
Raw file Scan Method Score Mass

20120518_EXQ0_MiBa_SA_HCT116_mHLA-2 26346 FTMS; HCD 116.73 1182.54

IM E
102.055

K
129.1022

IM Y
136.0757

a₂
231.0975

EK-H₂O
240.1343

b₂-H₂O
241.0819

LE
243.1339

EK
258.1448

b₂
259.0925

FY-CO
283.1441

FY
311.139

b₃-H₂O
370.1245

EKF-H₂O
387.2027

b₃
388.1351

EKF
405.2132

YLE
406.1973

FYL
424.2231

b₄-2H₂O
480.2089

b₄-H₂O
498.2195

b₄
516.23

KFYL
552.318

FYLE
553.2657

EKFY
568.2766

a₅-H₂O
617.293

b₅-2H₂O
627.2773

a₅
635.3035

b₅-H₂O
645.2879

EKFYL-CO
653.3657

b₅
663.2984

EKFYL
681.3606

EEKFY
697.3192

a₆-H₂O
780.3563

EEKFYL-H₂O
792.3927

a₆
798.3668

b₆-H₂O
808.3512

EEKFYL
810.4032

b₆
826.3618

a₇-H₂O
893.4403

b₇-2H₂O
903.4247

a₇
911.4509

b₇-H₂O
921.4353

y₇
925.4666

b₇
939.4458

b₈-2H₂O
1032.467

b₈-H₂O
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b₈-NH₃
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Raw file Scan Method Score Mass

20120515_EXQ3_MiBa_SA_HCT116_mHLA-1 19707 FTMS; HCD 147.69 993.43

IM E
102.055

PG-CO
127.0866

IM Y
136.0757

y₂-2H₂O
155.0815

y₂-H₂O
173.0921

y₂
191.1026

VT
201.1234

a₂-H₂O
213.087

PGV-CO
226.155

a₂
231.0975

b₂-H₂O
241.0819

y₃-2H₂O
254.1499

b₂
259.0925

y₃-H₂O
272.1605

y₃
290.171

EY
293.1132

YPG
318.1448

PGVT-CO
327.2027

PGVT-H₂O
337.187

PGVT
355.1976

b₃-H₂O
370.1245

b₃
388.1351

YPGV-CO
389.2183

YPGV
417.2132

EEY
422.1558

y₅-H₂O
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y₅
444.2453

EYPG
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a₄-H₂O
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a₄
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b₄-H₂O
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EYPGV
546.2558

b₄
551.1984

y₆-H₂O
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y₆
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675.2984

a₆
677.2777

b₆-H₂O
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a₇-H₂O
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Raw file Scan Method Score Mass

20120515_EXQ3_MiBa_SA_HCT116_mHLA-1 18489 FTMS; HCD 115.71 1180.52

VI-2C₃H₆-CO
101.0709

IM E
102.055

VI-C₂H₄-C₃H₆-CO
115.0866

DE
123.042

VI-2C₂H₄-CO
129.1022

b₂²⁺
130.0499

IM Y
136.0757

VI-C₂H₄-C₃H₆
143.0815

VI-C₃H₆-CO
143.1179

ID-C₂H₄-CO-H₂O
155.0815

VI-C₂H₄-CO
157.1335

y₁-NH₃
165.0546

a₂-C₂H₄O₂
171.0764ID-C₂H₄-CO

173.0921

y₁
182.0812

ID-CO-H₂O
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VI-C₂H₄

185.1285
VI-CO
185.1648

a₂-2H₂O
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b₂-C₂H₄O₂
199.0713

ID-C₂H₄
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ID-CO
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213.087
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DE-CO
217.0819

DE-H₂O
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ID
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a₂
231.0975
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DE
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b₄
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a₅-H₂O
581.3406
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609.3355

ERVID
613.3304

b₅
627.3461

b₆-H₂O
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794.3679
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b₇-H₂O
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Raw file Scan Method Score Mass

