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Supplemental methods
Negative transmission electron microscopy

50 pg of urinary exosomes (P 200,000 g) were fixed with glutaraldenyde (1% (v/v), Sigma
Aldrich) in water and spotted onto a Formvar/Carbon 300 mesh grid (Agar Scientific, Stansted,
UK). The grids were dried at RT and washed twice in 0.1 M PBS. Thereafter the grids were
incubated with 1% (w/v) OsO4 in 0.1 M PBS for 30 min at +4°C. After three washes with PBS
and two with water (five minutes each), exosomes were stained with 5% (w/v) uranyl acetate in
water for 10 min. After staining, vesicle populations were imaged by JEM-2100 transmission
electron microscopy (Jeol Ltd, Tokyo, Japan).

Protein quantification, SDS-PAGE and Western blotting

The protein concentrations in all urine fractions were measured by Coomassie Protein Assay (1).
SDS-PAGE was carried out according to Laemmli (2). The gels were blotted to nitrocellulose
membrane. The membranes were blocked overnight at RT with the Odyssey blocking buffer
solution (LI-COR Biosciences, Lincoln, NE, USA). All incubation steps with antibodies were
performed in a 1:1 (v/v) mixture of Odyssey blocking buffer and PBS with 0.1 % (v/v) Tween 20
(PBST). Antibodies were diluted in accordance with supplier’s guidelines (anti-TSG101, Sigma,
St. Louis, MO). Images were acquired by Odyssey Infrared Laser Scanner (LI-COR Biosciences,
Lincoln, NE).

References:
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quantities of protein utilizing the principle of protein-dye binding. Analytical biochemistry 72,
248-254

2. Laemmli, U. K. (1970) Cleavage of structural proteins during the assembly of the head of
bacteriophage T4. Nature 227, 680-685



Supplemental Figures:

Supplemental Figure 1: Transmission electron microscopy pictures of exosomal fractions
(P200,000q) at various magnifications. Panel on the left has direct magnification of 15,000 xand
the panel on the right has 50,000 x. The bar shown below the picture is 100 nm in both the
panels.
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Supplementary Figure 2: Western blotting of urine fractions using anti-TSG101 antibody. Lanes
1: SN 200,000 g, 2: P 200,000 g, 3: P 18,000 g, 4: Molecular weight markers. Antibody dilutions
were 1:1000 in Odyssey blocking buffer: PBS (1:1). The expected molecular weight of TSG101
is ~50 kDa.
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Supplementary Figure 3 MALDI spectrum of neutral N-glycans. X-axis is the mz value and Y-
axis is the relative intensity.
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Supplementary figure 4: MALDI spectrum of total (Neutral and acidic) N-glycans. X-axis is the
mz value and Y-axis is the relative intensity.
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Supplementary figure 5: MALDI spectrum of acidic N-glycans. X-axis is the mz value and Y-
axis is the relative intensity.

Supplemental table 1:

Supplementary Table 1: Combur® test values for volunteers A, B and C.

Parameters/\olunteers A B C
Specific gravity 1.015 1.020 1.020

pH 6 5 6
Leukocytes Negative Negative Negative
Nitrite Negative Negative Negative
Protein Negative Negative Negative
Glucose Normal Normal Normal
Ketones Negative Negative Negative
Urobilinogen Negative Negative Negative
Bilirubin Negative Negative Negative
Erythrocytes Negative Negative Negative




(Neutral specta) Below are all the parameters used for the analysis of neutral glycans.

File name: X:\MALDI\Annari\AH15-kirja\AH15-23\AH15-23-1-1\0_F2\1
Date: 2014-09-19 13:27:09

User name: Ultraflex3

Method: D:\Methods\flexControlMethods\RePo.par
Sample: AH15-23-1-1\0_F2\1

Delay: 40907 ns

HiTurbo: false

Realtime smooth: off

RepRate: 100 Hz

SampleRate: 0.5ns

SpecSize: 176185 pts

Uhimass: 0 kV

ULinDet: 1.653 kV

URefDet: 1.737 kv

Analog Offset: 51.8 mV

Electronic Gain:

100 mV/fullscale

Laser Focus: 27

DPCal: 0

Matrix suppression: deflection
Matrix suppression

cut-off mass: 450



PIEDelay:
Polarity:
UIs1:
ulIs2:
Ulens:
URefl1:

URefl2:

60 ns

POS

18 kV

15.8 kV

7.9 kV

19 kV

9.99 kv

Processing Calibration:

c0:

cl:

c2:

CalDate:

CalRef:

HPCUse:

Mass error:

MClist:

195.123
300576.138
-0.117

2014-09-19T13:21:18.000+00:00

false
0.913

Sugar_neutral



(Acidic specta) Below are all the parameters used for the analysis of acidic glycans.

File name: X:\MALDN\Annari\AH15-kirja\AH15-23\Happamat\Uusinta\AH15-23-1-2\0_I1\1
Date: 2014-10-03 14:44:23

Instrument: GLYDO54

User name: Ultraflex3

Method: D:\Methods\flexControlMethods\Puolikkaat\ReNe12kV.par
Sample: AH15-23-1-2\0_I1\1

Delay: 55205 ns

HiTurbo: false

Realtime smooth: off

RepRate: 100 Hz

SampleRate: 0.5ns

SpecSize: 153872 pts

Uhimass: 0 kV

ULinDet: 1.653 kV

URefDet: 1.819 kV

Analog Offset: 53 mVv

Electronic Gain:

Laser Focus:

DPCal:

Matrix suppression:

100 mV/fullscale
27
0

deflection



Matrix suppression
cut-off mass:
PIEDelay:

Polarity:

UIs1:

ulIs2:

Ulens:

URefl1:

URefl2:

Processing Calibration:
c0:

cl:

c2:

CalDate:

CalRef:

HPCUse:

Mass error:

MClist:

500

20 ns
NEG

12 kV
10.44 kV
4.7 kv
12.5 kv

6.69 kV

195.184
197635.438
-0.146

2014-10-03T14:42:08.000+00:00

false

2,911

Sugar

10



Supplementary table 2: all the glycopeptides sequences, glycan composition and structure are given in this table along with other parameters. The false positive rate calculated was 2.56%.

mz charge |SNA/SEC |protein peptide_mass [start end N_site N_site_DB sequence score_peptide [composition structure matching to Glycome DB GlcomeDB ID/ De novo composition ppm score_glycan |rank_all |score_all

1170,737 4|SEC A1AG1 _HUMAN 2894,449 58 81|72 72 SVQEIQATFFYFTPNKTEDTIFLR 17,09({H6N4 denovo 35,55027 9,94 1 27,03
927,0483 3|SEC AMN1_HUMAN 758,4286 90 96|93 LNLNASK 18,52({H6N3F3 denovo 12,30069 4,75 1 23,27
982,7845 3|SEC AMPN_HUMAN 1281,7081 231 2411234 234 AEFNITLIHPK 36,83|H4N5 HNH(NH)(N)HNN 1033 -5,21986 30,72 1 67,55
950,6725 4|SEC AMPN_HUMAN 1315,6997 126 136(128 128 KLNYTLSQGHR 21,27|HENG6F2 denovo -13,7324 29,69 1 50,96
1139,474 4|SEC AMPN_HUMAN 2876,3635 40 69|42 NANSSPVASTTPSASATTNPASATTLDQSK 17,69(S2H3N3 denovo 18,51293 18,55 1 36,24
1269,308 4|1SNA APOD_HUMAN 2722,402 83 108(98 98 ADGTVNQIEGEATPVNLTEPAKLEVK 23,15|S2H5N4F1 SHNH(SHNH)HN(F)N 216 5,786618 59,99 1 83,14
1098,147 3|SEC APOD_HUMAN 2253,112 83 104(98 98 ADGTVNQIEGEATPVNLTEPAK 40,76 (H3N2F1 denovo 20,61351 28,31 1 69,07
1097,932 4|SEC APOD_HUMAN 1526,698 61 73|65 65 CIQANYSLMENGK 33,3|S3H6NS5 SHNH(SHN(SHN)H)HNN 1255 -0,57381 31,81 1 65,11
1244,821 3|SEC APOD_HUMAN 1526,698 61 73|65 65 CIQANYSLMENGK 22,45|S2H5N4 SHNH(SHNH)HNN 855 8,143074 30,49 1 52,94
933,8698 4|SEC APOD_HUMAN 1526,698 61 73|65 65 CIQANYSLMENGK 27,19|S2H5N4 SHNH(SHNH)HNN 855 5,429022 20,12 1 47,31
896,3768 3|SEC ASAH1_HUMAN 1469,6885 255 267|259 259 TVLENSTSYEEAK 45,84(H5N2 H(H)H(H)HNN 234 1,007761 32,8 1 78,64
950,3925 3[SEC ASAH1 _HUMAN 1469,6885 255 267(259 259 TVLENSTSYEEAK 43|H6N2 HH(H(H)H)HNN 235 2,949659 35,5 1 78,5
1004,411 3|SEC ASAH1 HUMAN 1469,6885 255 267|259 259 TVLENSTSYEEAK 40,12(H7N2 HHH(H(H)H)HNN 240 1,795414 34,46 1 74,58
842,3589 3|SEC ASAH1 _HUMAN 1469,6885 255 267|259 259 TVLENSTSYEEAK 34,34|H4N2 HH(H)HNN 5746 1,428528 18,03 1 52,37
1007,75 3[SEC ATRN_HUMAN 1317,6524 411 4221416 416 IDSTGNVTNELR 35,68 (H8N2 HHH(HH(H)H)HNN 242 1,690234 40,87 1 76,55
899,7146 3|SEC ATRN_HUMAN 1317,6524 411 422(416 416 IDSTGNVTNELR 41,24(H6N2 HH(H(H)H)HNN 235 2,226632 33,42 1 74,66
953,7311 3|SEC ATRN_HUMAN 1317,6524 411 422(416 416 IDSTGNVTNELR 32,8|H7N2 HHH(H(H)H)HNN 240 3,253887 39,88 1 72,68
845,6984 3[SEC ATRN_HUMAN 1317,6524 411 4221416 416 IDSTGNVTNELR 32,61(H5N2 H(H)H(H)HNN 234 0,713414 32,56 1 65,17
1074,46 3|SEC BGAL_HUMAN 1185,6717 458 468(464 464 NNVITLNITGK 25,93|S1H7N3 denovo 4,997858 36,5 1 62,43
830,368 3|SEC BGLR_HUMAN 1271,683 269 281|272 272 VVANGTGTQGQLK 26,56|H5N2 H(H)H(H)HNN 234 9,477726 22,21 1 48,77
1083,699 4|SEC CERU_HUMAN 2125,9916 396 4151397 397 ENLTAPGSDSAVFFEQGTTR 28,97(S2H5N4 SHNH(SHNH)HNN 855 -0,67362 35,07 1 64,04
1025,18 4|1SNA CERU_HUMAN 1891,8337 129 144(138 138 EHEGAIYPDNTTDFQR 23,62|S2H5N4 SHNH(SHNH)HNN 855 -20,6842 31,21 1 54,83
957,1561 4|SEC CLUS_HUMAN 1682,8264 372 385|374 374 LANLTQGEDQYYLR 34,53|S1H3N6F1 SNNH(NNH)HN(F)N 8842 5,009632 41,83 1 76,36
1019,677 4|SEC CLUS_HUMAN 1682,8264 372 385|374 374 LANLTQGEDQYYLR 22,21(S2HANSF1 SNNH(SHNH)HN(F)N 8844 0,975799 29,72 1 51,93
1103,789 3|SNA CO4A _HUMAN 1103,593 1326 1336(1328 1328 GLNVTLSSTGR 18,54(S2H5N4 SHNH(SHNH)HNN 855 6,10322 52,06 1 70,6
1125,47 3|SEC CUBN_HUMAN 1109,5578 1800 1810(1802 1802 EGNATGHLVGR 23,47|H5N5F3 F(H)NH(F(H)NH)(N)HN(F)N 2023 1,187652 76 1 99,47
1076,783 3[SEC CUBN_HUMAN 1109,5578 1800 1810|1802 1802 EGNATGHLVGR 25,93(H5N5F2 FHNH(HNH)(N)HN(F)N 24655 2,572478 66,4 1 92,33
1121,468 3|SEC CUBN_HUMAN 1186,5942 3457 3468|3457 3457 NGSNSNSPLLGK 30,47|H5N6F1 denovo 3,242774 57,56 1 88,03
984,0692 3|SEC CUBN_HUMAN 977,4719 2082 2090|2085 2085 AGFNASFHK 27,67|H5N5F1 HNH(F(H)NH)(N)HNN 5782 1,697035 52,27 1 79,94
1053,11 3[SEC CUBN_HUMAN 1184,6098 778 788|781 781 VCGNGTISHIK 18,45|H5N5F1 HNH(HNH)(N)HN(F)N 1043 6,491883 59,02 1 77,47
897,0562 3[SEC CUBN_HUMAN 1186,5942 3457 3468|3457 3457 NGSNSNSPLLGK 35,37|H3N5 NH(NH)(N)HNN 1032 1,044156 41,92 1 77,29
1278,194 3|SEC CUBN_HUMAN 1348,6782 2526 2537|2531 2531 LCSSVNVSNEIK 25,65|H6NG6F2 denovo 7,356736 50,94 1 76,59
916,3778 3[SEC CUBN_HUMAN 977,4719 2082 2090(2085 2085 AGFNASFHK 30,49(H5N4F1 HNH(HNH)HN(F)N 887 -0,06911 44,26 1 74,75
951,073 3|SEC CUBN_HUMAN 1186,5942 3457 3468|3457 3457 NGSNSNSPLLGK 35,5|H4N5 HNH(NH)(N)HNN 1033 1,826008 38,98 1 74,48
999,7589 3|SEC CUBN_HUMAN 1186,5942 3457 3468|3457 3457 NGSNSNSPLLGK 32,72|H4AN5F1 denovo 1,803768 41,13 1 73,85
937,3969 3[SEC CUBN_HUMAN 1186,5942 3457 3468(3457 3457 NGSNSNSPLLGK 35,48 (H5N4 denovo 2,457159 33,38 1 68,86
1107,791 3|SEC CUBN_HUMAN 1186,5942 3457 3468|3457 3457 NGSNSNSPLLGK 30,32|H6N5F1 HNHNH(F(H)NH)HNN 32456 4,516496 37,7 1 68,02
844,3534 4|SEC CUBN_HUMAN 1109,5578 1800 1810(1802 1802 EGNATGHLVGR 23,46|H5N5F3 FHNH(FHNH)(N)HN(F)N 24641 2,362755 42,83 1 66,29
1107,802 3|SEC CUBN_HUMAN 1348,6782 2526 2537|2531 2531 LCSSVNVSNEIK 25,25|H5N5F1 HNH(HNH)(N)HN(F)N 1043 4,335915 40,47 1 65,72
935,3835 3[SEC CUBN_HUMAN 977,4719 2082 2090(2085 2085 AGFNASFHK 27,59|H5N5 HNH(HNH)(N)HNN 1035 1,500276 37,05 1 64,64
1229,506 3|SEC CUBN_HUMAN 1348,6782 2526 2537|2531 2531 LCSSVNVSNEIK 18,26({H6N6F1 HNH(HN(HN)H)(N)HN(F)N 17650 8,813837 46,18 1 64,44
1326,878 3|SEC CUBN_HUMAN 1348,6782 2526 2537|2531 2531 LCSSVNVSNEIK 18,41|{H6N6F3 denovo 7,966065 44,75 1 63,16
1105,785 3|SEC CUBN_HUMAN 977,4719 2082 2090|2085 2085 AGFNASFHK 19,79|H6N6F1 HNH(HN(HN)H)(N)HN(F)N 17650 -2,98129 40,82 1 60,61
1180,824 3|SEC CUBN_HUMAN 1348,6782 2526 2537|2531 2531 LCSSVNVSNEIK 20,38|HEN6 HNH(HN(HN)H)(N)HNN 5374 6,41078 34,43 1 54,81
1218,502 3|SEC CUBN_HUMAN 1186,5942 3457 3468|3457 3457 NGSNSNSPLLGK 18,23(S1H5N6F1 denovo 1,261112 36,46 1 54,69
1053,773 3|SEC CUBN_HUMAN 1186,5942 3457 3468|3457 3457 NGSNSNSPLLGK 22,63|H5N5F1 HNH(F(H)NH)(N)HNN 5782 5,507198 31,95 1 54,58
1067,45 3|SEC CUBN_HUMAN 1186,5942 3457 3468|3457 3457 NGSNSNSPLLGK 22,63|HANG6F1 NN(HN)H(NH)HN(F)N 1492 3,500554 31,81 1 54,44
958,8961 4|SEC CUBN_HUMAN 1348,6782 2526 2537|2531 2531 LCSSVNVSNEIK 27,81|H6NG6F2 denovo 8,311641 26,3 1 54,11
995,4046 4|SEC CUBN_HUMAN 1348,6782 2526 2537|2531 2531 LCSSVNVSNEIK 25,36/|H6NGF3 denovo 14,00938 23,74 1 49,1
918,1528 4|SEC DPEP1_HUMAN 1550,8416 56 70|57 57 ANLTTLAGTHTNIPK 16,94[H5N5F2 FHNH(HNH)(N)HN(F)N 24655 9,87853 23,59 1 40,53
994,9092 4|SEC FETUA_HUMAN 1770,864 145 159(156 156 VCQDCPLLAPLNDTR 21,68|S2H5N4 SHNH(SHNH)HNN 855 7,206688 27,48 1 49,16
917,7096 3|SEC FGFR3_HUMAN 877,4141 311 319|315 315 TAGANTTDK 17,04{S1H6N3 denovo -15,4334 16,19 1 33,23
898,7083 3|SEC FGFR3_HUMAN 877,4141 311 319|315 315 TAGANTTDK 17,02({S1H6N2F1 denovo -22,2875 13,69 1 30,71
1139,238 4|SEC GGTL1_HUMAN 1632,895 160 173|167 LHNQLLPNVTTVER 22,58|S1H6N6F3 denovo 7,368959 33,92 1 56,5
903,112 4|SEC HEMO_HUMAN 1403,674 181 193(187 187 SWPAVGNCSSALR 17,6(S2H5N4 SHNH(SHNH)HNN 855 7,60703 19,98 1 37,58
1220,08 4|1SNA IGHA1 _HUMAN 2962,604 127 153|144 144 LSLHRPALEDLLLGSEANLTCTLTGLR 40,46(S1H5N4 SHNH(HNH)HNN 205 -2,03265 48,59 1 89,05
923,4094 3|SEC IGHA2_HUMAN 957,5495 200 208|205 205 TPLTANITK 36,77|H4ANSF1 HNH(NH)(N)HN(F)N 1041 3,324636 43,16 1 79,93
1006,767 3|SEC IGHA2_HUMAN 957,5495 200 208|205 205 TPLTANITK 30,58|S1H5N4F1 SHNH(HNH)HN(F)N 215 1,724994 45,2 1 75,78
977,4273 3|SEC IGHA2_HUMAN 957,5495 200 208|205 205 TPLTANITK 30,55|H5N5F1 HNH(HNH)(N)HN(F)N 1043 2,83397 44,49 1 75,04
1074,478 3|SNA IGHA2_HUMAN 957,5495 200 208|205 205 TPLTANITK 25,04|S1H5N5F1 SHNH(HNH)(N)HN(F)N 4685 -15,0119 44,64 1 69,68
806,0957 4|SEC IGHA2_HUMAN 957,5495 200 208205 205 TPLTANITK 27,86(S1H5N5F1 SHNH(HNH)(N)HN(F)N 4685 3,12618 21,77 1 49,63
922,0402 3|SEC IGHG2_HUMAN 1156,515 172 180|176 176 EEQFNSTFR 27,55|H4N4F1 HNH(NH)HN(F)N 1026 1,052015 49,42 1 76,97
976,0581 3|SEC IGHG2_HUMAN 1156,515 172 180(176 176 EEQFNSTFR 19,59(H5N4F1 HNH(HNH)HN(F)N 887 0,686435 56,82 1 76,41
1145,131 3[SNA IGJ_HUMAN 1227,6095 70 80|71 71 ENISDPTSPLR 18,47|S2H5N4 SHNH(SHNH)HNN 855 3,204874 62,76 1 81,23
1048,101 3|SEC IGJ_HUMAN 1227,6095 70 80|71 71 ENISDPTSPLR 25,87|S1H5N4 SHNH(HNH)HNN 205 1,593358 46,58 1 72,45
1029,092 3|SEC IGJ_HUMAN 1227,6095 70 80|71 71 ENISDPTSPLR 18,42(S1H5N3F1 denovo 3,695815 46,64 1 65,06
926,3891 3[SEC IGJ_HUMAN 1227,6095 70 80|71 71 ENISDPTSPLR 23,15(S1H4N3 SHNH(H)HNN 2113 3,170014 33,94 1 57,09
980,4081 3|SEC IGJ_HUMAN 1227,6095 70 80|71 71 ENISDPTSPLR 18,36(S1H5N3 SHNH(HH)HNN 8774 1,567375 33,49 1 51,85
859,1006 4|SEC IGJ_HUMAN 1227,6095 70 80|71 71 ENISDPTSPLR 20,79|S2H5N4 SHNH(SHNH)HNN 855 2,496797 27,53 1 48,32
1434,658 3[SNA IPSP_HUMAN 2159,1626 254 274(262 262 VVGVPYQGNATALFILPSEGK 28,54(S1H3N6F1 SNNH(NNH)HN(F)N 8842 -0,34619 64,45 1 92,99
1049,448 3|SEC LAMP2_HUMAN 1116,5927 352 361(356 356 VQPFNVTQGK 26,75|H5N6 HNH(NN(HN)H)HNN 1481 3,274737 38,99 1 65,74
1098,136 3|SEC LAMP2_HUMAN 1116,5927 352 361|356 356 VQPFNVTQGK 21,6|H5N6F1 NNH(HN(HN)H)HN(F)N 1485 1,46005 35,31 1 56,91
1131,479 3|SEC LG3BP_HUMAN 1273,651 542 554|551 551 AAIPSALDTNSSK 27,1|H5N5F2 FHNH(HNH)(N)HN(F)N 24655 4,068423 56,12 1 83,22
907,0682 3|SEC LG3BP_HUMAN 1273,651 542 554|551 551 AAIPSALDTNSSK 31,7|H3N4F1 NH(N)(H)HN(F)N 20910 0,775392 50,06 1 81,76
1082,795 3|SEC LG3BP_HUMAN 1273,651 542 554|551 551 AAIPSALDTNSSK 24,541H5N5F1 HNH(HNH)(N)HN(F)N 1043 2,435057 55,43 1 79,97
1028,778 3|SEC LG3BP_HUMAN 1273,651 542 554|551 551 AAIPSALDTNSSK 26,8|HANSF1 HNH(NH)(N)HN(F)N 1041 1,979696 50,48 1 77,28
1121,954 4|SEC LG3BP_HUMAN 1273,651 542 554|551 551 AAIPSALDTNSSK 20,62|S3H6N6F1 SHNH(SHN(S(N)HN)H)HN(F)N 8123 0,307499 54,86 1 75,48
1136,811 3|SEC LG3BP_HUMAN 1273,651 542 554|551 551 AAIPSALDTNSSK 24,66|H6N5F1 HNH(HN(HN)H)HN(F)N 581 3,111041 50,27 1 74,93
1015,101 3|SEC LG3BP_HUMAN 1273,651 542 554|551 551 AAIPSALDTNSSK 31,98|H5N4F1 HNH(HNH)HN(F)N 887 3,057167 42,84 1 74,82
1112,137 3|SEC LG3BP_HUMAN 1273,651 542 554|551 551 AAIPSALDTNSSK 24,61|S1H5N4F1 SHNH(HNH)HN(F)N 215 -0,80626 49,75 1 74,36
1258,525 3|SEC LG3BP_HUMAN 1273,651 542 554|551 551 AAIPSALDTNSSK 24,96|H7N6F1 HN(HN)H(HN(HN)H)HN(F)N 576 0,214537 48,79 1 73,75
1073,038 5|SEC LG3BP_HUMAN 1696,878 394 407(398 398 YKGLNLTEDTYKPR 20,65|S4H7N6F1 SHN(SHN)H(SHN(SHN)H)HN(F)N 1455 1,649522 52,5 1 73,15
1233,846 3|SEC LG3BP_HUMAN 1273,651 542 554|551 551 AAIPSALDTNSSK 22,46|S1H6N5F1 denovo 0,921239 48,86 1 71,32
961,0837 3|SEC LG3BP_HUMAN 1273,651 542 554|551 551 AAIPSALDTNSSK 26,76|H4AN4F1 HNH(NH)HN(F)N 1026 2,916846 42,2 1 68,96
1058,115 3|SEC LG3BP_HUMAN 1273,651 542 554|551 551 AAIPSALDTNSSK 19,65(S1HANA4F1 SHNH(NH)HN(F)N 1870 3,405428 47,93 1 67,58
1125,809 3|SEC LG3BP_HUMAN 1273,651 542 554(551 551 AAIPSALDTNSSK 19,86(S1HANSF1 SNNH(HNH)HN(F)N 28780 2,608496 44,95 1 64,81
944,1437 4|SEC LG3BP_HUMAN 1273,651 542 554|551 551 AAIPSALDTNSSK 31,99|H7N6F1 HN(HN)H(HN(HN)H)HN(F)N 576 2,430774 30,06 1 62,05
1063,446 3|SEC LG3BP_HUMAN 1273,651 542 554|551 551 AAIPSALDTNSSK 24,35|S1H5N4 denovo 3,701802 35,89 1 60,24
1014,809 5|SEC LG3BP_HUMAN 1405,72 396 407(398 398 GLNLTEDTYKPR 19,12(S4H7N6F1 SHN(SHN)H(SHN(SHN)H)HN(F)N 1455 -0,62081 40,74 1 59,86
939,067 3|SEC LG3BP_HUMAN 1273,651 542 554|551 551 AAIPSALDTNSSK 26,65|H7N2 HHH(H(H)H)HNN 240 0,074542 32,88 1 59,53
990,419 3|SEC LG3BP_HUMAN 1273,651 542 554|551 551 AAIPSALDTNSSK 22|S1HAN3F1 SHNH(H)HN(F)N 2114 6,229687 37,35 1 59,35
1016,92 4|SEC LG3BP_HUMAN 1273,651 542 554(551 551 AAIPSALDTNSSK 20,37|S1H7N6F1 SHN(HN)H(HN(HN)H)HN(F)N 7805 -0,15242 38,86 1 59,23
831,0299 3|SEC LG3BP_HUMAN 1273,651 542 554|551 551 AAIPSALDTNSSK 34,34|H5N2 H(H)H(H)HNN 234 2,370552 22,4 1 56,74
985,5985 5|SEC LG3BP_HUMAN 1405,72 396 407(398 398 GLNLTEDTYKPR 18,97(S4H7N6 SHN(SHN)H(SHN(SHN)H)HNN 1578 -1,73499 37,01 1 55,98
1049,774 3|SEC LG3BP_HUMAN 1273,651 542 554(551 551 AAIPSALDTNSSK 17,41{S1H6N3 SHNH(H(H)H)HNN 2581 0,479468 37,93 1 55,34
1089,695 4|SEC LG3BP_HUMAN 1273,651 542 554|551 551 AAIPSALDTNSSK 20,55|S2H7N6F1 denovo -0,73874 34,63 1 55,18
1049,179 4|SEC LG3BP_HUMAN 1273,651 542 554|551 551 AAIPSALDTNSSK 20,17|S2H6N6F1 SHN(S(N)HN)H(HNH)HN(F)N 8113 1,901488 34,55 1 54,72
1053,179 4|SEC LG3BP_HUMAN 1273,651 542 554|551 551 AAIPSALDTNSSK 25,32(S2H7N6 denovo 0,493743 28,95 1 54,27
958,4092 4|SEC LG3BP_HUMAN 1346,694 64 76(69 69 ALGFENATQALGR 27,5|H6N6F2 denovo -1,23121 22,74 1 50,24
994,9189 4|SEC LG3BP_HUMAN 1346,694 64 76|69 69 ALGFENATQALGR 25,12|H6NG6F3 denovo 3,61336 24,75 1 49,87
925,6379 4|SEC LG3BP_HUMAN 1273,651 542 554|551 551 AAIPSALDTNSSK 29,36(S1H6NS5F1 SHNHNH(F(H)NH)HNN 32450 -1,19377 20,37 1 49,73
1125,954 4|SEC LG3BP_HUMAN 1273,651 542 554|551 551 AAIPSALDTNSSK 18,28(S3H7N6 denovo -0,82597 29,89 1 48,17
995,7552 3|SEC LG3BP_HUMAN 1273,651 542 554|551 551 AAIPSALDTNSSK 19,69(S1H5N3 SHNH(HH)HNN 8774 1,610168 28,05 1 47,74
1067,691 4|SEC LG3BP_HUMAN 1273,651 542 554|551 551 AAIPSALDTNSSK 20,33(S1H7N7F1 denovo -0,94128 23,8 1 44,13
1107,954 4|SEC LG3BP_HUMAN 1346,694 64 76(69 69 ALGFENATQALGR 18,18(S2H7N6F1 denovo 0,311385 22,02 1 40,2
976,406 4|SEC LG3BP_HUMAN 1273,651 542 554|551 551 AAIPSALDTNSSK 17,54(S1H6N6F1 denovo 0,660586 21,45 1 38,99
1017,748 3[SEC LRP2_HUMAN 713,382 1550 1555|1550 1550 NLTNPR 16,93|H6N6F1 denovo 3,474992 56,72 1 73,65
944,7243 3|SEC LRP2_HUMAN 713,382 1550 1555(1550 1550 NLTNPR 19,68 (H5N5F2 FHNH(HNH)(N)HN(F)N 24655 2,72037 50,95 1 70,63
896,0397 3|SEC LRP2_HUMAN 713,382 1550 1555(1550 1550 NLTNPR 19,64[H5N5F1 HNH(HNH)(N)HN(F)N 1043 1,342946 42,16 1 61,8
1242,243 4|SEC LRP2_HUMAN 2336,026 285 305(299,300 |299,300 VCDGILDCPGREDENNTSTGK 18,14|H6N6F3 denovo 10,13892 37,68 1 55,82
1133,688 4|SEC LRP2_HUMAN 2266,9107 2797 2815]2809,2810|2809,2810 EFICNGVDNCHDNNTSDEK 18,36({H5N5F3 FHNH(FHNH)(N)HN(F)N 24641 5,221897 36,2 1 54,56
1150,963 4|SEC LRP2_HUMAN 2336,026 285 305]299,300 (299,300 VCDGILDCPGREDENNTSTGK 17,89|H5N5F3 FHNH(FHNH)(N)HN(F)N 24641 8,206172 35,18 1 53,07
984,784 3[SEC LYAG_HUMAN 1572,8511 465 4791470 470 GVFITNETGQPLIGK 49,01|H6N2 HH(H(H)H)HNN 235 -1,18131 25,84 1 74,85
1065,453 3[SEC LYAG_HUMAN 1572,8511 465 479(470 470 GVFITNETGQPLIGK 18,79|S2H3N2F1 denovo 24,5936 19,2 1 37,99
1102,122 3|SEC MGA_HUMAN 966,4923 1672 1679(1672 1672 NVTAYFPR 17,97|H6N6F1 HNH(HN(HN)H)(N)HN(F)N 17650 0,124003 52,94 1 70,91
1109,471 4|SEC MGA_HUMAN 1950,9799 817 834(827 827 GGYIFPTQQPNTTTLASR 27,66({HEN6F2 denovo 8,017337 29,99 1 57,65
980,4078 3|SEC MGA_HUMAN 966,4923 1672 1679(1672 1672 NVTAYFPR 20,4|H5N5F1 denovo 3,267348 33,27 1 53,67
1150,802 3|SEC MGA_HUMAN 966,4923 1672 1679(1672 1672 NVTAYFPR 17,86|H6EN6F2 denovo 5,390446 34,23 1 52,09
899,8685 4|SEC MGA_HUMAN 966,4923 1672 1679(1672 1672 NVTAYFPR 18,12|{H6N6F3 denovo 3,967246 25,78 1 43,9
1145,984 4|SEC MGA_HUMAN 1950,9799 817 834(827 827 GGYIFPTQQPNTTTLASR 20,92(HEN6F3 denovo 8,874471 21,7 1 42,62
863,3547 4|SEC MGA_HUMAN 966,4923 1672 1679(1672 1672 NVTAYFPR 20,65|H6N6F2 denovo 3,353199 20,67 1 41,32
1026,413 3|SEC NEP_HUMAN 1250,569 142 152(145 145 SCINESAIDSR 36,97|H5N5 HNH(HNH)(N)HNN 1035 3,867838 47,13 1 84,1
1075,1 3|SEC NEP_HUMAN 1250,569 142 152(145 145 SCINESAIDSR 25,79|H5N5F1 denovo 3,382632 46,09 1 71,88
972,3946 3|SEC NEP_HUMAN 1250,569 142 152(145 145 SCINESAIDSR 31,11|H4N5 denovo 5,213933 35,92 1 67,03
1301,53 3|SEC PIGR_HUMAN 1987,882 498 515499 499 WNNTGCQALPSQDEGPSK 22,62|S1H5N4 denovo -2,66097 46,54 1 69,16
976,3981 4|SEC PIGR_HUMAN 1987,882 498 515(499 499 WNNTGCQALPSQDEGPSK 24,75|S1H5N4 SHNH(HNH)HNN 205 -1,10611 27,57 1 52,32
1085,172 4|SEC PLPL6_ HUMAN 1076,521 1262 1270(1267 RSTDLNESR 20,43|S1HING6F2 denovo 5,916114 15,19 1 35,62
921,71 3|SEC RGS16_HUMAN 1221,578 54 63|54 NFSEDVLGWR 18,85(H7N2 HHH(H(H)H)HNN 240 -0,64735 27,26 1 46,11
926,4069 3|SEC SYPL1_HUMAN 1883,917 56 72|71 71 GQTEIQVNCPPAVTENK 26,73|H3N2 H(H)HNN 773 12,705 17,55 1 44,28
971,168 4|1SNA THBG_HUMAN 1675,811 27 41136 36 VTACHSSQPNATLYK 36,42|S2H5N4 SHNH(SHNH)HNN 855 -15,3218 44,45 1 80,87
1294,486 3|SNA THBG_HUMAN 1675,811 27 41136 36 VTACHSSQPNATLYK 19,34(S2H5N4 SHNH(SHNH)HNN 855 37,90694 16,09 1 35,43
1001,078 3|SEC THRB_HUMAN 795,4351 118 124(121 121 GHVNITR 21,47|S2H5N4 SHNH(SHNH)HNN 855 -1,96122 40,63 1 62,1
1331,293 4|1SNA UROM_HUMAN 2314,11 499 519|513 FALLMTNCYATPSSNATDPLK 18,37(S3H6NSF1 SHNH(SHN(SHN)H)HN(F)N 1458 4,690928 48,44 1 66,81
1055,218 5|SEC UROM_HUMAN 2499,14 223 245|232 232 CNTAAPMWLNGTHPSSDEGIVSR 26,22|S1H11IN2F2 denovo 6,946431 13,3 1 39,52
1154,72 4|SEC UROM_HUMAN 2499,14 223 245(232 232 CNTAAPMWLNGTHPSSDEGIVSR 25,75(S2H3N3F3 denovo 11,03731 12,43 1 38,18
1318,776 4|SEC UROM_HUMAN 2499,14 223 245|232 232 CNTAAPMWLNGTHPSSDEGIVSR 19,81(S3HANAF3 denovo 10,19506 16,21 1 36,02
1155,495 3|SNA VASN_HUMAN 1258,6306 112 121(117 117 LHEITNETFR 32,65|S2H5N4 SHNH(SHNH)HNN 855 -17,3634 53,31 1 85,96
866,8555 4|SEC VASN_HUMAN 1258,6306 112 121|117 117 LHEITNETFR 24,23(S2H5N4 SHNH(SHNH)HNN 855 2,907059 24,88 1 49,11
972,4312 3|SEC Z518A HUMAN 1323,5765 404 416(409 AEEGPNASSGFMK 21,94|H3N4F2 denovo -35,4747 12,41 1 34,35
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m/z 984.784 charge 3 scan 0-0

