 P01213 PDYN Proenkephalin-B SVGEGPYSELAK * 125 No 82
1P100020557 Q07954 LRPL Prolow-density lipoprotein receptor-related protein 1 SERPPIFEIR * 125 Yes 792
1PI00020557 Q07954 LRPL Prolow-density lipoprotein receptor-related protein 1 AALSGANVLTLIEK * 125 Yes 792
1P100002280 QUUHG2 PCSKIN PIoSAAS ILAGSADSEGVAAPR * 125 o 299
1P100002280 QUUHG2 PCSKIN ProSAAS LDPAALAAQLVPAPVPAAALR * 125 i 299
1PI00006166 015354 GPR37 Prosaposin receptor GPR37 TVPGASDLFYWPR * 125 No 62
1100006166 015354 GPR37 Prosaposin receptor GPR37 GNPTALQLFLQISEEEEKGPR No 62
1PI00013179 P41222 PTGDS Prostaglandin-H2 D-isomerase TMLLQPAGSLGSYSYR * 125 Yes 1153
1PI00013179 P41222 PTGDS Prostaglandin-H2 D-isomerase AQGFTEDTIVFLPQTDK * 125 Yes 1153
1P100298547 Q99497 PARK? Protein DJ-1 DVVICPDASLEDAKK Yes 3
1P100298547 Qo497 PARK? Protein DJ-1 GAEEMETVIPVDVMR * 125 Yes 3
1P100303002 P29377 51006 Protein $100-G NGDGEVSFEEFQVLVK No 119
1PI00334627 ABNMY6 ANXAZP2 Putative annexin A2-like protein TPAQYDASELK Yes

1PI00334627 ABNMY6 ANXAZP2 Putative annexin A2-like protein GVDEVTIVNIVTNR Yes

1PI00241562 P78509 RELN Reelin FSYSDPSIIVLYAK * 125 Yes

1PI00241562 P78509 RELN Reelin VPSLVSVVINPELQTPATK * 125 Yes

1P100006601 P05060 CHGB Secretogranin-1 GEAGAPGEEDIQGPTK * 125 Yes 624
1100006601 P05060 CHGB Secretogranin-1 GYPGVQAPEDLEWER * 125 Yes 624
1100001663 043464 HTRA2 Serine protease HTRA2, mitochondrial EPLPTLPLGR No 66
1PI00022463 P02787 T Serotransferrin DYELLCLDGTR * 125 Yes 726
1PI00022463 P02787 T Serotransferrin SAGWNIPIGLLYCDLPEPR * 125 Yes 726
1P100022608 Q92673 SORL1 Sortilin-related receptor GGTWEFLQAPAFTGYGEK Yes 662
1P100022608 Q92673 SORL1 Sortilin-related receptor SDDFGQTWIMIQEHVK Yes 662
1PI00296777 Q14515 SPARCLL SPARC-like protein 1 SIPTCTDFEVIQFPLR * 125 Yes

1PI00296777 Qu4515 SPARCLL SPARC-like protein 1 LLAGDHPIDLLLR * 125 Yes

1PI00171473 QIHCBS SPON1 Spondin-1 VEGDPDFYKPGTSYR Yes

1PI00171473 QHCBS SPON1 Spondin-1 AAPSAEFSVDR * 125 Yes

1PI00022314 P04179 SoD2 Superoxide dismutase [Mn], mitochondrial GDVTAQIALQPALK * 125 Yes 90
1PI00022314 P04179 SOD2 Superoxide dismutase [Mn], mitochondrial HHAAYVNNLNVTEEK * 12500 Yes 90
1PI00016759 Q05940 SLC18A2 Synaptic vesicular amine transporter DLLNENVQVGLLFASK * 12500 No 109
1PI00022432 P02766 TTR Transthyretin GSPAINVAVHVFR * 125 Yes 252
1PI00022432 P02766 TTR Transthyretin KAADDTWEPFASGK * 125 Yes 252
1PI00306413 QIBW30 TPPP3 Tubulin polymerization-promoting protein family member 3 QDILDDSGYVSAYK * 125 No 11
1PI00018352 P09936 UCHL1 Ubiquitin carboxyl-terminal hydrolase isozyme L1 NEAIQAAHDAVAQEGQCR No 8
1PI00018352 P09936 UCHL1 Ubiquitin carboxyl-terminal hydrolase isozyme L1 LGVAGQWR No 8
1PI00179330 P62979 RPS27A Ubiquitin-40S ribosomal protein S27a ESTLHLVLR No 56
1PI00179330 P62979 RPS27A Ubiquitin-40S ribosomal protein S27a TITLEVEPSDTIENVK * 125 No 56
1P100009802 P13611 VCAN Versican core protein LATVGELQAAWR * 125 Yes 660
1P100009802 P13611 VCAN Versican core protein LQGAHLTSILSHEEQMFVNR Yes 660
1P100000012 B4DGUO SLC30A10 Zine transporter 10 GYQDASTKIR No 45

* Included in the optimized 126-plex SRM assay tested

the Training set.

** Included in 17-plex SRM assay tested in the Validation set.

"Whether proteins are involved in pathways affected in "Neurological Disorders" based on Ingenuity Pathway Analysis (IPA). *** Known to be implied in PD and neurodegeneration based on literature search.

“Rank of PD relevance of 1,419 proteins based on search on genecards.org with a keyword of "Parkinson disease” (conducted in April 2013).
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