20120515_EXQ3_MiBa_SA_HCT116_mHLA-1 29090 FTMS; HCD 163.64 1245.53

IM Q
101.0709

T
102.055

IM M
104.0528

DQ-2CH₃NO-CO₂
110.06

TD-C₂H₄O₂-CO₂
113.0709

N
115.0502

IM F
120.0808

NT-2CH₃NO
126.055

TD-CO-CO₂-H₂O
127.0866

Q
129.0659

TD-2CO₂
129.1022

a₂-C₃H₅NO
131.0815

y₂-H₂O²⁺
133.0628

IM Y
136.0757

b₂-2CH₃NO
140.0706a₂-C₂H₅NO
143.0815

MV-C₂H₄S-CO
143.1179

TD-CO-CO₂
145.0972

TD-CO-2H₂O
153.0659

NT-CO-2NH₃
154.0499

TD-CO₂-H₂O
155.0815TD-C₂H₄O₂
157.0608

a₂-CH₃NO
157.0972

y₁-H₂O
164.0706

y₁-NH₃
165.0546

DQ-C₂H₄O₂-H₂O
166.0611

b₂-C₂H₅NO
171.0764

MV-C₂H₄S
171.1128

TD-CO₂
173.0921

TD-2H₂O
181.0608

y₁
182.0812

a₂-H₂O
184.1081DQ-C₂H₅NO

185.0557

a₂-NH₃
185.0921

b₂-C₂H₄O
186.0873

NT-CO
188.103

TD-CO
189.087

NT-H₂O
198.0873

TD-H₂O
199.0713

a₂
202.1186

MV-CO
203.1213

b₂-H₂O
212.103

b₂-NH₃
213.087

NT
216.0979

TD
217.0819

FN-CO-NH₃
217.0972

VF-CO
219.1492

DQ-H₂O
226.0822

DQ-NH₃
227.0662

b₂
230.1135

MV
231.1162

FN-CO
234.1237

DQ
244.0928

FN-NH₃
245.0921

VF
247.1441

FN
262.1186

y₂-H₂O
265.1183

y₂
283.1288

b₃-H₂O
327.1299

b₃-NH₃
328.1139

y₃-CH₃NO-H₂O
334.1397

b₃
345.1405

QMV
359.1748

FNT
363.1663

DQM
375.1333

y₃-H₂O
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y₃-NH₃
380.1452

y₃
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b₄-CH₃NO
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b₄-H₂O-NH₃
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b₄-H₂O
455.1885

b₄-NH₃
456.1725

VFNT
462.2347

b₄
473.1991

TDQM
476.181

b₅-C₂H₄S-H₂O-NH₃
509.1991

y₄-H₂O
526.2296

y₄-NH₃
527.2136

TDQMV-NH₃
558.2228

b₅-H₂O-NH₃
569.2024

TDQMV
575.2494

b₅-H₂O
586.229

b₅-NH₃
587.213

b₅
604.2395

y₅-H₂O
625.298

y₅-NH₃
626.2821

a₆-H₂O
657.3025

a₆-NH₃
658.2865

a₆
675.313

b₆-H₂O
685.2974

b₆
703.308

TDQMVF
722.3178

y₆-NH₃
757.3225

b₇-H₂O
832.3658

b₇-NH₃
833.3498

b₇
850.3764

b₈-H₂O
946.4087

b₈-NH₃
947.3927

b₈
964.4193
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Raw file Scan Method Score Mass

20120518_EXQ0_MiBa_SA_HCT116_mHLA-2 14618 FTMS; HCD 134.15 1047.38

IM F
120.0808

IM Y
136.0757

NS-CH₃NO
157.0608

y₁
166.0863

NS-H₂O
184.0717

SD-H₂O
185.0557

NS
202.0822

SD
203.0662

a₂-H₂O
205.0972

a₂
223.1077

DN
230.0771

b₂-H₂O
233.0921

y₂-H₂O
235.1077

b₂
251.1026

y₂
253.1183

SDN-H₂O
299.0986

SDN-NH₃
300.0826

SDN
317.1092

b₃-H₂O
348.119

b₃
366.1296

SDNS-H₂O
386.1306

SDNS-NH₃
387.1147

SDNS
404.1412

DNSN-NH₃
414.1256

DNSN
431.1521

a₄-NH₃
435.151

a₄
452.1776

b₄-NH₃
463.146

b₄
480.1725

SDNSN-NH₃
501.1576

SDNSN
518.1841

b₅-CH₃NO
522.1831

DNSND-NH₃
529.1525

DNSND
546.179

b₅-H₂O
549.194

b₅-NH₃
550.178

b₅
567.2045

SDNSND-2NH₃
599.158

SDNSND-CH₄O
601.1849

SDNSND-NH₃
616.1845

SDNSND
633.2111

b₆-2NH₃
647.1944

b₆-H₂O
663.2369

b₆-NH₃
664.2209

b₆
681.2475

b₇-CH₃NO
751.2529

b₇-2NH₃
762.2213

b₇-H₂O
778.2638

b₇-NH₃
779.2479

b₇
796.2744

b₈-H₂O
865.2959

b₈-NH₃
866.2799

y₈-NH₃
868.2955

b₈
883.3064

y₈
885.3221
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