Score= 74.85 , Hits= 40 , Explained Intensity= 0.49
Peptide: LYAG_HUMANJ[465,479]:GVFITNETGQPLIGK
Glycan: HH(H(H)H)HNN, H6N2

Charge: 3H
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m/z e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc

b 1504 s16170s o111 13113]14 15 Ln)t_a;;g;;;tr;dse and glycan fragments, pep: intact peptide
G V|F| I TINIE|T|G|Q|P|L|I|GK []: charge
15141312&11098&65&32L1y

Glycopeptide ID - Mon Feb 17 09:50:14 2014

12



m/z 896.3768 charge 3 scan 0-0

ppm

intensity

Score= 78.64 , Hits= 41 , Explained Intensity= 0.49

Peptide: ASAH1_HUMAN[255,267]: TVLENSTSYEEAK
Glycan: H(H)H(H)HNN, H5N2

Charge: 3H
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b 2]3la|s]e]7 8 9 10|11]12]13
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13121110987&3&&321)/

13

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide
(): additions
[]: charge

Glycopeptide ID - Mon Feb 17 09:50:14 2014



m/z 950.3925 charge 3 scan 0-0

Score= 78.5, Hits= 42 , Explained Intensity= 0.5

Peptide: ASAH1_HUMANI[255,267]:TVLENSTSYEEAK
Glycan: HH(H(H)H)HNN, H6N2

Charge: 3H
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m/z e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
intact peptide and glycan fragments, pep: intact peptide

b 2]3]4a]s|e]7 8 9o 10 11]12]13 (): additions
T VILIE|N[S|T|S|Y|EEIA|K [1: charge
13121110987&5&&321)/

Glycopeptide ID - Mon Feb 17 09:50:15 2014
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m/z 899.7146 charge 3 scan 0-0

Score= 74.66 , Hits= 40 , Explained Intensity= 0.53

Peptide: ATRN_HUMAN[411,422]:IDSTGNVTNELR
Glycan: HH(H(H)H)HNN, HEN2
Charge: 3H
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o [H3+1(H20) [1H]
o [H2N1 [1H]
°ly4 [1H]

o [b6 [1H]

olys [1H]

o [b7 [1H]

o [HaN1 [1H]
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oly7 [1H]
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°ly8 [1H]

°|yo [1H]
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© |pep-H20 [1H]

°|pep [1H]

o |pep+N1-1(H20) [1H]

© |pep+N1 [1H]

o |pep+N1+1(H20) [1H]

© |pep+N2 [1H]

o |pep+N2+1(H20) [1H]

o | pep+HIN2+1(H20) [1H]
o |pep+H2N2+1(H20) [1H]
© |pep+H3N2+1(H20) [1H]
© |pep+H4N2+1(H20) [1H]
o | pep+H5N2+1(H20) [1H]
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m/z e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc

b Sa1als 61718 9 19]11l1z Ln)t_a;;g;;;tr;dse and glycan fragments, pep: intact peptide
I /DIS|T|GN|V|TNE|L|R [1: charge
12 Lll 10[(9|8 L7 6|5 b ti 2|1 Y

Glycopeptide ID - Mon Feb 17 09:50:15 2014

15



m/z 1098.147 charge 3 scan 0-0

Score= 69.07 , Hits= 41 , Explained Intensity= 0.43

Peptide: APOD_HUMAN[83,104]:ADGTVNQIEGEATPVNLTEPAK
Glycan: H3N2F1

Charge: 3H
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m/z e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide
b 27 3 q q ﬂ ﬂ ﬂ 9|10 11]12]13]14 15 16 17 18 19 20 21 22 ()'adgitilz))ns 9 g pep pep
AD'G T'VIN'Q'I 'E|G E|A|T|P VN LT E/P|AK []: charge
22 21 20 19 18 17 16 15 14(13 12|11[10( 9 ebbbbbbb y

Glycopeptide ID - Mon Feb 17 09:50:15 2014

16



m/z 1220.08 charge 4 scan 0-0

Score= 89.05 , Hits= 52 , Explained Intensity= 0.59

Peptide: IGHAL_HUMAN[127,153]:LSLHRPALEDLLLGSEANLTCTLTGLR
Glycan: SHNH(HNH)HNN, S1H5N4

Charge: 4H
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m/z e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide
b 2 3 q q 6 ﬂ 8 9—‘10—‘11—‘12—‘13—‘14—‘15—‘ 1%1118 19]20 21 22 23 24 25 26 27 (): additions
LSLHRPALEDL'L'L'GSE'ANL|TCTLTGLR []: charge
27 26 25 24 23 22 21 20 19 18 17 16 15 14 13 12 11 10L9 sbbbbb 2L1 y

Glycopeptide ID - Mon Feb 17 09:50:16 2014
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m/z 1004.4111 charge 3 scan 0-0

Score= 74.58 , Hits= 41 , Explained Intensity= 0.53

Peptide: ASAH1_HUMANI[255,267]:TVLENSTSYEEAK
Glycan: HHH(H(H)H)HNN, H7N2

Charge: 3H
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++

84.1, Hits= 48 , Explained Intensity= 0.44

=+ [HT] (OzH)T+GNSH+dad

°

[HT] (OZH)T+yNyH+dad

[HT] (OZH)T+yNEH+dad
[HT] (OzH)T+ENYH+dad

°

+ [HT] (OzH)T+yNZH+dad

[HT] (OzH)T+ENZH+dad
- [HT] (OZH)T+2NgH-+dad

°

=+ [HT] (OzH)T+ENTH+dad

- [HT] gNzH-+ded

+ [HT] (OzH)T+ZNTH+dad

[HT] (OzH)T+ZN+dad
+ [HT] gn+dad

o0

[HT] (OzH)T+TN+dad
[HT] TN+dad
[HT] (OzH)T-TN+dad
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[HT] €A
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[HT] €9
[HT] (OZH)T-TNTH
[HT] 2H
[HT] 2k
- [HT] za

+ [HT] ( :._ﬂ I
HT] (OZH)T-IN
+ [HT] 1A
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3000
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2500
Glycopeptide ID -

(): additions
[]: charge

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide
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Peptide: NEP_HUMAN[142,152]:SCINESAIDSR

Glycan: HNH(HNH)(N)HNN, H5N5

Score
Charge: 3H

m/z 1026.4133 charge 3 scan 0-0

s ¢
11 10

wdd Aisuaul

o —



m/z 982.7845 charge 3 scan 0-0

Score= 67.55 , Hits= 38 , Explained Intensity= 0.38

Peptide: AMPN_HUMAN([231,241]:AEFNITLIHPK
Glycan: HNH(NH)(N)HNN, H4N5

Charge: 3H
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glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc

b Sslalslel 7186110 1 im_actp_e_ptideand glycan fragments, pep: intact peptide
(): additions
A E[FIN[I|T|L|I|H|P|K []: charge
111098765432L1Y
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m/z 923.4094 charge 3 scan 0-0

49 , Explained Intensity= 0.36

79.93, Hits
Peptide: IGHA2_HUMANJ[200,208]: TPLTANITK

Glycan: HNH(NH)(N)HN(F)N, HANSF1

Charge: 3H

Score
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[HT] (OZH)T+T4yNEH+dad
[HT] (OzH)T+T4ENYH+dad

[HT] (OZH)T+yNEH+dad
[HT] (OzH)T+T4yNZH+dad

[HT] (OzH)T+T4ENEH+dad

[HT] (OzH)T+yNZH+dad

[HT] (OzH)T+ENEH+ded
[HT] (OzZH)T+T4ENZH+dad

[HT] (OzH)T+ENZH+ded
[HT] (OZH)T+T4ENTH+dad
[HT] (OzH)T+ZNEH+ded

[HT] (OzH)T+ENTH+dad

[HT] (OzH)T+2ZNZH+dad
[HT] (OzZH)T+T4ZNTH+dad

[HT] (OzH)T+eNTH+ded
[HT] (OzZH)T+TdgN+dad

[HT] (OzH)T+2ZN+dad

[HT] (OzZH)T+T4TN+dad
[HT] (OzZH)T-T4TN+dad

[HT] (OzH)T+TN+dad
[HT] TN+dad
[HT] (OzZH)T-TN+dad

[HT] dad
[HT] OzH-dad

[HT] 84

[HT] 8a

[HT] zneH
[HT] 29

[HT] ok

[HT] 99
[HT] eNTH
[HT] ok
[HT] TNZH
[HT] 59
[HT] vA

[HT] va
[HT] 2
[HT] INTH
[HT] €A
[HT] (OZH)T-TNTH

[HT] €9
[HT] 2k
[HT] T
[HI] za
[HT] (OzZH)T-TIN
[HT] (OZH)T+TH
[HT] 1A
[HT] (OzZH)T-TH
:._H:ONIVTE
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e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide

(): additions
[]: charge

m/z
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m/z 971.168 charge 4 scan 0-0

Score= 80.87 , Hits= 48 , Explained Intensity= 0.5
Peptide: THBG_HUMANI[27,41]:VTACHSSQPNATLYK
Glycan: SHNH(SHNH)HNN, S2H5N4

Charge: 4H

o
N

ppm
0
I

-t
Ty ot

-20
I

1H]
1H]
[1H]
1H]
[1H]
[1H]

o |HIN1-1(H20) [1H]

o |pep+HIN2+1(H20) [1H]
o | pep+H4AN3+1(H20) [1H]

o |pep+S1H3N3+1(H20) [1H]
© |pep+S1H4AN3+1(H20) [1H]
© |pep+S1H5N4+1(H20) [1H]
© | pep+S2H5N4+1(H20) [1H]

o |H1-1(H20) [1H]

o [HINI [1H]

°|y3 [1H]

o |pep+N1-1(H20) [1H]
© |pep+N1 [1H]

o |pep+N1+1(H20) [1H]
o |pep+N2+1(H20) [1H]
© |pep+H2N2+1(H20) [
o |pep+H3N2+1(H20) [
© | pep+H3N3+1(H20) [

°lyl [1H]
o [N1-1(H20) [1H]

o N1 [1H]
o [s1-1(H20) [1H]
o[s1 [1H]

°ly2 [1H]
© |pep+H2N3+1(H20)

© | pep+H4N4+1(H20)
o | pep+H5N4+1(H20)

o |b7 [1H

°|y7 [1H]

o|b8 [1H]

ey [1H]

o |b10 [1H]
o|y10 [1H]

o b1l [1H]

o |b13 [1H]
°[b14 [1H]

o |pep-H20 [1H]
°|pep [1H]

© |pep+N2 [1H]

o |pep+HIN2 [1H]
o |pep+H2N2 [1H]
© |pep+H4N3 [1H]

80
I
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40
I

I I I I I

0 1000 2000 3000 4000

m/z e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc

b 2 3 4 514 ﬂ 1o 10la1l12 13]12]1s Ln)tg;;g;;;tr;ie and glycan fragments, pep: intact peptide
V T ACH|S|S'QIP N|A|T|L|Y|K []: charge
151413121110987654L321y
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m/z 1007.7501 charge 3 scan 0-0

ppm

intensity

Score= 76.55 , Hits= 43 , Explained Intensity= 0.62

Peptide: ATRN_HUMAN[411,422]:IDSTGNVTNELR
Glycan: HHH(HH(H)H)HNN, H8N2

Charge: 3H
o
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m/z e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series

b 2 3 4|5 6|7 8 911011 12
el alep el

23

glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
intact peptide and glycan fragments, pep: intact peptide
(): additions

[]: charge
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m/z 951.073 charge 3 scan 0-0

Score= 74.48 , Hits= 43 , Explained Intensity= 0.39

Peptide: CUBN_HUMAN[3457,3468]:NGSNSNSPLLGK
Glycan: HNH(NH)(N)HNN, H4N5

Charge: 3H
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glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
intact peptide and glycan fragments, pep: intact peptide
(): additions

b 2 3 4 5 6 7|8 9]|10|11|12
séiigre bR, e
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m/z 937.3969 charge 3 scan 0-0

Score= 68.86 , Hits= 41 , Explained Intensity= 0.36
Peptide: CUBN_HUMAN[3457,3468]:NGSNSNSPLLGK

Glycan: H5N4
Charge: 3H
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m/z e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc

b 13 4 5 6 718 5liolu 12 Ln)tg;;g;;;tr;ie and glycan fragments, pep: intact peptide
N|G|SNSN;S|P|L|IL|G|K [1: charge
1zbllobbbb 5bazby
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m/z 897.0562 charge 3 scan 0-0

Score= 77.29 , Hits= 43 , Explained Intensity= 0.38
Peptide: CUBN_HUMAN[3457,3468]:NGSNSNSPLLGK
Glycan: NH(NH)(N)HNN, H3N5

Charge: 3H

o
N

ppm
0
I

-20
I

o |HIN1-1(H20) [1H]
° |pep+N1-1(H20) [1H]

© |pep+N1 [1H]

o |pep+N1+1(H20) [1H]

o |pep+N2+1(H20) [1H]

© |pep+HIN2+1(H20) [1H]
o |pep+H2N2+1(H20) [1H]
o | pep+HIN3+1(H20) [1H]
© |pep+H3N2+1(H20) [1H]
o |pep+H2N3+1(H20) [1H]
© |pep+H3N3+1(H20) [1H]
o |pep+H2N4+1(H20) [1H]
© | pep+H3N4+1(H20) [1H]

o [HINI [1H]
o [HIN2+1(H20) [1H]

o [N1-1(H20) [1H]
°ly6 [1H]

oly2 [1H]
o [N1+1(H20) [1H]
o [N2+1(H20) [1H]

°lya [1H]
o |H3+1(H20) [1H]

°fy5 [1H]
o |pep-H20 [1H]

°lpep [1H]
© |pep+HIN2 [1H]

°lyl [1H]
°fy3 [1H]
o [H2N1 [1H]
o [HINZ [1H]
o [b7 [1H]
o|y7 [1H]
o [H2N2 [1H]
°ly8 [1H]
o fb9 [1H]
o [HaN2 [1H]
ofyo [1H]
o [H2N3 [1H]
o [b10 [1H]
o |y10 [1H]
o |b11 [1H]
ofy11 [1H]
o [HaN3 [1H]

intensity
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0 500 1000 1500 2000 2500

m/z e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc

b 2 3 4 5 6 718 slioliiliz o Ln)tg;;g;;;tr;ie and glycan fragments, pep: intact peptide
N|G|SIN\SIN;S|P|L|IL|G|K [1: charge
12E1EOLQBL7B 5L1 3|21 Y
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[HT] (OzZH)T+T49NEHTS+dad | o

[HT] (OzH)T+yNEH+ded
[HT] (OzZH)T+TdENgH+dad| o

+ [HT] (OzH)T+ENEH+dad
+ [HT] (OzH)T+T4ENZH+dad
- [HT] (OzH)T+T4ZNEH+dad

+ [HT] (OzH)T+ENZH+dad
e [HT] (OZH)T+eNEH+dad
[HT] (OzH)T+T4ZNZH+dad

00

°

[HT ] (OzH)T+ZNZH+dad
+ [HT] (OZH)T+Td2NTH+ded| o

[HT] (OzH)T+ZNTH+dad

°

+ [HT] (OzH)T+2ZN+dad
[HT] gn+dad
=+ [HT] (OzZH)T+T4TN+dad

+ [HT] (OzH)T+TN+dad
[HT] TN+dad

°

+ [HT] ded

[HT] €19
[HT] 214

Mon Feb 17 09:50:19 2014
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3000
(): additions
[]: charge

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide

2000
m/z

27

49 , Explained Intensity= 0.42

76.36 , Hits
Peptide: CLUS_HUMAN[372,385]:LANLTQGEDQYYLR

Glycan: SNNH(NNH)HN(F)N, S1H3N6F1

Charge: 4H

Score

m/z 957.1561 charge 4 scan 0-0

[HT] 114

[HT] 014

[HT] 64

[HT] 8k

[HT] 24

[HT] (OZH)T+T4ZNZH
[HT] ZNeH

[HT] ok

[HT] INTH

[HT] (OZH)T-TNTH

[HT] €9

[HT] 1S

[HT] 2k

[HT] (OzZH)T-TS

[HT] (OZH)T+IN
[HT] T

[HT] (OzZH)T-TN

[HT] 2q

[HT] T4
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2] 34
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121
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m/z 831.0299 charge 3 scan 0-0

ppm

intensity

Score= 56.74 , Hits= 32 , Explained Intensity= 0.29

Peptide: LG3BP_HUMAN[542,554]:AAIPSALDTNSSK
Glycan: H(H)H(H)HNN, H5N2

Charge: 3H
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+ +
+ + +
+ + + . + +
o — T+ + + + -+
: o " *
+
o +
N + +
T T T
- - S S S
3 3 = = =
T T T = = 8 8 g
I I e T —0 @) z z z
- = = _ — - = E T 9 T 7
£--8-—8-5F -~ I -3 - - - T T oT o5 H g g g
IgIEgEII(J\Z‘I—‘ Iz I—T I — T T T I I SE =g} Y = @ jre}
SSEOSSaESa, o5 Soa S3 o 3 S 3 = ) T2 z= = T T T
PR e et & - 3 = = = o - aa aa o o a a
STISrzz981I2%T =2 % 8T8 5¢ F 52 2 S S 83 33 g g 2 2
ceocococccoo o oo ° oo s o o o ) o o o ) o o ) ) ) o
o
S —
=
o _
©
o _
©
o _
<
o _
) ‘
o — |ll|l Lll]uuuﬁl’.n ald buwid |.lu'll11.l.| loadvwrahna ot a L (Y A d] |II ' l.' ' I 1 ' [ ° L]
0 500 1000 1500 2000 2500
m/z e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series

b 21314 5 6|78 9 10 11 12 13
R

28

glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
intact peptide and glycan fragments, pep: intact peptide

(): additions
[]: charge

Glycopeptide ID -
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m/z 842.3589 charge 3 scan 0-0

Score= 52.37 , Hits= 29 , Explained Intensity= 0.25

Peptide: ASAH1_HUMAN[255,267]: TVLENSTSYEEAK
Glycan: HH(H)HNN, H4N2

Charge: 3H
& ¥ N "
[} © + F
o +
o + +
§ - + +
T
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I I —
B 3 =
T T T T = = g
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o
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=
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0 500 1000 1500 2000 2500

m/z e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc

7 8 9 10 11 12 13 o Ln)t_a;;g;ﬂtr;ie and glycan fragments, pep: intact peptide
L L L L []: charge
131211
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m/z 1097.9324 charge 4 scan 0-0

Score= 65.11 , Hits= 43 , Explained Intensity= 0.44

Peptide: APOD_HUMANJ61,73]:CIQANYSLMENGK
Glycan: SHNH(SHN(SHN)H)HNN, S3H6N5
Charge: 4H

o
N

ppm
0
I

° [SIHINI=1(H20) [1H]
o |pep+S1H3N3+1(H20) [1H]

° [SIHINL [1H]
o [H3NT [1H]

°[y6 [1H]
© |pep+H2N2+1(H20) [1H]

o |N1-1(H20) [1H]
o |HIN1-1(H20) [1H]

o |pep+N1+1(H20) [1H]

o |pep+N2+1(H20) [1H]

o |pep+HIN2+1(H20) [1H]
o |pep+H2N3+1(H20) [1H]
© |pep+H3N3+1(H20) [1H]
o [pep+H4AN3+1(H20) [1H]
o |pep+H3N4+1(H20) [1H]

°fy2 [1H]

ofb2 [1H]

o [H2N2 [1H]

o |pep-H20 [1H]
° [pep [1H]

o [pep+N1 [1H]

o |pep+S1HAN3+1(H20) [1H]
o |pep+S1HENA+1(H20) [1H]
o |pep+S3HBN5+1(H20) [1H]

intensity
60
I

40
I
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0 1000 2000 3000 4000

m/z e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc

b Ss1a151617 8 o110 11 12 13 mt_actp_e_pudeand glycan fragments, pep: intact peptide
(): additions
C I|Q'A'N|Y|S
9|8 |7

13 12|11 10 ngu\sll ELEIL? }1< y []: charge

Glycopeptide ID - Mon Feb 17 09:50:20 2014
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m/z 953.7311 charge 3 scan 0-0

ppm

intensity

Score= 72.68 , Hits= 41 , Explained Intensity= 0.5

Peptide: ATRN_HUMAN[411,422]:IDSTGNVTNELR
Glycan: HHH(H(H)H)HNN, H7N2

Charge: 3H
o
N + + ™ = F
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o —
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o +4
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0 500 1000 1500 2000 2500
m/z e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series

b 2 3 4|5 6|7 8 9 10|11 12
e lepl ey

31

glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
intact peptide and glycan fragments, pep: intact peptide
(): additions

[]: charge
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m/z 999.7589 charge 3 scan 0-0

50, Explained Intensity= 0.39

=73.85, Hits
Peptide: CUBN_HUMAN[3457,3468]:NGSNSNSPLLGK
Glycan: HAN5F1
Charge: 3H

Score

++

0¢ 0

wdd

0¢-

[HT] (OzZH)T+T4vNyH+dad

[HT] (OzH)T+yNyH+dad

[HT] (OzH)T+YNEH+dad

[HT] (OZH)T+yNZH+dad

[HT] (OzH)T+T4ENZH+dad

[HT] (OZH)T+ENZH+ded

[HT] (OzH)T+ENTH+dad

[HT] (OzH)T+ZNZH+dad
[HT] gNZH+dad

[HT] (OzH)T+eNTH+ded
[HT] gNTH+dad

[HT] (OzH)T+2ZN+dad
[HT] gn+dad

[HT] (OZH)T+T4TN+ded

[HT] (OzH)T+TIN+dad
[HT] TN+dad
[HT] (OZH)T-TN+dad

[HT] dod
[HT] OzH-dad

[HT] eNeH
[HT] 114

[HT] 014
[HT] oTq

[HT] 64

[HT] eNeH

[HT] (OZH)T+T4TNEH
[HT] 84

[HT] 2NzH
[HT] 24
[HT] TNEH

[HT] (OZH)T-eN
[HT] eNTH

[HT] (OZH)T+TINZH
[HT] tNZH

[HT] 6k

[HT] T4INTH
[HT] (OzH)T+EH
[HT] vA

[HT] (OzZH)T+2N
[HT] v

[HT] INTH

[HT] 141N

[HT] (OZH)T-TINTH
[HT] €A

[HT] 2k
[HT] (OZH)T-TN
[HT] 1A
[HT] (OzH)T-T4

°

°

° 0

o0

o0

°

oy 0c¢

o
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e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide

(): additions
[]: charge

m/z

9 10|11 12

7 8
sF

6

4|5

[oL:

3

2

=

FBEL

N

12

y

2

1
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50, Explained Intensity= 0.55

85.96 , Hits

+ [HT] (OZH)T+yNSHTS+dad | o

=+ [HT] (OZH)T+yNYHTS+dad

Bt [HT] (OZH)T+¥NSH+dad

=+ [HT] (OzZH)T+ENVHTS+dad| o

[HT] (OZH)T+yNyH+dad

[HT] (OzZH)T+ENEHTS+dad| o

[HT] (OzH)T+YNEH+dad
[HT] (OZH)T+eENVH+dad
[HT] eNyH+dad

)

FF T

=+ [HT] (OzH)T+ENEH+dad

H- [HT] (OzH)T+ENZH+dad

[HT] (OZH)T+eNZH+dad
[HT] eNzH+dad

+ [HT] (OzH)T+2ZNTH+dad
+ [HT] gNTH+dad

+ [HT] (OzH)T+ZN+dad
- [HT] gn+dad

[HT] (OzH)T+TN+dad
n_u [HT] TN+dad
[HT] (OzH)T-TN+dad

900

°

[HT] dod
4 [HT] OgH-dad]| o

[HT] 64|

[HT] 69
++ [HT] ZNwH

4 [HT] 8k

[HT] ZNeH

._.+ [HT] 24
[HT] a

l_u. [HT] TNZHTS
[HT] zNeH
+ [HT] TNEH
+ [HT] _HzJ:m

HT] sq

+ [HT] vA
[HT] TNZH
[HT] v
H [HT] THTS
+ [HT] (OZH)T-THTS
[HT] €A

[HT] €9

[HT] INTH

[HT] (OZH)T-TINTH
[HT] 24

[HT] 1S

[HT] (OzZH)T-TS
[HT] 2a

= S - L

[HT] IN
[HT] (OZH)T-TN
[HT] 14

=+

L”JHI\ 1l| ao ‘ ] R ‘l.. |

Peptide: VASN_HUMAN[112,121]:LHEITNETFR

Glycan: SHNH(SHNH)HNN, S2H5N4

Score
Charge: 3H

m/z 1155.495 charge 3 scan 0-0

3500

Mon Feb 17 09:50:21 2014

3000
Glycopeptide ID -

(): additions
[]: charge

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide
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m/z 845.6984 charge 3 scan 0-0

ppm

intensity

Score= 65.17 , Hits= 36 , Explained Intensity= 0.5

Peptide: ATRN_HUMAN[411,422]:IDSTGNVTNELR
Glycan: H(H)H(H)HNN, H5N2

Charge: 3H
o — T
3 + +
S — + + .
o — + + L + N ¥ -+
S + + +
|
B T B
- = = S S S
- T T = = =
o S S S - -~ =
T T s E == = g 9 g
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b 2]3]4]s 6]7]8 9w 11 12
I D|S|T|GN|V|T|N|E|L|R
12 11]|10] 9 8L7 6 5L1 3L2L1 y

34

m/z

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
intact peptide and glycan fragments, pep: intact peptide

(): additions
[]: charge

Glycopeptide ID -

Mon Feb 17 09:50:22 2014




44 , Explained Intensity= 0.29

62.05, Hits
Peptide: LG3BP_HUMAN[542,554]:AAIPSALDTNSSK

Glycan: HN(HN)H(HN(HN)H)HN(F)N, H7N6F1

Charge: 4H

Score

m/z 944.1437 charge 4 scan 0-0

+ [HT] (OZH)T+yNSH+dad
- [HT] (OzH)T+T4yNyH+dad

+ [HT] (OzZH)T+yNpH+dad

°

+ [HT] (OZH)T+TdENYH+dad ] o

L [HT] (OzH)T+ENYH+dad
-+ [HT ] (OzH)T+T4ENEH+dad

+ [HT] (OZH)T+ENEH+dad
+ [HT] (OzH)T+TdENZH+dad

)

I [HT] (OzH)T+ENZH+dad

+ [HT] (OzZH)T+TdZNZH+dad ]| o

=+ [HT] (OzH)T+ZNZH+dad

+ [HT] (OzH)T+ZNTH+dad
H- [HT] (OzH)T+TdZN+dad | o

+ [HT] (OzH)T+ZN+dad

=+ [HT] (OzZH)T+T4TN+dad

[HT] (OzH)T+TN+dad
+ + [HT] TN+dad
[HT] (OzZH)T-TN+dad

+ [HT] dad

[HT] 214

[HT] TT4] o

[HT] T19
i+ + [HT] 014

h- [HT] eNneH
+ [HT] 84|

[HT] eNzH
+ [HT] TNEH
[HT] ok

++ [HT] 29
[HT] ZNTH
+H [HT] o/
b+ + [HT] TNZH

[HT] 99

=+ [HT] 24
+

e [HT] vA
[HT] 2N
4 [HT] INTH

[HT] (OZH)T-TNTH
+ [HT] €A

[HT] €9
+ [HT] 2A

[HT] IN
+ + [HT] (OZH)T-TIN
+ [HT] T4

3000
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Glycopeptide ID -

(): additions
[]: charge

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide
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47 , Explained Intensity= 0.38

74.82 , Hits
Peptide: LG3BP_HUMAN[542,554]:AAIPSALDTNSSK

Glycan: HNH(HNH)HN(F)N, H5N4F1

Charge: 3H

Score

m/z 1015.101 charge 3 scan 0-0

+ [HT] (OZH)T+T4PNpH+dad| o

+ [HT] (OZH)T+T4ENYH+dad

[HT] (OZH)T+ENVH+dad
[HT] (OzH)T+T4ENEH+dad

+H ._._. [HT] eNvH+ded] o

° o

- [HT] (OzH)T+ENEH+dad

+ [HT] (OzH)T+T42ZNeH+dad
+ [HT] (OZH)T-THZNgH+dad

+ [HT] (OzH)T+ENZH+dad

+ [HT] (OZH)T+TdeNZH+dad

°

- [HT] (OzH)T+ZNZH+dad
+ [HT] (OZH)T+T4ZNTH+dad

+ [HT] (OZH)T+ZNTH+dad
[HT] (OzH)T+TdeN+dad| o

+ [HT] (OzH)T+2ZN+dad

+ [HT] (OzZH)T+T4TN+dod

[HT] (OzH)T+TN+dad
=+ + [HT] TN+dad
+ [HT] (OzH)T-TN+dad

[Hr] ded] o
. [HT] eNVH| o
+ [HT] OzH-ded| o

[HT] 214] 0
- [HT] TT4] @
[HT] envH

r [HT] T19
+ [HT] 014

——3
IT—
EE
> &
2T
)

-+ [HT] 24

+ [HT] zNgH

+ [HT] TNEH

”ﬂ [HT] ok

[HT] 29

[HT] eNTH

++ [HT] gk
+

[HT] TNZH
+ [HT] 99

[HT] vA
[HT] INTH
+ [HT] (OZH)T-TINTH
+ [HT] 2H
-H [HT] €A

[HT] €af e

[HT] IN]e
+ + [HT] (OZH)T-TN

3000

Mon Feb 17 09:50:22 2014
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Glycopeptide ID -

(): additions
[]: charge

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide
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m/z 907.0682 charge 3 scan 0-0

50, Explained Intensity= 0.34

81.76 , Hits
Peptide: LG3BP_HUMAN[542,554]:AAIPSALDTNSSK

Glycan: NH(N)(H)HN(F)N, H3N4F1

Charge: 3H

Score

0¢ 0 0¢-

wdd

[HT] (OzH)T+T4ENEH+dad

[HT] (OzH)T+ENEH+dad
[HT] (OzZH)T+T4ENZH+dad

[HT] (OzH)T+T4ZNEH+dad

[HT] (OzH)T+ENZH+dad
[HT] (OZH)T+TJENTH+dad
[HT] (OzH)T+ZNEH+dad
[HT] (OzH)T+T4ZNZH+dad

[HT] (OzH)T+ENTH+dad

[HT] (OzH)T+ZNZH+dad
[HT] (OzZH)T+T4ZNTH+dad

[HT] (OZH)T-T4ZNTH+dad

[HT] (OZH)T+eNTH+dad
[HT] (OzZH)T+TdZN+dad
[HT] eNTH+dad

[HT] (OzH)T+2ZN+dad
[HT] zn+dad

[HT] (OzZH)T+T4TN+dad

[HT] (OzH)T+IN+dad
[HT] TN+dad
[HT] (OzH)T-TN+dad

[HT] dad

[HT] 114

[HT] 014

[HT] 64

[HT] 8k

[HT] 24

[HT] ZNzH

[HT] (OzH)T-2ZNZH
[HT] TNEH

[HT] ok

[HT] 29

[HT] eNTH

[HT] sA

[HT] (OZH)T-TH2N
[HT] TNZH

[HT] 99

[HT] vA
[HT] 2
[HT] INTH
[HT] (OZH)T-TNTH

[HT] T
[HT] (OZH)T-TN

[HT] (OZH)T-T4

0000 o

°

)

000

o0

K]

|ll.|.“‘.n PR SO0 P TN S S S S P DU SP] I |.1 Cr 1“] R PN S IREE I Te o0 e e

(0[0)

08

Alsuayul

09

ov

0¢

o —
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e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide

(): additions
[]: charge

m/z

Hh

¥

i

4 5
ols

2

A A

y

9 10 11 12 13
S
B

Y

6

1|10

L

13 12
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m/z 972.3946 charge 3 scan 0-0

Score= 67.03 , Hits= 40 , Explained Intensity= 0.4
Peptide: NEP_HUMAN[142,152]:SCINESAIDSR

Glycan: H4AN5S
Charge: 3H
o
S 1 T + +
+ + + ++
T+ * + +
o o — +
o} + + -+ + +
° + + +
Q
|
I I T I I T I
- = = B 535 5 535 5
- I I I - =z = 3 e 9 e 9
T fal = fg- = = = Q S8 Q & Q Q
d = = = = 9-9 9 z I z I z
= S8 - R Z 7z 7 T T - I ES g 23 3 ¥ ¥ ¥
(o) T I T I IT o) I I I I —I =1 = (2] [S ) () ™ < <
T Sy oSN oA o = - [ + z z Z z z z z
TIlzz 'I—r¢Y r “I—YIITI—I—ITI ZI— T — = oo & = =] N S @ 5
Sgd=S T e it I P = R P = ™ —m zzz z I I T T I I T
—— — — — — — F¥E + ¥ ¥ ¥ ¥ ¥ ¥ ¥
Sifaq dntgd g Npgitpdelolnn 28 o g 85 288 g 2 g g g g 8 g
SZZ3Y  TIRTQT T T RTTRZQLT8TSE BT 2 T 21 238 2 2 2 2 2 3 8 3
ccecc oocosa o o ccoscscscss oo o ° oo e oo o o . ° . °
o
8
—
o _]
2 8
2
[} o p—
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c
o _]
<
o _]
N
o — |“n. ||I [ -cL- “wh Aonol o wicn el ] . it I, «e “o I | 1 ' W T v ] " I o o 1

0 500 1000 1500 2000 2500 3000

m/z e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc

) O S5 0 u o im_act p_e_ptide and glycan fragments, pep: intact peptide
(): additions
S C'I'NJE|S|A|I|D|S|R [1: charge
1 10 9 8 L7 6(5[4]3]2 Ll y
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m/z 1006.767 charge 3 scan 0-0

50, Explained Intensity= 0.41

75.78 , Hits
Peptide: IGHA2_HUMANJ[200,208]: TPLTANITK

Glycan: SHNH(HNH)HN(F)N, S1H5N4F1

Charge: 3H

Score

0¢

wdd

[HT] (OZH)T+T4yNGH+dad

[HT] (OZH)T+THENYHTS+dad

[HT] (OZH)T+T4yNyH+dad

[HT] (OzZH)T+T4ENYH+dad

[HT] (OZH)T+ENYH+dad
[HT] (OzH)T+T4ENEH+dad

[HT] (OzH)T+ENEH+ded
[HT] (OzZH)T+T4ENZH+dad

[HT] (OzH)T+T4ZNEH+dad

[HT] (OzH)T+ENZH+ded
[HT] (OzH)T+eNEH+ded
[HT ] (OzZH)T+T4ZNgH+dad

[HT] (OZH)T+eNZH+dad
[HT] (OzH)T+T4ZNTH+dad

[HT] (OzH)T+ZNTH+dad
[HT] (OZH)T+TdeN+ded

[HT] (OzH)T+2ZN+dad

[HT] (OZH)T+T4TN+dad
[HT] (OzZH)T-T4TN+dad

[HT] (OzH)T+TN+dad
[HT] TN+ded

[HT] ZNyH

[HT] dad
[HT] OgH-dad

[HT] eNeH

[HT] 89

[HT] 2NzH
[HT] 29
[HT] TNEH
[HT] INTHTS
[HT] ok

[HT] 99

HT] 2N
[HT] INTH
[HT] €A

[HT] (OZH)T-TINTH
[HT] €9

[HT] TS

[HT] (O2ZH)T-TS
[HT] 24

[HT] IN

[HT] (OZH)T-TIN
[HT] (O2ZH)T+TH
[HT] T4

[HT] (OzH)T-T4
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(): additions
[]: charge

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide
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49 , Explained Intensity= 0.37

75.04 , Hits
Peptide: IGHA2_HUMANJ[200,208]: TPLTANITK

Glycan: HNH(HNH)(N)HN(F)N, H5N5F1

Charge: 3H

Score

m/z 977.4273 charge 3 scan 0-0

[HT] (OZH)T+T4vNyH+dad

[HT] (OZH)T+yNyH+dad
[HT] (OzH)T+T4vNeH+dad

[HT] (OzH)T+T4ENYH+dad

[HT] (OzH)T+YNEH+dad

[HT] (OzH)T+TdENEH+dad

[HT] (OzH)T+yNZH+dad

[HT] (OzZH)T+TdENZH+dad
[HT] (OzH)T+T4ZNEH+dad

[HT] (OZH)T+ENZH+dad
[HT] (OZH)T+T4ENTH+dad
[HT ] (OzH)T+ZNEH+dad
[HT] (OzH)T+T42ZNZH+dad

0000

[HT] (OzH)T+ENTH+dad

[HT] (OzH)T+ZNZH+dad
[HT] (OZH)T+T4ZNTH+dad| o

°

[HT] (OzH)T+ZNTH+dad
[HT] (OzH)T+TdeN+dad| o

[HT] (OzH)T+2ZN+dad

[HT] (OZH)T+T4TN+dad
[HT] (OzZH)T-T4TN+dad

°

[HT] (OzH)T+TN+dad
[HT] TN+dad

[HT] (OzZH)T-TN+dad
[HT] eNeH

[HT] dod
[HT] OzH-dad

[HT] zneH
[HT] 84

[HT] 890

[HT] zNneH
[HT] 29

[HT] ok

[HT] 99
[HT] ZNTH
[HT] &A
[HT] TNZH
[HT] 59
[HT] vA

[HT] va
[HT] 2

[HT] INTH
[HT] (OZH)T-TINTH

[HT] €9

I

=1

[

o
9000

[HT] (OZH)T-TN
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Glycopeptide ID -

coee
(): additions

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
[]: charge

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide

N PR

2000

oo 11

'

It}

1500
m/z

40

1000

500
y

9
1

8

rli
2

7

3

6

.

{d

N

4

4

T

6

3
L

7

[HT] (O2ZH)T-T4

2

q

¥

8

T

9

0¢ 0 0¢- 00T 08 09

wdd Aisuaul

o
N
o



m/z 916.3778 charge 3 scan 0-0

46 , Explained Intensity= 0.42

74.75 , Hits=

Score

Peptide: CUBN_HUMAN[2082,2090]: AGFNASFHK

Glycan: HNH(HNH)HN(F)N, H5N4F1

Charge: 3H

[HT] (OZH)T+T4¥NGH+dad

[HT] (OZH)T+¥NSH+dad

[HT] (OZH)T+yNyH+dad

[HT] (OZH)T-yNpH+dad
[HT] (OzH)T+T4ENYH+dad

[HT] (OzH)T+ENVH+dad
[HT] (OzH)T+T4ENEH+dad
[HT] enyH+dad

[HT] (OzH)T+ENEH+dad

[HT] (OzH)T+T4ZNgH+dad

_IH:ON::,&ZN:E%
:._:HON::,&ZmIEmQ
[HT] (OzH)T+T4ZNZH+dad

[HT] ZNgH+dad

[HT] (OzH)T+2ZNZH+dad
[HT] gNzH+dad
[HT] (OZH)T-ZNZH+dad

[HT] (OzH)T+ZNTH+dad
[HT] gNTH+dad

[HT] (OZH)T+eN+dad

[HT] (OzH)T+TN+dad
[HT] TN+dad
[HT] (OzZH)T-TN+dad

[HT] (OzZH)T-2ZNVH

[HT] dod
[HT] OzH-dad

[HT] INTH
[HT] (OZH)T-TINTH

[HT] 2k

[HT] IN
_IZAONI:LZ

[HT] 29
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e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide

(): additions
[]: charge

m/z

9
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63, Explained Intensity= 0.5

88.03, Hits
Peptide: CUBN_HUMAN([3457,3468]:NGSNSNSPLLGK

Glycan: H5N6F1

Charge: 3H

Score

m/z 1121.4678 charge 3 scan 0-0

=+ [HT] (OZH)T+T49NSH+dad ] o

+ [HT] (OZH)T+T4SNSH+dad | o

+ [HT] (OzZH)T+TdSNYH+dad

°

+ [HT] (OZH)T+GNpH+dad
'y [HT] (OZH)T+yNSH+ded
[HT] (OZH)T+T4pNyH+ded

900

[HT] (OzH)T+GNEH+dad
+ [HT] (OZH)T+yNyH+dad
+ [HT] (OZH)T+TdyNEH+dad

K]

+ [HT] (OzH)T+¥NEH+dad
+ [HT] vNgH+dad

=+ [HT] (OzZH)T+TdeNgH+dad

)

- [HT] (OzH)T+¥NZH+dad
+ [HT] (OzZH)T+ENEH+dad

°

°

[HT] (OzH)T+ENZH+dad
t- [HT] eNzH+dad

[HT] (OzH)T+ENTH+dad
+ [HT] eNTH+dad
+ [HT] (OZH)T+ZNgH+dad

K]

[HT] (OzH)T+eNTH+ded
+ [HT] (OzH)T+THeN+dad
T [HT] gNTH+dad

)

+ [HT] (OzH)T+2ZN+dad
[HT] gn+dad

+ [HT] (OZH)T+T4TN+dad

°

°

[HT] (OzH)T+TN+dad
T [HT] TN+dad
H [HT] (OZH)T-TN+dod

[HT] eNvH
+ [HT] TdeNEH

+ [HT] dod
- [HT] OgH-dad
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T

+ [HT] T4ZNEH
H::__ 0TA
+ HTl 019
[HT] eNzH

+ [HT] 64
+ [HT] ZNeH
+ [HT] 60
+ [HT] AoNIvT_E:_/_m.M
HT] 8

+ [HT] (OZH)T+ZNZH
[HT] eNzH

[HT] 24

+ + [HT] TNEH
+

[HT] T4TNZH
HT] 29

[
[
[HT
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T
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=
z
o 0000

[HT] ( _Iu: a
HT] (OZH)T-TN
+ + [HT] T4

3000
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Glycopeptide ID -

(): additions

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
[]: charge

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide
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m/z 1107.7909 charge 3 scan 0-0

Score= 68.02 , Hits= 45 , Explained Intensity= 0.45

Peptide: CUBN_HUMAN[3457,3468]:NGSNSNSPLLGK
Glycan: HNHNH(F(H)NH)HNN, H6NSF1

Charge: 3H
o
«
o ©
o
o
S —
1
- - - - T - -z
I I I I —IT I —T —
- = - S S S S —aa S =S =
T ElE 5 - = = = Q== = = 9
Tz 5 T = = = 9 =8 9 g 99 g T4
I3 = ie = T 9-3 9 z Iz z z FIT ES 7T ¥
— = [e) —T T = Sy o =1 a1 1 =1 U= 1 o -
- Q= T /- - pnd - = IS z + T T ¥ L% T L s
o O TT O— IT P o T ———I— — S0 = & o [} [} [ Ry < S 5
Q &— &5 Q8= 85— —H— TTroT OF Iy T z zZz z b4 zZzz z zz z
T IT I7—IT Ifr——ITIf—I—I I—I —Sa-—S [ Hed ] =] IR N ™ oS o =3 g0 )
$ 55 SggD  Sghgelhgofel Sgi SO0 T0 £3% z ¥ 3 % % £33t 3 i %
[ —zz $ETEE 8% & 6. 9odZo aq aaq Q o Qo Q o aaa =% aq a
Tz QII= TILTILETITESTIR 32 =331 88 238 g g 28 g g 338 g 28 g
s oo XK Gococoocccooceo o000 ocoooo oo 2 oo ) ) ') ) ) 'K ° ) )
o
S —
=
o _
2 8
2
Q 3
—
c
o _
<
o _
«
o — |l|. || ]. Losioh w, J* 10 Biuse® @ o e 698100 0oeo s .dl O IR £ N O | i. g, e .....] o a].. RO P ..
0 500 1000 1500 2000 2500 3000
m/z e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series

glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
intact peptide and glycan fragments, pep: intact peptide
0 ﬂle (): additions

b 2 3 4 5 6 7|8 9|1
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m/z 925.6379 charge 4 scan 0-0

Score=49.73 , Hits= 36 , Explained Intensity= 0.27

Peptide: LG3BP_HUMAN[542,554]: AAIPSALDTNSSK
Glycan: SHNHNH(F(H)NH)HNN, SIH6N5F1

Charge: 4H
o
N
o ©
o
o
N
1
—_ —_— T T _
= S
T Iz s = T
T T = = —a = =
z 5 = g = Q 5
T T T = = Q R R 4 Q
i3 3 = T -9 9 z Tz 7T ¥ z
— = — T = ¢ ¢ = o = o= ~ =
- = = —_ —_ = S5 = Iz z T T T Ty L +
) [e) T I T T —_—— — 25 = 8 NI oo 5] <
Q=R=—Q—-—5 o= —=5—5 —S—— ~— —_ T oOT ¥ ¥ z z Z z2z z P4
IxIIz Iz — Iz I—I— IZ—ICT T T = NS =] o = o N N® 3 [rs]
SESHaSHa 4 9a Sgdq S d= = S hahad f zz z T I I II T I
SOl Y=l T =l —Z> > ST Z — — 1 + £ + + + o+ ¥ ¥ ¥
doafda o 2 Yy ofwd oHBor o @ 29 28 28 & g g8 S8 & &
L>XZZ>0N>XT Z2 > oI >T >SNI o> > > > Q Q. Q Q. o Q. Q o Q Q. Q. Q.
0000 600 0 oo o006 o000 0o ° o ) ) ) o ° ° o ° o o o
o
S —
—
o _1
2 @
)]
c
Q 3
e}
c
o _
<
o
) i l l
o — .11.. L Jl.ul]v.u. wo & bl @¥ues o oa e wew e s te w bl o ...] T P ) N o e . e . . . .o

0 500 1000 1500 2000 2500 3000

m/z e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
intact peptide and glycan fragments, pep: intact peptide

9 10 1112 13 (): additions

b 2 3 4 5 6|7 8
SO b

Glycopeptide ID - Mon Feb 17 09:50:26 2014

44



m/z 1083.699 charge 4 scan 0-0

Score= 64.04 , Hits= 41 , Explained Intensity= 0.37

Peptide: CERU_HUMAN[396,415]: ENLTAPGSDSAVFFEQGTTR
Glycan: SHNH(SHNH)HNN, S2H5N4

Charge: 4H
o — T
«
£ + + + +
g ° - +—+ + ++ - + 4
o +
N + L
T I I I
- - S B B S
_ T T ) ) ) =
T = = — _ o~ —_
T z = 2 9 3
O —_ —_ - = -8 8 T T I I
= — = I T T = = &l s
- o = —_ —L— -5 - — 5 Q —_ Iz z T iy T Y
9-9-9-5 55 5- 5 S 77 £ Ic T 7T T -y 7 g g 2 2
9-Q-9-F 5 A A T T & T T T
IzITIIrzr—rIr—rr—F—r—Fr—rI—r S35 T -3 3 = S oo Q = @ @ 3
SSaTaSa 55555 S iatas 2 o4 o zZz z T I I I
g L R AN g = P Rk I A RaA ] & < < zz z T T T I
Y D =T e I o ST I iy 9 Qg 5y 28 2 2 2 2 e
SZZ0Hz3TQ=2IT8LTIHNILTINEIRIC SN S s 2 3 g 28 g g g g g
Cooco0ococooccococcocuccocuooccocococooc oo o o so o o o ') 2 o 2 2 o
o
s -
=
o _|
2 @
1]
c
Q 3
e}
c

o — |l|l JI”L P TR 1 T .luv wdien o e e diien s we e ..I WO e .vl . ] | .I A T B Cre e e oo

0 1000 2000 3000 4000
m/z e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
b ) q 4 516 7 8 9 10 11 12 13 14 15 16 17 18 19 20 o Ln)t_a;;g;;;tr;dse and glycan fragments, pep: intact peptide
ENL'T/AIPGSDSAVFFEQGTTR []: charge
20 19 18 17&6 15&4 13 12&1&0&&&&3&&& 2L1 y
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m/z 1434.658 charge 3 scan 0-0

59, Explained Intensity= 0.6

92.99, Hits
Peptide: IPSP_HUMAN[254,274]:VVGVPYQGNATALFILPSEGK

Glycan: SNNH(NNH)HN(F)N, S1H3N6F1

Charge: 3H

Score

0¢ 0 0¢-

wdd

[HT] (OZH)T+T49NEHTS+dad

[HT] (OzZH)T+ONEHTS+dad
[HT] (OzZH)T+T4SNEHTS +dad

°

°

[HT] (OZH)T+T49NEgH+dad| o
[HT] (OzZH)T+SNEHTS+dad

[HT] (OzH)T+T4SNEH+dad
[HT] (OzH)T+YNEHTS+dad

°

°

[HT] (OzH)T+SNEH+dad
[HT] (OzH)T+T4vNeH+dad

[HT] (OZH)T+yNEH+dad
[HT] (OZH)T+T4yNZH+dad
[HT] (OzH)T+T4ENEH+dad

[HT ] (OzH)T+ENEH+dad
[HT] (OzH)T+T4ENZH+dad
[HT] (OzH)T+T42ZNeH+dad

000

[HT] (OzH)T+ENZH+dad
[HT] (OzH)T+ZNEH+dad
[HT] (OzZH)T+TdZNZH+dad] o

o0

[HT] (OZH)T+T4eNTH+dad| o

[HT] (OzH)T+ZNTH+dad
[HT] (OzZH)T+TdzN+dad

[HT] (OzH)T+ZN+dad
[HT] (OZH)T+T4TN+dad

[HT] (OzH)T+TN+dad
[HT] TN+dad

o0

[HT] dod

[HT] 214 @

[HT] 91q

[HT] 510

[HT] ¥Tq

[HT] €19
[HT] 114
[HT] eNeH
[HT] 014
[HT] 64
[HT] otq
[HT] 2NeH
[HT] 84
[HT] eNTHTS
[HT] 24

[HT] (OzZH)T-2N
[HT] INTH
[HT] 1S

[HT] (OzZH)T-TS
[HT] (OZH)T+IN
[HT] 2A

[HT] 2q

[HT] (OZH)T-TN

k=1
©
>
©0000000000000D00000000O60GGOO0 O

00T 08 09 OF Oc 0
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4000

3000

2000

1000

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide

(): additions
[]: charge

m/z
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m/z 806.0957 charge 4 scan 0-0

ppm

intensity

Score=49.63 , Hits= 36 , Explained Intensity= 0.24

Peptide: IGHA2_HUMAN[200,208]: TPLTANITK
Glycan: SHNH(HNH)(N)HN(F)N, S1H5N5F1

Charge: 4H
o
IS + + + T
+ +
o — + +
+
+ + +
+ + + + +
o
CI\I — 1 + "
T
- - - —
— T I T .
— — B B B
T T —IT — — 5
- — - - ,_\H-—t —_ —_ &
T = g == e== 2 9 z
T I T o = g = 9 89 = ES 3
T I3 3 = T <) £._0 £T TIT 7 5 o
222 2§ B g ST =T aes o & S
80_00.. 0 T T e o g & §dd & & 3
ST T T TN oI TTI T I T T S o 8 ad SE ERE R & 5
§:5::H£§HH;‘5HHHEHEF<EH T zz zzz ZT IIT T I %)
N e b= S = Lo S P, as P & & &
CISTZZS0n3TRT=31828L 5 38 83 388 23 238 g g g
Goocoocococeceocoococcoocoo o ') ) 2 oo ) XK o o )
o
S —
—
o _
©
o _
©
o _
<
o _
) L
o — l] LI‘I;II |.‘.]'].Y ml-uﬂ.. T T Y R TS . ...d] e b 0] | 01 1 oA @ . . . " . ]
0 500 1000 1500 2000 2500 3000
m/z e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide
b 2 314|5/61718 9 (): additions
TP L|ITIA|N|I|TK []: charge
9 8 7|6|5[4(3]2 Ll y

47
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m/z 958.8961 charge 4 scan 0-0

47 , Explained Intensity= 0.3

=54.11, Hits
Peptide: CUBN_HUMAN[2526,2537]:LCSSVNVSNEIK
Glycan: HEN6F2
Charge: 4H

Score
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g
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wdd

] (OZH)T+T4pNpH+ded
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HT | (OZH)T+2dvNeH+dad

[HT] (OZH)T+T4yNEH+dad
[HT] (OzH)T+T4ENYH+dad

[HT] (OZH)T+¥NZH+dad
[HT] (OzH)T+ENEH+dad

[HT] (OzH)T+ENZH+dad
[HT] (OzZH)T+T4ENTH+dad

[HT] (OZH)T-TdeNZH+dad

[HT] (OZH)T+ENTH+ded

[HT] (OZH)T+TdeN+dad

[HT] (OzH)T+2ZN+dad
[HT] (OZH)T+T4TN+dad

[HT] (OzH)T+TN+dad
[HT] TN+dad
[HT] (OzH)T-TN+dad

[HT] dad

[HT] TT0

[H

[HT] T42NTH
[HT] TNEH

[HT] ok

[HT] 99

[HT] 6A

[HT] ZNTH

[HT] 5q

[HT] (OZH)T-THeN
[HT] TNZH

[HT] T4INTH
[HT] (OzH)T-TNZH
[HT] vA

[HT] €eH

[HT] 2N

[HT] INTH

[HT] 141N

[HT] (OZH)T-TNTH

[HT] 29
[HT] 2A
[HT] IN
[HT] (OZH)T-TN
[HT] 1A
[HT] (OZH)T-TH
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e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide

(): additions
[]: charge

m/z
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52, Explained Intensity= 0.47

79.94 , Hits
Peptide: CUBN_HUMAN[2082,2090]: AGFNASFHK

Glycan: HNH(F(H)NH)(N)HNN, H5N5F1

Charge: 3H

Score

m/z 984.0692 charge 3 scan 0-0

[HT] (OzH)T+GNSH+dad

[HT] (OZH)T+T4¥NSH+dad| o

[HT] (OzH)T+yNSH+dad
[HT] (OZH)T+T4pNyH+ded

)

[HT] (OZH)T+yNyH+dad
[HT] (OzH)T+T4yNEH+dad

[HT] (OzH)T+THENYH+dad

[HT] (OZH)T+yNEH+dad
[HT] (OzH)T+ENYH+dad
[HT ] (OzH)T+T4ENEH+dad
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[HT] (OzH)T+¥NZH+dad
[HT] (OZH)T+ENEH+dad
[HT] (OzH)T+T4ENZH+dad
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9000

[HT] (OzH)T+ENZH+dad
[HT] eNgH+dad
[HT] (OzH)T+2ZNEH+dad

900

[HT] (OZH)T+ENTH+dad
[HT] eNTH+dad
[HT] (OzH)T+ZNZH+dad
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[HT] (OZH)T+eNTH+dad
[HT] (OZH)T-2NTH+dad

°

[HT] (OzH)T+2ZN+dad
[HT] zNn+dad

[HT] (OZH)T-THZNYH
[HT] (OzH)T+TN+dad

[HT] TN+dad
[HT] (OzZH)T-TN+dad

9000

[HT] eneH

[HT] dad
[HT] OzH-dad]| o

°

[HT] eNeH

[HT] 24
[HT] 89

[H

1] 2l
[HT] ok
[HT] 29

[HT] sA

[HT] eNTH

[HT] (OZH)T+T4INTH
[HT] TNZH

[HT] vA

[HT] T4INTH

[HT] sa

[HT] €A

[HT] v

[HT] INTH

[HT] (OZH)T-TNTH

3000
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2500

Glycopeptide ID -

(): additions

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
[]: charge

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide
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49 , Explained Intensity= 0.35

57.65, Hits
Peptide: MGA_HUMAN[817,834]:GGYIFPTQQPNTTTLASR

Glycan: HEN6F2

Charge: 4H

Score

m/z 1109.4706 charge 4 scan 0-0

[HT] (OzH)T+Z49N9H+dad| o

[HT] SNGH+dad

[HT] (OzH)T+GNYH+dad
[HT] (OzH)T+T4yNyH+dad

[HT] (OZH)T+yNyH+dad
[HT] (OzZH)T+T4yNEH+dad
[HT] (OzH)T+T4ENYH+dad

900

[HT] (OzH)T+ENVH+dad

[HT] (OzH)T+¥NZH+dad
[HT] (OzH)T+ENEH+dad

[HT] (OzH)T+Z4ZNTH+dad

[HT] (OzH)T+ZNTH+dad

°

[HT] (OZH)T+eN+dad] o

[HT] (OZH)T+TIN+dad| o

[HT] dad
[HT] OzH-dad

[HT] oNvH

00

[HT] vTA] e

[HT] €14

[HT] (OZH)T+THENEH
[HT] TdZNvH

[HT] 69

[HT] vNTH

[HT] 64

[HT] ZNeH

[HT] ¥N

[HT] 24TH

[HT] vA

[HT] (OZH)T+INTH
[HT] INTH

[HT] (OZH)T-TNTH
[HT] €A

[HT] (OZH)T+T4TH
[HT] T4TH

[HT] €9

[HT] 2A

[HT] IN

[HT] (OZH)T-TN
[HT] 14

T
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=

z

S

T
©00000000000000D00000O000CO60000GO0O
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Glycopeptide ID -

(): additions

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
[]: charge

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide
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m/z 935.3835 charge 3 scan 0-0

ppm

intensity

Score= 64.64 , Hits= 39 , Explained Intensity= 0.35
Peptide: CUBN_HUMAN[2082,2090]:AGFNASFHK
Glycan: HNH(HNH)(N)HNN, H5N5

Charge: 3H

o
N
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o
N
|
I I T I T ITT I T I I I
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— T T T i .2 22 222 .2 i = =
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- [ g — SHA—=Tm— e —e— —_— oT | + + 4 z Z z z zzz z zZ z z 4
T T T VT'—‘II I T——T IT— T f =1 A (SR =] =] [ [ENEY T o = v [Te]
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o 9Y o JIsYen ¢Sduw ~od @ 2 288 3 15 g 8 g & 288 g & g g 5
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m/z

51

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series

glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
intact peptide and glycan fragments, pep: intact peptide
(): additions

[]: charge

Glycopeptide ID - Mon Feb 17 09:50:28 2014




m/z 922.0402 charge 3 scan 0-0

47 , Explained Intensity= 0.37

76.97 , Hits
Peptide: IGHG2_HUMANJ[172,180:EEQFNSTFR

Glycan: HNH(NH)HN(F)N, HAN4F1

Charge: 3H

Score

[HT] (OzZH)T+T4ENYH+dad

[HT] (OzH)T+T4ENEH+dad

[HT] (OzH)T+ENEH+dad
[HT] (OzZH)T+T4ENZH+dad

[HT] (OzH)T+T42ZNeH+dad

[HT] (OzH)T+ENZH+dad
[HT] (OzH)T+ZNEH+dad
[HT] (OzH)T+T4ZNZH+dad
[HT] TdZNZH+dad

[HT] (OzH)T+2ZNZH+dad
[HT] (OzH)T+T4ZNTH+dad

[HT] (OzH)T+ZNTH+dad
[HT] (OzH)T+THgN+dad
[HT] gNTH+dad

[HT] (OzZH)T-THeN+dad

[HT] (OzH)T+2ZN+dad
[HT] gn+dad

[HT] (OzH)T+T4TN+dad
[HT] T4TN+dad

[HT] (OzZH)T-T4TN+dad

[HT] (OzH)T+TIN+dad
[HT] TN+dad
[HT] (OzH)T-TN+dad

[HT] dad
[HT] OgH-dad

[HT] 89

[HT] 24
[HT] ZNEH

[HT] ok
[HT] 9q
[HT] eNzH

[HT] TNEH

[HT] (OZH)T+TH2N
[HT] v

[HT] tNZH

[HT] vA

[HT] €9

[HT] INTH

[HT] (OZH)T-TNTH
[HT] 2k

[HT] 2q

[HT] T
[HT] (OZH)T-TN
[HT] T4

[HT] (O2ZH)T-T4

900 0 [
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990000
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e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide

(): additions
[]: charge
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m
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Glycopeptide ID -

52



m/z 958.4092 charge 4 scan 0-0

43, Explained Intensity= 0.3

=50.24 , Hits
Peptide: LG3BP_HUMAN][64,76]:ALGFENATQALGR
Glycan: HEN6F2
Charge: 4H

Score

+

++

+ +

+H+

0¢

wdd

0¢-

[HT] (OzH)T+T4yNyH+dad

[HT] (OZH)T+yNyH+dad

[HT] (OZH)T+¥NZH+dad
[HT] (OzH)T+ENEH+dad

[HT] (OzH)T+ENZH+ded
[HT] (OZH)T+T4ENTH+dad
[HT] (OzH)T+2ZNEH+dad

[HT] (OzH)T+ENTH+dad
[HT] (OZH)T+2gNZH+ded

[HT ] (OzH)T+ZNTH+dad
[HT] (OZH)T+TdeN+dad

[HT] (OzH)T+2ZN+dad

[HT] (OzZH)T+T4TN+dad
[HT] (OZH)T-T4TN+dad

[HT] (OzH)T+TIN+dad
[HT] TN+dad

[HT] vNYH

[HT] ded
[HT] sNzH

[HT] 114

[HT] oTa
[HT] 64
[HT] ZNEH
[HT] td2NeH
[HT] 8k
[HT] 24
[HT] 29

[HT] TNEH
[HT] ok

[HT] IN
[HT] (OzZH)T-TIN
[HT] 29
[HT] 14

o o

900

o 9

)

° o

l‘. h‘.u.lu.u.lm . Y0les @ e® neett e 06 l oo wta ool las .v] el 1 .oet K} wo ot [ I R w o o
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3000

2000

1000

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide

(): additions
[]: charge

m/z
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53



m/z 933.8698 charge 4 scan 0-0

ppm

intensity

Score=47.31, Hits= 31, Explained Intensity= 0.3

Peptide: APOD_HUMAN([61,73]:CIQANYSLMENGK
Glycan: SHNH(SHNH)HNN, S2H5N4

Charge: 4H

o
N

-20

40 60 80 100
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2“3145678910111213
c tlolanls tulelick
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— — T
= = 28 T 3T T o ¥ ¥ ¥
[e) o TIT IT —I T —_ — SS & & &
[ R N R T ] - - T T [ z z z
Iz TIIzy—YrLz——TIz—TI—IT T IT = = gd = o @
ST OESSALOEEAEOGEESELEEOF 0 ER D 2 ¢ I : :
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ZS SHIQTTIZZITITLHILI8S 2 23 = g 23 2 8 2
0 oco0o0ocococococococoocoooooo P ') a 3 ) o 9 9
nll. I‘..hJHlII. Tlﬂ.thm.o. R S PP I TR I e .. AN Y A RN [ 1 R
0 500 1000 1500 2000 2500 3000 3500

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide

(): additions

[]: charge

Glycopeptide ID - Mon Feb 17 09:50:28 2014




58, Explained Intensity= 0.44

83.22, Hits
Peptide: LG3BP_HUMAN[542,554]:AAIPSALDTNSSK

Glycan: FHNH(HNH)(N)HN(F)N, H5N5F2

Charge: 3H

Score

m/z 1131.4786 charge 3 scan 0-0

+ [HT] (OZH)T+T4SNSH+dad | o

+ [HT] (OzH)T+Z4yNyH+dad

[HT ] (OgH)T+yNSH+dad
[HT] (OZH)T+T4pNyH+ded
[HT] (OzH)T+24yNEH+dad

H [HT] (OzZH)T+zdeNyH+dad

o 900

+ [HT] (OzH)T+yNpH+dad
[HT] (OZH)T+T4pNEH+dad

+ [HT] (OzH)T+T4ENYH+dad

+ [HT] (OzH)T+zdeNEH+ded
+ [HT

© 0000

1 (OzH)T-zd4eNeH+dad

-H [HT] (OZH)T+NEH+dad
[HT] (OzH)T+ENYH+dad
._u_. [HT] (OZH)T+THENEH+dad

00

°

=+ [HT] (OzZH)T+yNZH+dad

+ [HT] (OzH)T+T4ENZH+dad
+ [HT] (OZH)T+TdZNEH+dad

[HT] (OzH)T+ENZH+dad
=+ [HT] (OzZH)T+T4ENTH+dad
- + [HT] (OzH)T+eNEH+ded

+ [HT] (OzZH)T+Td2ZNzZH+dad

0000

[HT] (OzZH)T+ENTH+dad
| [HT] (OzH)T+2ZNZH+dad
._"_ [HT] (OzH)T+T4ZNTH+dad

K]

+ [HT] (OzH)T+ZNTH+dad
+ [HT] (OzZH)T+THeN+dad

+ [HT] (OzH)T+2ZN+dad
+ [HT] zNn+dad

+ [HT] (OZH)T+T4TN+dad

o0

+ [HT] (OzZH)T+TN+dad

°

[HT] dod
+ [HT] envH

+ [HT] 114

+ [HT] eNeH

[HT] T19
++ [HT] 014

NZH

©
>
©00000000060000

[HT] INTH

.ﬁ. [HT] (OZH)T-TNTH
+ [HT] ek

[HT] €q

[HT] IN
+ + [HT] (OZH)T-TIN

3000
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Glycopeptide ID -

(): additions

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
[]: charge

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide

2500

2000

m/z
55

1500

1000

y

1

12 13
S K
2

q

D|TIN(S

1
3

10
4

500
8 9
65

L

1

7
7

6

¢

8

4 5
PS
1|10 9

3

B

2

A A

.1[. | ]‘ o ...-.I .o |:I.w.v....,.u wotto. @i aaile Iu-w------l.h1 e |||l o ]..1 [ PN | wil e e ey o It . v]. . L e

13 12

0¢ 0 0¢- 00T 08 09

wdd Aisuaul



m/z 1028.7776 charge 3 scan 0-0

51, Explained Intensity= 0.37

77.28 , Hits
Peptide: LG3BP_HUMAN[542,554]:AAIPSALDTNSSK

Glycan: HNH(NH)(N)HN(F)N, HANSF1

Charge: 3H

Score

[HT] (OzZH)T+T4vNyH+dad

[HT] (OZH)T+yNyH+dad
[HT ] (OzH)T+T4vNeH+dad

[HT] (OzH)T+T4ENYH+dad

[HT] (OzH)T+yNEH+dad
[HT] (OZH)T+T4yNZH+dad
[HT] (OZH)T+ENVH+dad
[HT] (OzH)T+T4ENEH+dad

[HT] (OzH)T+ENEH+dad
[HT] (OzZH)T+TdENZH+dad

[HT] (OZH)T+ENZH+dad
[HT] (OZH)T+T4ENTH+dad
[HT] (OzH)T+ZNEH+dad
[HT] (OzH)T+T42ZNZH+dad

[HT] (OzH)T+ENTH+dad

[HT] (OzZH)T+T4ZNTH+dad

[HT] (OzH)T+2ZNTH+dad
[HT] (OzZH)T+TdgN+dad

[HT] (OzH)T+2ZN+dad
[HT] gn+dad

[HT] (OZH)T+T4TN+dad
[HT] (OzZH)T-T4TN+dad

[HT] (OzH)T+TN+dad
[HT] TN+dad

[HT] dad

[HT] eNeH

[HT] T19
[HT] 014

[HT] 64
[HT] ZNeH

[HT] 84

[HT] 24
[HT] eNzH

[HT] TNEH

[HT] ok
[HT] 29
[HT] eNTH
[HT] sA
[HT] TNZH
[HT] 99

[HT] vA
[HT] 2
[HT] INTH
[HT] (OZH)T-TNTH
[HT] €A
[HT] €9
[HT] 24
[HT] (OzZH)T+IN
[HT] IN
[HT] (OZH)T-TN

[HT] (OzH)T-T4
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e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide

(): additions
[]: charge

/z
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Glycopeptide ID -
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44 , Explained Intensity= 0.31

68.96 , Hits
Peptide: LG3BP_HUMAN[542,554]:AAIPSALDTNSSK

Glycan: HNH(NH)HN(F)N, HAN4F1

Charge: 3H

Score

m/z 961.0837 charge 3 scan 0-0

[HT] (OZH)T+T4¥NyH+dad| o

[HT] (OzH)T+yNpH+dad
[HT] (OZH)T+Td¥NEH+dad] o

[HT] (OZH)T+TdENYH+dad] o

°

[HT] (OzH)T+T4ENEH+dad

[HT] (OzH)T+ENEH+dad
[HT] (OzZH)T+T4ENZH+dad

[HT] (OzH)T+T42ZNeH+dad

° 0

[HT] (OzH)T+ENZH+dad

[HT] (OZH)T+TdeNgH+ded| o

[HT] (OZH)T+eNZH+dad
[HT] (OzH)T+T4ZNTH+dad

0o

[HT] (OzH)T+ZNTH+dad

°

[HT] (OzZH)T+ZN+dad| o

[HT] (OZH)T+T4TN+ded

°

[HT] (OzH)T+TIN+dad
[HT] TN+dad
[HT] (OzH)T-TN+dad

K]

[HT] dad

[HT] 214

[HT] 114

[HT] 014

[HT] 64
[HT] eNEH

[HT] 84

[HT] (OZH)T+TH2N
[HT] eNTH

[HT] sk

[HT] TNZH

[HT] 99

[HT] (OZH)T-TNZH

[HT] vA
[HT] 2N

[HT] INTH
[HT] €A

[HT] €9

[HT] IN]e
[HT] (OzZH)T-TN

[HT] (OZH)T-T4
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2500
Glycopeptide ID -

(): additions
[]: charge

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide
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41 , Explained Intensity= 0.41

65.74 , Hits
Peptide: LAMP2_HUMAN[352,361]:VQPFNVTQGK

Glycan: HNH(NN(HN)H)HNN, H5N6

Charge: 3H

Score

m/z 1049.4482 charge 3 scan 0-0

[HT] (OzH)T+GNSH+dad

[HT] oNgH+dad
[HT] (OzH)T+SNYH+dad

[HT] (OZH)T+YNSH+dad

[HT] (OZH)T+¥NyH+dad

[HT] GNzH+dad
[HT] (OzH)T+yNEH+dad

[HT] (OzH)T+ENYH+dad

[HT] (OzH)T+yNZH+dad
[HT] (OzH)T+ENEH+ded

[HT] (OzH)T+ENZH+dad
[HT] (OzH)T+2ZNEH+dad

[HT] (OzH)T+ZNZH+dad

[HT] (OzH)T+ZNTH+dad

[HT] (OzH)T+eN+dad
[HT] gn+dad

[HT] (OzH)T+TN+dad
[HT] TN+dad
[HT] (OzH)T-TN+dad

[HT] dod
[HT] OgH-dad
[HT] eNeH

[HT] enzH

[HT] 99
[HT] ok

[HT] eNTH
[HT] sA
[HT] TNZH

[HT] vA

[HT] 2N

[HT] INTH

[HT] (OZH)T-TINTH

[HT] 29
[HT] 2A
[HT] (OZH)T-TN

°

°

900

00 o

Alsuayul
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Glycopeptide ID -

2500
(): additions

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
[]: charge

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide
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m/z 926.4069 charge 3 scan 0-0

Score= 44.28 , Hits= 26 , Explained Intensity= 0.25

Peptide: SYPL1_HUMANI[56,72]:GQTEIQVNCPPAVTENK
Glycan: H(H)HNN, H3N2

Charge: 3H
o
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- T T % 5% g
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0 500 1000 1500 2000 2500
m/z e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series

glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide

b 2 qqqs 7]8 910 11 12 13 14 15 16 17 (): additions
GQIT'E'I'Q|VINIC|P P AVTENK []: charge
121110L8765LA3L21Y

17 16|15 14 13
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m/z 939.067 charge 3 scan 0-0

Score= 59.53 , Hits= 36 , Explained Intensity= 0.31

Peptide: LG3BP_HUMAN[542,554]: AAIPSALDTNSSK
Glycan: HHH(H(H)H)HNN, H7N2

Charge: 3H
o
T + + T F
+ + . + 4 +
e T
Q ° + + + + + + +
Q + + + +
o
§ - + +
T T T T T
- = - S S S S S
I T T — — — —
— — — N — — N —~
T oz == = =8 2 2 g g
I B T 0.0 [¢) Iz I I I T
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e e T I =T I T T J— — S0 = aq N N & &
ol Rt Rl S T Toded —_ o = — IT (o} [— + zz z z z 4
rrrIrIrrxrx — I T I rx—1— I — = — T =9 [ =1 [=R=p] o - o 2} = n
SSEOSH5Ea o S5 95449 = a = - i zzz z IT T I I T
TUTOLATo T 2 T o0& C 5 & z - o= Lo Lht & ah & & & &
STITZZz882 T =2 ¥ I8IQT ST T I 2 SB 28 888 g 88 g g g g
coecooecococ o o0 ooooa s o o o o ° o oo 200 ) o o ) ) ) )
o
s —
=
o _|
2
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Q 3
e}
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<
o _
«
o — .Illn. L ]. dt . .a.l..]....v.n R IR Y M A S ..1.1........ ] P R DY P PR 1 A o1 I P 1 )
0 500 1000 1500 2000 2500

9 10 11 12 13

Caalilps Al sls

m/z

60

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide

(): additions

[]: charge
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m/z 830.368 charge 3 scan 0-0

Score= 48.77 , Hits= 29 , Explained Intensity= 0.3

Peptide: BGLR_HUMAN[269,281]:VVANGTGTQGQLK
Glycan: H(H)H(H)HNN, H5N2

Charge: 3H
o
& + +
= + + L
o o — + +
o + + + +
. +
N + +
T T
- = - S S
- - B =
- z =z - g 9
5 G = T 9-8 g S <
-~ = = Q= = at Iz z 7 T
8=8- =3 - = 25— 5 — — = o= = 0T SoF Kl & &
Izl LT — LT T—I I I— T Iz T I3 I 5 Jdgd g =] 8
EE S Lam S R a5 3 2 2 = zzz =z I T
L ~ & o~ o FP. -z = o« — aa aoo a o o
ISZzZ I T =z I Iz82 e 5 32 2 S5 39 88 888 g g g
o000 ° o o o coo o o o e o s o o 'K} XK o 9 )
o
s —
=
o _|
2 8
2
5] o _|
i ©
£
o _]
<
o _
) t l ]
o — iJ " L. .l "om |..h|-u.1.|.v.|'l. PR RITIIP RN | R S P T RS TR o bdle om vesd val o 1 . " . '

0 500 1000 1500 2000

m/z e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc

e intact peptide and glycan fragments, pep: intact peptide

8 9|10 “ 12 13 (): additions

: uLLLL LL GQ T [ charge
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m/z 1055.2181 charge 5 scan 0-0

Score= 39.52 , Hits= 35, Explained Intensity= 0.29

Peptide: UROM_HUMAN[223,245]:CNTAAPMWLNGTHPSSDEGIVSR
Glycan: SIH11N2F2

Charge: 5H

o
N

o ©
o
o
Q-
|
T T
- — S I - _
E T s 2 I T
N —- 4 I = = I
I T IT= = %) 5 = S
= = =~ ~ ST S ~ =
— = -0 . O—— IIT _T . O — =
~ ~ = I ST5 ST O o
o_0 0L I _TIT F-o ITL § I ————ee - = S
Q-9 ——QL F—ZE5 — TS TTTTTT T T
o e = e e T sl e i e ] S = o
Tkt k=AU N R P P A A 4 = T
N =P e T e - L ] R <
ZZANIIRTIZNNILBHISITISIRERTSSSSS E g
Goococococuocococoooocococococoocococoocooocoon oo o o 2
o
s -
=
o p—
2 @
1]
c
Q 3
e}
c
o p—
<
|
(=] —_ 1
) Ll‘l h l
o — J |]u woa 4 iodois vio cor o .'l vt ew ae a ol dienl .| .l I Il . I.I |..I " I. [ I Y] . . ' . . o

0 1000 2000 3000 4000 5000

m/z e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide

23 22 21 20 19 18\;17\;16\;15\;14\;13\;12\;11\;10\;9\;{5\;7\;6& 4L3 2 1Y []:Charge

Glycopeptide ID - Mon Feb 17 09:50:32 2014

62



63, Explained Intensity= 0.52

++

92.33, Hits
Peptide: CUBN_HUMAN[1800,1810]:EGNATGHLVGR

Glycan: FHNH(HNH)(N)HN(F)N, H5N5F2

Charge: 3H

Score

m/z 1076.7827 charge 3 scan 0-0

[HT ] (OzH)T+Z4SNGH+dad

[HT] (OzH)T+Z4¥NGH+dad

[HT] (OzZH)T+T4SNyH+dad
[HT] (OZH)T+T4pNSH+ded
[HT] (OzH)T+24yNyH+dad

[HT] (OzZH)T+T4vNyH+dad
[HT] (OzZH)T+2d¥NEH+dad

[HT] (OZH)T+zdeNyH+dad
[HT] (OZH)T+yNyH+dad
[HT] (OzH)T+T4yNEH+dad
[HT] yNyH+dad

[HT] TdyNeH+dad

[HT] (OzH)T+T4ENYH+dad

[HT] (OzH)T+yNEH+dad
[HT] (OZH)T+T4yNZH+dad
[HT] (OZH)T+ENVH+dad
[HT] (OzH)T+T4ENEH+dad

[HT] (OzH)T+¥NZH+dad
[HT] (OzH)T+ENEH+dad
[HT] (OzH)T+T4ENZH+dad
[HT] eNgH+dad

[HT] (OzH)T+T4ZNEH+dad

[HT] (OzH)T+ENZH+dad
[HT] (OZH)T+TdENTH+dad
[HT ] (OzH)T+eNEH+dad

[HT] (OzH)T+ENTH+dad
[HT] eNTH+dad

[HT] (OzH)T+ZNZH+dad
[HT] (OZH)T+TdeNTH+dad
[HT] gNzH+dad

[HT] (OzH)T+eNTH+dad
[HT] (OzH)T+TdgN+dad
[HT] gNTH+dad

[HT] (OzH)T+zN+dad
[HT] zNn+dad

[HT] (OzH)T+T4TN+dad
[HT] T4TN+dad

[HT] (OzZH)T-T4TN+dad

[HT] (OzH)T+TN+dad
[HT] TN+dad

[HT] envH

[HT] dod
[HT] OzH-dad

[HT] ota
[HT] 69
[HT] (OZH)T+INVH
[HT] 84
[HT] 8q
[HT] 24

HT] 29
Iig
I

[HT] INTH
[HT] (OZH)T-TNTH
[HT] €k

[HT] (OZH)T-TN
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Glycopeptide ID -

(): additions
[]: charge

2500
e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide
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m/z 1074.4602 charge 3 scan 0-0

ppm

intensity

Score= 62.43 , Hits= 44 , Explained Intensity= 0.43

Peptide: BGAL_HUMANJ[458,468]:NNVITLNITGK
Glycan: SIH7N3
Charge: 3H

o
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o
N
1
T T IT T T IT T T
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Iz T = = == = = == = =
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0 500 1000 1500 2000 2500 3000
m/z e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series

b ;‘34567891011
N N'V[II|TILIN I'|T|G K
111098&6543b1y

64

(): additions
[]: charge

glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
intact peptide and glycan fragments, pep: intact peptide

Glycopeptide ID -
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= 45, Explained Intensity= 0.49

72.45 , Hits
Peptide: 1GJ_HUMAN([70,80]:ENISDPTSPLR

Glycan: SHNH(HNH)HNN, S1H5N4

Charge: 3H

Score

m/z 1048.1011 charge 3 scan 0-0

[HT] (OZH)T+¥NSH+dad

[HT] (OzH)T+ENYHTS+dad

[HT] (OZH)T+yNyH+dad

[HT] (OzH)T+ENEHTS+dad

[HT] (OzH)T+ENVH+dad

[HT] (OzH)T+ENEH+ded
[HT] eNgH+dad

[HT] (OzH)T+ENZH+dad
[HT] (OzH)T+2ZNEH+dad

[HT] (OzH)T+eNZH+dad
[HT] gNgH+dad

[HT] (OzH)T+ZNTH+dad
[HT] gNTH+dad

[HT] (OzH)T+2ZN+dad
[HT] gn+dad

[HT] vNvH

[HT] (OzH)T+TN+dad
[HT] TN+dad

[HT] (OzH)T-TN+dad

[HT] dad
[HT] OgH-dad

[HT] envH
[HT] otq

[HT] 64

[HT] zNneH
[HT] 84

[HT] INZHTS
[HT] 24

[HT] TNEH
[HT] ok
[HT] INTHTS
[HT] 99

[HT] &k
[HT] 59
[HT] TNZH

[HT] vA
[HT] 2N
[HT] €A

[HT] INTH
[HT] (OZH)T-TINTH

[HT] 1S
[HT] (OZH)T-TS

[HT] T
[HT] (O2ZH)T-TN

[HT] 1A
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2500
(): additions
[]: charge

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide
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52, Explained Intensity= 0.47

71.88, Hits
Peptide: NEP_HUMAN[142,152]:SCINESAIDSR

Glycan: H5N5F1

Charge: 3H

Score

m/z 1075.0996 charge 3 scan 0-0

+ [HT] (OZH)T+T4pNYH+dad| o

=+ [HT] (OZH)T+yNyH+dad

+ [HT] (OzZH)T+TdENYH+dad] o

+ [HT] (OzZH)T+yNgH+dad
+ [HT] (OZH)T+ENVH+dad
+ [HT] (OzH)T+T4ENEH+dad

[HT] (OZH)T+yNZH+dad] o
2 [HT] (OZH)T+ENEH+dad | o

+H [HT] (OzZH)T+T4ENZH+dad| o
9 + [HT] eNgH+dad| o

I [HT] (OzZH)T+ENZH+dad

°

<+ [HT] (OZH)T+TdeNZH+dad

[HT] (OzH)T+ENTH+dad
[HT] (OzH)T+ZNZH+dad
4 [HT] (OzZH)T+Td4eNTH+dad

++

[HT] (OzH)T+2ZNTH+dad
[HT] (OzH)T+TdeN+ded| o

[HT] (OzH)T+eN+dad

°

+ +

[HT] (OzZH)T+T4TN+dad

[HT] (OzH)T+TN+dad
i+ [HT] TN+dad
+ [HT] (OzH)T-TN+dad

[HT] eNvH
4+ [HT] dod

[HT] ZNSH

[HT] 69

HT
+ 4 {

8k
8q

[HT] (OZH)T+T4PH
+ [HT] 24
[HT] eNzH

+ [HT] TNEH
[HT] T4INZH

M- [HT] (OZH)T-TdTNZH
+ [HT] 9A

[HT] 5q

_IHH_ N_z&ﬁ
HTl &

H+ [HT] TNZH
+ [HT] T4INTH
+ [HT] ¥A
[HT] 2N
[HT] €A
L [HT] G_NI:_L&Z
HT] INTH

+ [HT] (OZH)T-TNTH

I
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z
90000

3000
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2500
Glycopeptide ID -

(): additions

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
[]: charge

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide
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m/z 1154.7198 charge 4 scan 0-0

Score= 38.18 , Hits= 33, Explained Intensity= 0.27

Peptide: UROM_HUMAN[223,245]:CNTAAPMWLNGTHPSSDEGIVSR
Glycan: S2H3N3F3

Charge: 4H
o
«
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o
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1
T
S
- o
I N
- - 3 <
i 3 Z - o= - il
— — o r_ Iz __ T _. -
~ ~ —= SS S o
8- 8L LTI~ -° Iz = I - - T T g
ITITSIIT I oo T T3 —T55 I I I I @
R R R T R TE . 2 I
B o P T P = < PP = R B R s
SZZYNSNIQTIZHHNITILNILTISNRERSS 3 & B B 2
Goo0oooocccocooococccococooccococococao o ) o o )
o
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=
o
2 3 7
2
© 2 — ,
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£
o _
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o _
) I
o — ..]L II]: o v ol Wwio o o wer all .]. [} I BT I......l'l Liandl, ...l .I N II 1) A A l.l | o “ Ve Vs !
0 1000 2000 3000 4000
m/z e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide
b q 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21 22 23 (): additions
CNTAAPMWLNGTHPSSDEGI VISR []: charge
23 22 21 20 19 18&7&6 15&4&3 12E1EOLQEL7 b Ls 4L3 Lle y
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T

64 , Explained Intensity= 0.49

76.59 , Hits
Peptide: CUBN_HUMAN[2526,2537]:LCSSVNVSNEIK

Glycan: HEN6F2

Charge: 3H

Score

m/z 1278.1936 charge 3 scan 0-0

[HT] (OzH)T+Z49N9H+dad

[HT] (OzZH)T+T49N9H+dad
[HT ] (OzH)T+Z4SN9H+dad

[HT] (OZH)T+T45N9H+dad
;:AON:VTN%ZmIE%

[HT] (OzZH)T+T4SNSH+dad
[HT] (OZH)T+24sNyH+dad

[HT] (OgH)T+SNSH+dad
[HT] (OzZH)T+T4SNYH+dad
[HT] (OZH)T+T4yNSH+dad

[HT] (OzH)T+SNpH+dad
[HT] SNyH+dad

[HT] (OZH)T+24yNeH+dad

[HT] (OzH)T+SNEH+dad
[HT ] (OgH)T+yNyH+dad
[HT] (OzH)T+T4yNEH+dad

[HT] (OZH)T+PNEH+dad
[HT] (OzH)T+ENYH+dad
[HT] (OzH)T+T4ENEH+dad
[HT] (OZH)T-TdeNEH+dad

[HT] (OZH)T+yNZH+dad

[HT ] (OzH)T+ENZH+dad
[HT ] (OzZH)T+T4ENTH+dad
[HT] (OzH)T+2ZNEH+dad

[HT] (OZH)T+ENTH+dad

[HT] (OzH)T+eNTH+ded
[HT] (OzZH)T+TdgN+dad
[HT] eNTH+dad

[HT] (OzH)T+eN+dad
[HT] (OzZH)T+T4TN+dod

[HT] (OzH)T+TN+dad
[HT] (OzH)T-TN+dad

[HT] dod
[HT] OzH-dad

[HT] envH
[HT] TTO

[HT] eNeH
[HT] oTa
[HT] eNvH
[HT] T42NEH
[HT] ZNEH
[HT] td2NeH
[HT] 24
[HT] 29
[HT] zneH
[HT] T42NTH
[HT] TNEH
[HT] ok
[HT] T4TNZH

1] 2N
[HT] INTH
[HT] 141N
[HT] (OZH)T-TNTH
[HT] 29
[HT] 2k
[HT] T
[HT] (OZH)T-TN
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900

2000
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Glycopeptide ID -

3000
(): additions

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
[]: charge

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide
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+
ty

49.1 , Hits= 47 , Explained Intensity= 0.33

[HT] (OzZH)T+24SNSH+dad| o

[HT] (OZH)T+T4SNGH+dad

[HT] (OZH)T+T4SNYH+dad

[HT] (OzH)T+24yNEH+dad

[HT] (OzH)T+yNyH+dad

[HT] (OZH)T+yNEH+dad

[HT] (OzH)T+ENYH+dad

+ [HT] (OzH)T+T4ENEH+dad
[HT] (OZH)T+2deNgH+dad

+ [HT] (OzZH)T+ENEH+dad

°

[HT] (OzH)T+ENZH+dad
+ [HT] (OzH)T+T4ENTH+dad

[HT] (OzH)T+ENTH+dad
+ [HT ] (OzH)T+ZNZH+dad
[HT] (OZH)T+T4eNTH+dad| o

° 0

B [HT] (OzZH)T-E49NZH
+ [HT ] (OzH)T+ZNTH+dad
[HT] (OzH)T+THgN+dad

PIK]

[HT] (OzH)T+2ZN+dad

[HT] (OzZH)T+T4TN+dad

°

[HT] (OzH)T+TN+dad
H- + [HT] TN+dad
[HT] (OzZH)T-TN+dad

900

[HT] ded

°

[HT] TTq

[HT] 019
o [HT] 014

+ [HT] 6o

[HT] eNeH

[HT] 24
[HT] 29
[HT] Td2NTH
[HT] TNEH
+ [HT] oA
+ [HT] (OZH)T-Z4TINTH
[HT] sA
_Iﬁ__ N“/:I
HT] 5q

++ [HT] TNZH
+ [HT] T4INTH
[HT] vA

H- [HT] INTH
+ [HT] (OZH)T-TNTH

[HT] 29

[HT] IN
+ [HT] (OZH)T-TN .
[HT] 1A

3500
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3000
Glycopeptide ID -

(): additions

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
[]: charge

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide
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Peptide: CUBN_HUMAN[2526,2537]:LCSSVNVSNEIK

Score
Glycan: HEN6F3
Charge: 4H

m/z 995.4046 charge 4 scan 0-0
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48 , Explained Intensity= 0.37

54.27 , Hits
Peptide: LG3BP_HUMAN[542,554]:AAIPSALDTNSSK

Glycan: S2H7N6

Charge: 4H

Score

m/z 1053.1787 charge 4 scan 0-0

+ [HT] (OZH)T+GNOHTS+dad

+ [HT] (OZH)T+GN9H+dad

+ [HT] (OZH)T+PNSHTS+dad

+ [HT] (OZH)T+yNyHTS+dad

[HT] ¥NSH+dad
+ [HT] (OzZH)T+ENVHTS+dad| o

..__.. [HT] (OzH)T+yNSH+dad

+ [HT] (OZH)T+yNyH+dad

=+ [HT] (OzZH)T+ENEHTS+dad| o

+ [HT] (OZH)T+yNEH+dod
=+ [HT] (OzH)T+ENTH+dad

o [HT] (OzZH)T+ENEH+dad

°

+ [HT] (OzH)T+ENZH+dad
+ [HT] (OzH)T+2ZNEH+dad

=+ [HT] (OzH)T+2NZH+dad

°

+ [HT] (OzZH)T+ZNTH+dad

°

=+ [HT] (OzH)T+2N+ded| o

=+ [HT] (OzH)T+TN+dad
[HT] (OZH)T+¥PNZS

°

[HT] dod
+ [HT] OgH-dad]| o

[ E_: TTA

HT] ZNvH

+ :;:_8»

HT] 6

[HT] 2NeH

[HT] TNghTE
HT

+ [HT] 2K

+ “:L ZNZH

HT] TNEH

+ + [HT] INTHTS

e [HT] 9k

[HT] (OZH)T-TINTHTS

+ [HT] 29

._"_-._ + :._H__ N“,_:»

HT] o

+ :ﬁ__ J/_N:

HT] 99

+ + _:H__ Jﬁm

HT ] v

+ [HT] INTH

[HT] (OZH)T-TNTH

+ [HT] €A

+ [HT] 1S

+ + [HT] (O2ZH)T-TS

[HT] IN
i+ =+ [HT] (OZH)T-TN

4000
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Glycopeptide ID -

(): additions

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
[]: charge

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide
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m/z 1107.8015 charge 3 scan 0-0

45 , Explained Intensity= 0.38

65.72 , Hits
Peptide: CUBN_HUMAN[2526,2537]:LCSSVNVSNEIK

Glycan: HNH(HNH)(N)HN(F)N, H5N5F1

Charge: 3H

Score

0¢ 0 0¢-

wdd

[HT] (OZH)T-T4yNGH+dad
[HT] (OZH)T+T4pNyH+ded

[HT] (OzH)T+yNyH+dad
[HT] (OzH)T+TdyNEH+dad

[HT] (OzH)T+yNEH+dad
[HT] (OZH)T+T4yNZH+dad
[HT] (OZH)T+ENVH+dad
[HT] (OzH)T+TdENEH+dad

[HT] (OzH)T+ENEH+dad

[HT] (OzH)T+ENZH+dad
[HT] (OZH)T+T4ENTH+dad
[HT] (OzH)T+ZNEH+dad
[HT] (OzH)T+T4ZNZH+dad

[HT] (OzH)T+ENTH+dad
[HT] (OzH)T+ZNZH+dad

[HT ] (OzH)T+ZNTH+dad
[HT] (OZH)T+TdeN+dad

[HT] (OzH)T+2ZN+dad

[HT] (OZH)T+T4TN+dad
[HT] (OzZH)T-T4TN+dad

[HT] (OzH)T+TN+dad
[HT] TN+dad

[HT] dod

[HT] TT0

[HT] 69

[HT] ZNEH

NTH
1sq
NZH
H

[HT] 2

[HT
[HT] (OZH)T-TN

[HT] 1A
[HT] (OzZH)T-TH
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e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide

(): additions
[]: charge
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Glycopeptide ID -

71



47 , Explained Intensity= 0.33

49.87 , Hits

o0

- [HT] (OZH)T+T45NYH+dad
[HT ] (OzZH)T+T4vNSH+dad
[HT] (OzZH)T+2dyNyH+dad

+ [HT] (OZH)T+yNyH+dad
+ [HT] (OZH)T+T4vNeH+dad| o

=+ [HT] (OzH)T+YNEH+dad
+ [HT] (OzZH)T+TdENEH+dad ]| o

4 [HT] (OzH)T+ENZH+dad
+ [HT] (OZH)T+T4ENTH+dad| o

+ [HT] (OZH)T+ENTH+dad
+ [HT ] (OzH)T+ZNZH+dad
+ [HT] (OZH)T+T4ZNTH+ded

+ [HT] (OzZH)T+z49NEH

9@ 900

[HT] (OzH)T+ZNTH+ded
[HT] (OzZH)T+TdeN+dad

o0

-+ [HT] (OzH)T+2ZN+dad

=+ [HT] (OZH)T+T4TN+dad
B [HT] (OZH)T-T4TN+dad

° 0

[HT] (OzH)T+TN+dad
[HT] TN+dad

._n_. [HT] (OzH)T-TN+dad
[HT] eNSH
[HT] dod

+

[HT] T4eNEH

[HT] 114
[HT] TT0

++

[HT] ota| e

[HT] zNneH

[HT] eNzH
[HT] 24
[HT] 29

[HT] ok

+ [HT] (OZH)T+eNTH

[HT] eNTH
[ __I: GA
HT] TNZH
+ + [HT] sa
+ + [HT] T4INTH

[HT] vA

4 [HT] IN
+ [HT] (OZH)T-TN
+ [HT] T4

4000

Mon Feb 17 09:50:35 2014

Glycopeptide ID -

(): additions

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
[]: charge

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide
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Peptide: LG3BP_HUMAN([64,76]:ALGFENATQALGR

Score
Glycan: HEN6F3
Charge: 4H

m/z 994.9189 charge 4 scan 0-0

2

AL

JIJI.LJu.l...ml L L Y S PP .1......1........,]... OSSO L S 1 TR P A iy e c

13 12

wdd Aisuaul

o —



51, Explained Intensity= 0.37

69.68 , Hits

[HT] (OZH)T+T4YNSHTS+dad

°

[HT] (OZH)T+T4SNGH+dad

[HT] (OZH)T+T4SNYH+dad| o

[HT] yNSH+dad
[HT] T4yNpH+ded

[HT] (OZH)T+yNyH+dad
[HT] (OzH)T+T4vNeH+dad

[HT] (OzH)T+TdENYH+dad

[HT] (OzH)T+T4yNZH+dad

[HT ] (OgH)T+ENZH+dad| o
[HT] (OZH)T+T4ENTH+dad| o
[HT] (OzZH)T+T4ZNZH+dad] o

[HT] T4ZNZH+dad| o

[HT] (OzH)T+ENTH+dad
[HT] (OzH)T+2ZNZH+dad
[HT] (OzH)T+T4ZNTH+dad

900

[HT] (OZH)T+eNTH+dad
[HT] (OZH)T+TdgN+dad

)

[HT] (OzH)T+2ZN+dad
[HT] (OZH)T+T4TN+dad
[HT] TdvNZH

[HT] (OzZH)T-T4TN+dad

200 o

[HT] (OzH)T+TN+dad
[HT] TN+dad
[HT] (OzZH)T-TN+dad

)

[HT] dod
+ [HT] OgH-dad
+ [HT] ZNEH
+ [HT] 84

- [HT] 8q
[HT] 2NzH

[HT] 29
._u._. [HT] TNEH
[HT] INTHTS
1 [HT] ok

E [HT] 99
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[HT] INTH
[HT] (OZH)T-TINTH

[HT] (OzZH)T-TS
[HT] 2k
[HT] IN
4 [HT] (OZH)T-TN
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Glycopeptide ID -

(): additions
[]: charge

2500
e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide
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[HT] (OZH)T-T4

Peptide: IGHA2_HUMANJ[200,208]: TPLTANITK

Glycan: SHNH(HNH)(N)HN(F)N, S1H5N5F1

Score
Charge: 3H

m/z 1074.478 charge 3 scan 0-0
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+ [HT] (OZH)T+T49NLH+dad

[HT] (OZH)T+T4SNOH+dad| o

[HT] (OzH)T+GN9H+ded
+ [HT] (OZH)T+TdSNSH+ded

o0

+ [HT] (OZH)T+SNSH-+dad
+ [HT] (OZH)T+T4vNSH+ded| o

+ [HT] (OZH)T+PNSH+ded
+ [HT] (OZH)T+T4vNpH+ded | o

°

[HT] (OzH)T+T4ENYH+dad

+ [HT] (OzH)T+ENYH+dad
I [HT] (OZH)T+T4ENEH+dad

+ [HT] (OzH)T+ENEH+dad
+ [HT] (OzZH)T+TdENZH+dad
+ [HT] (OzZH)T+TdZNEH+dad

° o

[HT] (OzH)T+ENZH+dad
=+ [HT] (OzZH)T+T42NZH+dad | o

°

[HT ] (OgH)T+ZNZH+dad
..__.. [HT] (OZH)T+T4ZNTH+dad

+ [HT] (OZH)T+eNTH+dad
[HT] (OzZH)T+TdZN+dad

+ [HT] (OzZH)T+eN+dad

H [HT] (OzH)T+T4TN+dad
+ [HT] (OZH)T-T4TN+ded| o

[HT] Aowx:_Lz,,mmm

HT ] TN+do
+ + [HT] (OzH)T-TN+dad
+ 4

°

[HT] eNgH

[HT] dod
- [HT] envH
- [HT] OgH-dad|

[HT] TTA
+ [HT] 210
[HT] envH
+ [HT] T19
[HT] 014

>.
°
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Glycopeptide ID -

3000
(): additions

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
[]: charge

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide

2000
m/z
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y

52, Explained Intensity= 0.48

73.75, Hits
Peptide: LG3BP_HUMAN[542,554]:AAIPSALDTNSSK

Glycan: HN(HN)H(HN(HN)H)HN(F)N, H7N6F1

Charge: 3H

Score

m/z 1258.5253 charge 3 scan 0-0
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m/z 976.3981 charge 4 scan 0-0

ppm

intensity

Score=52.32 , Hits= 35, Explained Intensity= 0.31
Peptide: PIGR_HUMAN[498,515:WNNTGCQALPSQDEGPSK

Glycan: SHNH(HNH)HNN, S1H5N4
4H
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3000

peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
intact peptide and glycan fragments, pep: intact peptide

(): additions

[]: charge

Glycopeptide ID - Mon Feb 17 09:50:36 2014




++

51, Explained Intensity= 0.41

74.93, Hits
Peptide: LG3BP_HUMAN[542,554]:AAIPSALDTNSSK

Glycan: HNHHN(HN)H)HN(F)N, HBN5F1

Charge: 3H

Score

m/z 1136.8113 charge 3 scan 0-0

[HT ] (OZH)T+T4SN9H+dad

[HT] SNoH+dad

[HT] (OZH)T+T4pNSH+ded

[HT] (OzH)T+yNSH+dad
[HT] (OZH)T+T4pNyH+ded

[HT] (OZH)T+yNyH+dad
[HT] (OzH)T+TdENYH+dad

[HT] (OzH)T+¥NEH+dad
[HT] (OZH)T+ENVH+dad
[HT] (OzH)T+T4ENEH+dad
[HT] TdeNgH+dad

[HT] (OzH)T+T4ENZH+dad

[HT] (OzH)T+ENZH+dad
[HT] (OzH)T+ZNEH+dad
[HT] (OzH)T+T42ZNZH+dad

[HT] (OzH)T+ZNZH+dad
[HT] (OzZH)T+T4ZNTH+dad

[HT] (OzH)T+eNTH+ded
[HT] (OzZH)T+TdeN+dad

[HT] (OzZH)T+ZN+dad

[HT] (OZH)T+T4TN+dad
[HT] (OzZH)T-T4TN+dad

[HT] (OzH)T+TIN+dad
[HT] TN+dad
[HT] (OzH)T-TN+dad

[HT] dod
[HT] envH

[HT] 114

[HT] envH
[HT] T19
[HT] 014

[HT] ZNEH
[HT] 84

[HT] 24

[HT] ZNzH

[HT] (OzH)T-2ZNZH
[HT] TNEH

[HT] INTH

[HT] (OZH)T-TINTH
[HT] €A

[HT] €q

[HT] IN
[HT] (OZH)T-TN
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Glycopeptide ID -

(): additions

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
[]: charge

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide
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m/z 1112.1368 charge 3 scan 0-0

51, Explained Intensity= 0.46

74.36 , Hits
Peptide: LG3BP_HUMAN[542,554]:AAIPSALDTNSSK

Glycan: SHNH(HNH)HN(F)N, S1H5N4F1

Charge: 3H

Score
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[HT] (OZH)T+T4¥NGH+dad

[HT] (OZH)T+THENYHTS+dad

[HT] (OZH)T+yNSH+dad
[HT] (OZH)T+T4vNyH+dad

[HT] (OZH)T+THENEHTS+dad

[HT] (OzH)T+TdENYH+dad

[HT] (OzH)T+ENYH+dad
[HT] (OzH)T+T4ENEH+dad

[HT] (OzH)T+ENEH+ded
[HT] (OzZH)T+T4ENZH+dad

[HT] (OzH)T+T4ZNgH+dad

[HT] (OZH)T+ENZH+dad
[HT] (OzH)T+2ZNEH+dad
[HT ] (OzZH)T+T42ZNZH+dad

[HT] (OZH)T+eNZH+dad
[HT] (OzH)T+T4ZNTH+dad

[HT] (OzH)T+ZNTH+dad
[HT] (OzZH)T+TdeN+dad

[HT] (OzH)T+eN+dad
[HT] (OZH)T+T4TN+dad
[HT] T4TN+dad

[HT] (OzZH)T-T4TN+dad

[HT] (OzH)T+TN+dad
[HT] TN+dad
[HT] (OzH)T-TN+dad

[HT] dad
[HT] OgH-dad

[HT] 210

[HT] envH
[HT] T19
[HT] 014

[HT] eNeH

[HT] 84
[HT] INZHTS

[HT] 24

[HT] TNEH
[HT] INTHTS

[HT] INTH

[HT] (OZH)T-TNTH
[HT] €A

[HT] 1S

[HT] (OzZH)T-TS

[HT] IN
[HT] (OZH)T-TN
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e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide

(): additions
[]: charge
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Glycopeptide ID -

77



54 , Explained Intensity= 0.39

79.97 , Hits
Peptide: LG3BP_HUMAN[542,554]:AAIPSALDTNSSK

Glycan: HNH(HNH)(N)HN(F)N, H5N5F1

Charge: 3H

Score

m/z 1082.7946 charge 3 scan 0-0

[HT] (OZH)T+T4¥NSH+dad| o

[HT ] (OzH)T+yNSH+dad
[HT] (OZH)T+T4pNyH+ded

o0

[HT] (OzH)T+yNyH+dad
[HT] (OzZH)T+TdyNEH+dad

[HT] (OzH)T+T4ENYH+dad

)

°

[HT] (OzH)T+ENYH+dad
[HT] (OZH)T+TdENEH+dad | o

°

[HT] (OzH)T+¥NZH+dad
[HT] (OzH)T+ENEH+dad
[HT] (OzH)T+T4ENZH+dad
[HT] eNgH+dad

[HT] (OZH)T+TdeNEH+dad

o 0000

[HT] (OzH)T+ENZH+dad
[HT] (OZH)T+THENTH+dad| o

[HT] (OzH)T+T4ZNgH+dad

[HT] (OzH)T+ENTH+dad
[HT] (OZH)T+eNZH+dad
[HT] (OzH)T+T4ZNTH+dad

900

[HT] (OzH)T+2ZNTH+dad
[HT] (OzH)T+TdeN+ded| o

[HT] (OzH)T+2ZN+dad

[HT] (OzZH)T+T4TN+dad
[HT] (OZH)T-T4TN+dad

°

[HT] (OzH)T+TN+dad
[HT] TN+ded

[HT] dod
[HT] envH

[HT] eNeH
[HT] envH
[HT] 014

[HT] 64
[HT] ZNeH

[HT] 84

[HT] 24

[HT] (OZH)T+THeNTH
[HT] zNeH

[HT] T42NTH

[HT] TNEH
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Glycopeptide ID -

(): additions

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
[]: charge

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide
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m/z 1063.446 charge 3 scan 0-0

Score= 60.24 , Hits= 43 , Explained Intensity= 0.39

Peptide: LG3BP_HUMAN[542,554]:AAIPSALDTNSSK
Glycan: SIH5N4

Charge: 3H
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m/z 866.8555 charge 4 scan 0-0

ppm

intensity

Score=49.11 , Hits= 32, Explained Intensity= 0.31

Peptide: VASN_HUMAN[112,121]:LHEITNETFR
Glycan: SHNH(SHNH)HNN, S2H5N4

Charge: 4H
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glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
intact peptide and glycan fragments, pep: intact peptide

(): additions
[]: charge
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m/z 1025.18 charge 4 scan 0-0

Score= 54.83 , Hits= 36 , Explained Intensity= 0.32

Peptide: CERU_HUMAN[129,144]:EHEGAIYPDNTTDFQR
Glycan: SHNH(SHNH)HNN, S2H5N4

Charge: 4H
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intact peptide and glycan fragments, pep: intact peptide
(): additions
[]: charge
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70, Explained Intensity= 0.55

99.47 , Hits
Peptide: CUBN_HUMAN[1800,1810]:EGNATGHLVGR

Glycan: F(H)NH(F(H)NH)(N)HN(F)N, H5N5F3

Charge: 3H

Score

m/z 1125.4701 charge 3 scan 0-0

[HT] (OZH)T+245NSH+dad
[HT] (OzH)T+E4YNGH+dad

[HT] (OzZH)T+T4SNSH+dad
[HT] (OzZH)T+2dSNYH+dad

[HT] (OzH)T+E4vNyH+dad

T] (OZH)T+T4SNyH+dad
T] (OZH)T+T4yNSH+dad
T1 (OzH)T+24vNyH+dad
T] (O2H)T-2dvNyH+dad
a

1 (OzH)T+T4pNpH+dad
[HT] yNGH+dad

[HT] (OzH)T+Z4yNEH+dad
[HT ] (OzH)T+Z4ENYH+dad
[HT] (OzH)T+yNyH+dad
[HT] (OzH)T+T4yNEH+dad
[HT] (OzZH)T+T4ENYH+dad
[HT] (OzH)T+zdENEH+dad
[HT] TdeNpH+dad

[HT] zdeneH+dad

[HT] (OZH)T+yNEH+dad
[HT] yNeH+dad

[HT] (OzH)T+ENYH+dad
[HT] (OZH)T+TdENEH+dad
[HT] (OzH)T+zdENZH+dad
[HT] TdeNgH+dad

[HT] (OZH)T+ENEH+dad
[HT] (OzH)T+T4ENZH+dad
[HT] eNgH+dad

[HT] TdeNgH+dad

[HT] (OzH)T+ENZH+dad
[HT] (OZH)T+T4ENTH+dad
[HT] (OZH)T+eNEH+dad
[HT] (OzH)T+T4ZNZH+dad

[HT] (OzH)T+ENTH+dad
[HT] eNTH-+dad

[HT] (OzH)T+2ZNZH+dad
[HT] (OzH)T+T4ZNTH+dad

[HT] (OzH)T+ZNTH+dad
[HT] (OzZH)T+TdZN+dad
[HT] TdgN+dad

[HT] (OzH)T+2ZN+dad
[HT] gn+dad

[HT] (OzH)T-ZN+dad
[HT] (OzZH)T+T4TN+dad
[HT] T4TN+dad

[HT] (OZH)T-T4TN+dad

[HT] (OzH)T+TN+dad
[HT] TN+dad

[HT] (OzH)T-TN+dad
[HT] envH

[HT] dod
[HT] OgH-dad

IT
AE e ——

[HT] T4INTH

[HT] vA
[HT] INTH

[HT] (OZH)T-TNTH
[HT] €A

[HT]
[HT] (OZH)T-TN
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Glycopeptide ID -

(): additions

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
[]: charge

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide
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49 , Explained Intensity= 0.22

66.29 , Hits
Peptide: CUBN_HUMAN[1800,1810]:EGNATGHLVGR

Glycan: FHNH(FHNH)(N)HN(F)N, HSNSF3

Charge: 4H

Score

m/z 844.3534 charge 4 scan 0-0

+ [HT] (OzZH)T+zdyNyH+dad]

+ [HT] (OZH)T+TdyNyH+dad]| o

+ [HT] (OZH)T+TdENVH+dad] o
[HT] (OzH)T+ZdENEH+dad

°

+ [HT] (OzH)T+ENVH+dad
[HT] (OzZH)T+TdENEH+dad] o

°

- [HT] (OzH)T+ENEH+dad
[HT] (OzH)T+T4ENZH+dad

=+ [HT] (OzH)T+T4ZNEH+dad

[HT] (OzH)T+ENZH+dad

+ [HT] (OZH)T+T4ENTH+dad
+ [HT] (OzH)T+2ZNEH+dad
[HT] (OzH)T+T4ZNZH+dad

2000

°

[HT] (OzH)T+ENTH+dad
+ + [HT] eNTH-+ded
+ [HT] (OzH)T+ZNZH+ded| o

[HT] (OzH)T+ZNTH+ded
o [HT] (OzH)T+TdeN+ded
+ [HT] (OZH)T-SNvH

000

H- [HT] (OzgH)T+ZN+dad

[HT] zNn+dad
+ [HT] (OZH)T+T4TN+dad
[HT] (OzZH)T-T4TN+dad

[HT] (OzH)T+TN+dad
=+ + [HT] TN+dad
[HTT T4vNZH

[HT] dad
+ =+ [HT] OzH-dad

+

+ [HT] (OZH)T+ZNTH
[HT] 6A
+ + [HT] 2NTH
+ [HT] TNZH
[HT] T4INTH

ﬁ_ IJ_ vk

HT] 2N

+ [HT] (OzZH)T-2N
[HT] INTH
++ [HT] (OZH)T-TNTH
[HT] €A

H- [HTTIN
-_u_. [HT] (OgH)T-TN
[HT] TA
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Glycopeptide ID -

(): additions

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
[]: charge

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide
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m/z 1269.308 charge 4 scan 0-0

55, Explained Intensity= 0.55

83.14 , Hits
Peptide: APOD_HUMAN([83,108]:ADGTVNQIEGEATPVNLTEPAKLEVK

Glycan: SHNH(SHNH)HN(F)N, S2H5N4F1

Charge: 4H

Score

0¢ 0 0¢-

wdd

[HT] (OZH)T+T4YNSHTS+dad

[HT] (OZH)T+yNSHTS+dad
[HT] (OZH)T+T4pNYHTS+dad

[HT] (OZH)T+T4yNGH+dad
[HT] (OZH)T+T4ENYHTS+dad
[HT] (OZH)T+yNSH+dad
[HT] (OZH)T+T4yNyH+dad
[HT] (OZH)T+ENYHTS+dad
[HT] (OzZH)T+THENEHTS+dad
[HT] (OZH)T+yNyH+dad
HT] (OZH)T+T4ENyH+dad
HT ] (OzZH)T+ENEHTS+dad

[HT] (OzH)T+ENYH+dad
[HT] (OzH)T+T4ENEH+dad

[HT] (OzH)T+ENEH+dad
[HT ] (OzH)T+T4ZNeH+dad

[HT] (OzH)T+ENZH+dad
[HT ] (OgH)T+ZNEH+dad
[HT] (OZH)T+TdeNgH+dad

[HT] (OzH)T+2ZNZH+dad
[HT] (OzH)T+T4ZNTH+dad

[HT] (OzH)T+eNTH+ded
[HT] (OzZH)T+TdgN+dad

[HT] (OzH)T+ZN+dad
[HT] (OzH)T+T4TN+dad
[HT] (OZH)T-T4TN+dad

[HT] (OzH)T+TN+dad

[HT] TN+dad

[HT] (OzH)T-TN+dad

[HT] dad
[HT] OzH-dad

[HT] €14

[HT] €10

[HT] 219
[HT] 0TA
[HT] 110
[HT] 64
[HT] 69
[HT] 84
[HT] ZNeH
[HT] INZHTS
[HT] 89
[HT] 24
[HT] TNEH
[HT] 29
[HT] INTHTS

[HT] TNZH
[HT] vA

[HT] 2N
[HT] INTH
[HT] 1S

[HT] (OzZH)T-TS
[HT] IN

[HT] (OZH)T-TN

[HT] (OZH)T-T4

°

200 00000 o

°

9900 9009

leLl I Jvhh.ll L)

(0[0)

08 09 Oy O0Oc

o

Alsuayul

5000

4000

3000

2000

1000

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide

(): additions
[]: charge

m/z
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m/z 926.3891 charge 3 scan 0-0

Score=57.09 , Hits= 35, Explained Intensity= 0.43

Peptide: 1GJ_HUMAN([70,80]:ENISDPTSPLR
Glycan: SHNH(H)HNN, S1HAN3

Charge: 3H
o
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+ + + + + +
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glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
intact peptide and glycan fragments, pep: intact peptide
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b 213 4 5 6|7
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m/z 1053.7725 charge 3 scan 0-0

Score= 54.58 , Hits= 39 , Explained Intensity= 0.34

Peptide: CUBN_HUMAN[3457,3468]:NGSNSNSPLLGK
Glycan: HNH(F(H)NH)(N)HNN, H5N5F1

Charge: 3H
o
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o
o
[
1
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- = - S o= = = =
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glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
intact peptide and glycan fragments, pep: intact peptide
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12 11 1obbbb 5 4&«1 201 v [1: charge

b
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m/z 1067.4501 charge 3 scan 0-0

Score= 54.44 , Hits= 39 , Explained Intensity= 0.36

Peptide: CUBN_HUMAN[3457,3468]:NGSNSNSPLLGK
Glycan: NN(HN)H(NH)HN(F)N, H4N6F1

Charge: 3H
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m/z e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
intact peptide and glycan fragments, pep: intact peptide

(): additions

SRR HESLS i

8 9 10|11 12
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m/z 1301.5304 charge 3 scan 0-0

ppm

intensity

Score= 69.16 , Hits= 48 , Explained Intensity= 0.5

Peptide: PIGR_HUMAN[498,515:WNNTGCQALPSQDEGPSK
Glycan: SIH5N4

Charge: 3H

o
N

-20

40 60 80 100

20

o |HIN1-1(H20) [1H]
o |HIN1 [1H]

1

1

1

1

1

2

° [N1-1(H20) [1H]
°lva [

o|N1 [1H]
o [s1-1(H20) [1H]
o[s1 [1H]

o [b2 [1H]

°ly3 [1H]

o [S1H2NT [1H]
°ly8 [1H]

o [HaN2 [1H]
°ly9 [1H]

o [HaN2 [1H]

o |y10 [1H]

o [y11 [1H]

o Hana [1H]

o [b9 [1H]
o|y14 [1H]
o |y15 [1H]

°[pep [1H]

[1H]

1
1H]

[1H]

© |pep+N1+1(H20) [1H]
o |pep+N2+1(H20) [1H]
© |pep+H1N2+1(H20)

o |pep+H2N2-1(H20) [1H
o |pep+H2N2+1(H20) [

© |pep+H2N3+1(H20)

© |pep+N1 [1H]

]
]

[1H]

o | pep+HAN2+1(H20) [1H]
o |pep+H3N3+1(H20) [1H

o | pep+S1H3N2+1(H20) [1H]
© | pep+H4N3+1(H20)

o |pep+S1HAN2+1(H20) [1H]
© |pep+H5N3 [1H ]

o |pep+H5N3+1(H20) [1H

© |pep+H4N4+1(H20) [1H]

o |pep+S1HAN3+1(H20) [1H]
o |pep+S1HEN3+1(H20) [1H]
© |pep+S1HEN4+1(H20) [1H]

y I..[‘....L.“ I ¥ I . ] were ol d

it

vl ol wl ..]. .|.1 .Y]. LI DI BT ) .].l LT ]
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b 8 9110 11 12 13 14 15 16 17 18
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88

2000

m/z

3000

4000

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series

glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
intact peptide and glycan fragments, pep: intact peptide

(): additions
[]: charge

Glycopeptide ID -
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56.5, Hits= 64 , Explained Intensity= 0.48
Peptide: GGTL1_HUMANJ[160,173]:LHNQLLPNVTTVER

Glycan: SIH6N6F3

Charge: 4H

Score

m/z 1139.2382 charge 4 scan 0-0

+ [HT] (OzZH)T+E49N9HTS+dad | o

+ [HT] (OZH)T+Z49NgHTS+dad

°

+ [HT] (OzZH)T+9N9HTS+dad
+ [HT ] (OZH)T-9N9HTS+dad

+ [HT] (OZH)T+Z4SNGHTS+dad| o
+ [HT] (OZH)T+T49NgH+dad | o
+ [HT] (OzH)T+SN9HTS+dad

=+ [HT] (OzH)T+9N9H+dad
+ [HT] (OzZH)T+Z4SNGH+dad

[HT] (OZH)T+EdENYHTS+dad
" + [HT] (OZH)T+zaSNyH+dad

[HT] (OzZH)T+YNSHTS+dad
+ + [HT] (OZH)T+T4pNyHTS+ded

+ [HT] (OzH)T+GNSH+dad

+ [HT ] (OzH)T+Z4yNyH+dad
[HT] (OZH)T+GNyH+dad
+ [HT ] (OZH)T+EdeNEHTS+dod
+ + [HT] (OZH)T+T4VNyH+dad
+ [HT ] (OZH)T-yNSH+dad
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+ [HT] TN+dad
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[HT] T4INTHTS
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(): additions

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
[]: charge

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide
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63, Explained Intensity= 0.51

71.32, Hits
Peptide: LG3BP_HUMAN[542,554]:AAIPSALDTNSSK

Glycan: SIH6N5F1

Charge: 3H

Score

m/z 1233.8455 charge 3 scan 0-0

[HT] (OZH)T+T4SNOHTS+dad

[HT] (OzH)T+T4SN9H+dad

[HT] (OZH)T+T4YNSHTS+dad

[HT] (OZH)T+SN9H+dad
[HT] (OzZH)T+T4yN9H+dad
[HT] (OzZH)T+YNSHTS+dad

[HT] (OZH)T+T4YNYHTS+dad

[HT] (OZH)T+T4yNGH+dad

[HT] (OZH)T+THENYHTS+dad

[HT] (OZH)T+yNSH+dad
[HT] (OzZH)T+T4vNyH+dad

[HT] (OzH)T+T4ENSH+dad

[HT] (OZH)T+¥NyH+dad
[HT] (OzH)T+T4ENYH+dad

[HT] (OzH)T+ENVH+dad
[HT] (OzH)T+T4ENEH+dad

[HT] (OzH)T+ENEH+dad
[HT] (OzH)T+T4ZNgH+dad

[HT] (OzH)T+ENZH+dad
[HT] (OzH)T+2ZNEH+dad
[HT] (OzH)T+T4ZNZH+dad

[HT] (OzH)T+2NZH+ded
[HT] (OzZH)T+T4ZNTH+dad

[HT] (OZH)T+ZNTH+dad
[HT] (OzZH)T+TdeN+dad

[HT] (OzH)T+ZN+dad

[HT] (OzZH)T+T4TN+dad
[HT] (OZH)T-T4TN+dad

[HT] (OzH)T+IN+dad
[HT] TN+dad

[HT] (OzH)T-TN+dad
[HT] eNgH

[HT] dod
[HT] (OZH)T+T4SHTS
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[HT] gnyH
[HT] T19

[HT] 014

[HT] ZNeEH
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[HT] INZHTS
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[HT] 8q
[HT] eNzH
[HT] TNEH
1] INTHTIS
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[HT] eNTH
[HT] sA
[HT] TNZH
[HT] TJINTH
[HT] 99

[H

[HT] vA

[HT] INTH

[HT] (OZH)T-TINTH
[HT] €A

[HT] 1S

[HT] (OzZH)T-TS

[HT] TN
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(): additions

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
[]: charge

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide

2000
m/z

90

1000

y

1

12 13
S K
2

q

B

10 1
13

4

9
5

LDT

8
6

7
L
7

6

¢

8

4 5
3

3

2
|

A A

13 12 11




m/z 1244.8206 charge 3 scan 0-0

ppm

intensity

Score= 52.94 , Hits= 35, Explained Intensity= 0.44

Peptide: APOD_HUMAN([61,73]:CIQANYSLMENGK
Glycan: SHNH(SHNH)HNN, S2H5N4

Charge: 3H
o
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m/z e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
intact peptide and glycan fragments, pep: intact peptide

(): additions

[]: charge
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m/z 1019.6771 charge 4 scan 0-0

ppm

intensity

Score=51.93, Hits= 39, Explained Intensity= 0.39

Peptide: CLUS_HUMAN[372,385]:LANLTQGEDQYYLR
Glycan: SNNH(SHNH)HN(F)N, S2HANSF1

Charge: 4H
o
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glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
intact peptide and glycan fragments, pep: intact peptide

(): additions
[]: charge

Glycopeptide ID -
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m/z 990.419 charge 3 scan 0-0

Score=59.35, Hits= 40 , Explained Intensity= 0.36

Peptide: LG3BP_HUMAN[542,554]:AAIPSALDTNSSK
Glycan: SHNH(H)HN(F)N, S1TH4N3F1
Charge: 3H
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glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
intact peptide and glycan fragments, pep: intact peptide
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m/z 972.4312 charge 3 scan 0-0

ppm

intensity

Score= 34.35, Hits= 26 , Explained Intensity= 0.12
Peptide: Z518A_HUMAN[404,416]:AEEGPNASSGFMK

Glycan: H3N4F2
Charge: 3H
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e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide

(): additions
[]: charge

Glycopeptide ID -
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m/z 994.9092 charge 4 scan 0-0

Score=49.16 , Hits= 33 , Explained Intensity= 0.32

Peptide: FETUA_HUMAN[145,159]:VCQDCPLLAPLNDTR
Glycan: SHNH(SHNH)HNN, S2H5N4

Charge: 4H
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(): additions
\% C Q D P L N D R []: charge
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=41 , Explained Intensity= 0.36

56.91, Hits
Peptide: LAMP2_HUMAN[352,361]:VQPFNVTQGK

Glycan: NNHHN(HN)H)HN(F)N, H5N6F1

Charge: 3H

Score

m/z 1098.136 charge 3 scan 0-0

[HT] (OZH)T+T4pNSH+dad

[HT] (OZH)T+yNSH+dad
[HT] (OZH)T+T4yNyH+dad

[HT] (OgH)T+yNyH+dad
[HT] (OZH)T+TdpNEH+ded| o

[HT] (OzH)T+¥NEH+dad
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[HT] yNzH+dad
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[HT] eNTH
[HT] &A
[HT] TNZH

[HT] INTH
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[HT] 2q
[HT] 2A
[HT] (OZH)T-TIN
[HT] TH

pep: intact peptide
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Glycopeptide ID -

(): additions
[]: charge

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc

e intact peptide and glycan fragments,
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62.1, Hits= 39 , Explained Intensity= 0.47

I
3000

=+ [HT] (OzZH)T+YNSHTS+dad

1

I
2500

[HT] (OZH)T+yNSH+dad

i [HT] (OzZH)T+ENVHTS+dad| o

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
(): additions
[]: charge

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide
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Peptide: THRB_HUMAN[118,124]:GHVNITR

Glycan: SHNH(SHNH)HNN, S2H5N4

Score
Charge: 3H

m/z 1001.0784 charge 3 scan 0-0
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46 , Explained Intensity= 0.39

50.96 , Hits

[HT] (OzH)T+T49N9H+dad

[HT] (OzH)T+Z4SNGH+dad

[HT] (OZH)T+T4SNGH+dad

[HT] (OzH)T+GNSH+dad
[HT] (OzZH)T+T4¥NSH+dad
[HT] (OZH)T+2dpNyH+dad

90 9
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[HT] (OZH)T+T4pNyH+ded

° 0

[HT] (OZH)T+yNyH+dad
[HT] (OzH)T+T4yNEH+dad

[HT] (OzH)T+yNEH+dad
[HT] (OzH)T+ENpH+ded
[HT] (OzZH)T+TdENEH+dad| o

[HT] (OzH)T+ENEH+dad
[HT] (OzH)T+TdENZH+dad
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[HT] (OzH)T+ENTH+dad
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°

[HT] (OzH)T+2ZN+dad
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[HT] (OzH)T+TN+dad
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[HT] ok
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[HT] vA
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3000
(): additions

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
[]: charge

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide
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Peptide: AMPN_HUMAN[126,136]:KLNYTLSQGHR

Score
Glycan: HEN6F2
Charge: 4H

m/z 950.6725 charge 4 scan 0-0
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m/z 1145.9838 charge 4 scan 0-0

Score=42.62 , Hits= 42 , Explained Intensity= 0.32

Peptide: MGA_HUMAN([817,834]:GGYIFPTQQPNTTTLASR
Glycan: HEN6F3

Charge: 4H
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0 1000 2000 3000 4000
m/z e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide
9 10 11 12 13 14 15 16 17 18 X pep 9 g pep pep
(): additions
G G Y P N T T SR []: charge
18171615141312111098 LLLLL
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m/z 859.1006 charge 4 scan 0-0

Score= 48.32 , Hits= 33 , Explained Intensity= 0.37

Peptide: 1GJ_HUMAN([70,80]:ENISDPTSPLR
Glycan: SHNH(SHNH)HNN, S2H5N4

Charge: 4H
o
N
g o
o
o
S —
1
T T I T T
- = - S S S S S
I T T — — —_—— —
S 35 B = = - = =
T T T g = =8 3 g8 g
IZ % I — T 0.0 —0 Iz T I T I
= D Z I B ST T o= = S =
e = I = = IIT IT )y y i ¥
000 0% T — T —_ SOS oS o d & & & &
—N TN = A e —“ — - — o [— + zz z z z z
ITIIILI—IL T —IzT gr— T I T =] oo a s =49 S » & 5
SSS0SS Sa5d 9 oaHa . = =] = b zzz zz IT T I I I
CHISUTXECL T EST ITE T = - Lo S S S & & & &
SIZZhn 2z ¥ T8 eI X ES 2 23 338 28 33 g 2 8 g
ceooco coco o ooo 'K o o ) ) KK ') ) ) s o o
o
S —
—
o
2 3 7
2
Q 3
-
£
o _
<
o _
) l b‘
o — ..IJl. h Ih.l.l_....lv.n. Wonweahilfle o le e o . K IS | cel o ] . 1. . . . . .
0 500 1000 1500 2000 2500 3000
m/z e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide
b 2 3 4 5|6 7 8 9 1011 ()'adgitilz))ns aly g pep pep
E N/ 1SD|P|T|S|P LR []: charge
awlo |7 [s[s 5[5 21 v
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60 , Explained Intensity= 0.46

73.15, Hits

+ [HT] (OZH)T+T49NLHTS+dad ] o

+ [HT] (OZH)T+T49NZH+dad
+ [HT] (OZH)T+T4SNOHTS+dad

+ [HT] (OZH)T+T49N9H+dad
[HT] (OZH)T+T4SNSHTS+dad| o

[HT] (OZH)T+T4SNOH+dad

+
+ [HT] (OZH)T+T4pNSHTS+dad
[HT] (OZH)T+GN9H+dad
+ [HT] (OZH)T+T4SNGH+dad| o

+ [HT] (OZH)T+T4pNyHTS+dad
[HT] (OzH)T+GNSH+dad
[HT ] (OZH)T+T4¥NSH+dad
+ \+ [HT] T4yNGH+ded
[HT] (OZH)T+yNSH+dad
+ [HT ] (OZH)T+T4vNyH+dad
[HT] TdyNpH+dad

+

+

°

900 0

[HT] (OZH)T+T4ENEHTS+dad
[HT] (OZH)T+yNyH+dad
[HT] (OZH)T+T4yNEH+dad
+ [HT] (OzZH)T+TdeNYH+dad
[HT] (OZH)T+PNEH+dad
[HT] (OzH)T+ENYH+dad
* [HT] (OzH)T+T4ENEH+dad

90600000

000

[HT] (OzH)T+ENEH+dad
[HT] (OzH)T+T4ENZH+dad
[HT] (OzH)T+T4ZNeH+dad

[HT] (OzH)T+ENZH+dad

+ [HT] (OZH)T+ZNgH+dad
+ + [HT] (OZH)T+TdZNZH+dad

K]

900

[HT] (OzH)T+ZNZH+dad
+ [HT] (OZH)T+TdZNTH+ded

o0

[HT] (OZH)T+eNTH+dad
++ [HT] (OzH)T+TdgN+dad| o

°

+ [HT] (OzH)T+ZN+dad
+ [HT] (OZH)T+T4TN+dad
+ [HT] (OzZH)T-T4TN+dad
[HT] (OzH)T+TN+ded
[HT] TN+dad

=+ [HT] (OzH)T-TN+dad

900000

+ [HT] dad

=+ [HT] 214

=+ [HT] 64] o
+ [HT] 8A] e

+ [HT] 24

[HT] ok
[HT] eNzH
+ ( __I: oA

HT] INTHTS
++

[HT] vA

[HT] TNZH
+ + [HT] (OZH)I-THTS
[HT] €A

_Iﬁ JZHI
HT] 1S

._.W [HT] (OzZH)T-TS
[HT] 2k

+ 4+ + [HT] T
[HT] (O2ZH)T-TN
u_u + [HT] TA

5000
Mon Feb 17 09:50:45 2014

Glycopeptide ID -

(): additions

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
[]: charge

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide

4000

3000

m/z

101

2000

y

1

B

i

2

B

1000
3

i

4

H

9 10 11 12 13 14
D
HE

6

8

gHE

9

GLN
Eznlo

2

[HT] (OzH)T-T4

lLIN“AL’ AL SRR Y0 AN SR RO L. P ] ok 11 v la L. e

Peptide: LG3BP_HUMAN[394,407]:YKGLNLTEDTYKPR

Glycan: SHN(SHN)H(SHN(SHN)H)HN(F)N, S4H7N6F1

Score
Charge: 5H

m/z 1073.0382 charge 5 scan 0-0

14 13

Y K

wdd Aisuaul



m/z 863.3547 charge 4 scan 0-0

38, Explained Intensity= 0.27

=41.32, Hits
Peptide: MGA_HUMANJ[1672,1679]:NVTAYFPR
Glycan: HEN6F2
Charge: 4H

Score

0¢ 0 0¢-

wdd

[HT] (OzH)T+GNYH+dad

[HT] (OZH)T+¥NyH+dad

[HT] (OzH)T+YNZH+dad
[HT] (OZH)T+ENEH+dad
[HT] (OzH)T+T4ENZH+dad

[HT] (OzH)T+ENZH+dad
[HT] (OzH)T+T42ZNZH+dad

[HT] (OZH)T+ENTH+dad
[HT] (OzH)T+2ZNZH+dad
[HT] (OzZH)T+T4ZNTH+dad

[HT] (OzH)T+ZNTH+dad
[HT] (OzZH)T+TdZN+dad

[HT] (OzH)T+eN+dad
[HT] gn+dad

[HT] (OzH)T+T4TN+dad
[HT] (OzZH)T-T4TN+ded

[HT] (OzH)T+TN+dad
[HT] TN+dad

[HT] vNzH

[HT] (OzZH)T-TN+dad

[HT] dod
[HT] eNzH

[HT] 24
[HT] ok

[HT] &k

[HT] vA

[HT] TNZH
[HT] T4INTH

[HT] €A

[HT] (OZH)T+INTH
[HT] (OZH)T+T4IN
[HT] INTH
[HT] €9
[HT] 2k
[HT] 2q

[HT] T

[HT] (O2ZH)T-TN
[HT] T4

900

°

9 0 0o 00

0000

.Jl’m.n.]....u PR e P SR Y TRt |m] SR SN I . ea s LT3 BV L e e
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08
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3500

3000

2500

2000

1500

1000

500

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide

(): additions
[]: charge

/z

m

5 6 7 8
FEEL

3|a
A
6|5

2
ND/T

8

y
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ha

62 , Explained Intensity= 0.43

75.48 , Hits

[HT] (OzZH)T+SNOHTS+dad| o
[HT] (OzZH)T+YNSHZS+dad

4 [HT] (OZH)T+SNSHTS+dad | o
[HT] (OZH)T+T4YNSHTS+dad| o

[HT] (OzH)T+GN9H+dad

+ [HT] (OZH)T+YNSHTS+dad| o

+ [HT] (OzH)T+SNGH+dad
+ [HT] (OZH)T+T4yNGH+dad

[HT] (OZH)T+T4ENYHTS+dad| o

[HT] (OzH)T+¥NSH+dad
[HT] (OzH)T+ENYHTS+dad
+ [HT] (OZH)T+T4ENEHTS+ded

+ [HT] (OZH)T+yNyH+dad
+ [HT] (OzH)T+T4ENYH+dad
+ [HT] (OZH)T+ENEHTS+dad | o

- [HT] (OzH)T+yNEH+dad
n‘u [HT] (OzH)T+ENTH+dad

o0 o

° 0

[HT] (OzZH)T+TdENEH+dad| o

[HT] (OZH)T+ENEH+dad
+ [HT] (OzH)T+T4ENZH+dad
[HT] (OzH)T+T4ZNEH+dad

[HT] (OzH)T+ENZH+dad
[HT] (OzH)T+2ZNEH+dad
[HT] (OzH)T+T4ZNZH+dad

900

[HT] (OZH)T+eNZH+dad
++ [HT] (OZH)T+T4eNTH+dad

[HT] (OZH)T+eNTH+dad
[HT] (OzH)T+THZN+dad| o

+ [HT] (OzH)T+eN+dad

[HT] (OzZH)T+T4TN+dad
[HT] (OzZH)T-T4TN+dad

[HT] (OzH)T+TN+dad
1t + [HT ] TN+dod
[HT] (OzH)T-TN+dad

[HT] dod
[HT] OzH-dad

[HT] TTA

+
+ [HT] envH
+

[HT] T1q
[HT] 014
. [HT] 64
[HT] ZNEH
[HT] ZNTHTS
0 __I: 8k
HT] INZHTS
+ [HT] 2K
[HT] eNzH

+ + [HT] TNEH
[HT] _HZH“:M

HT] 9

+ :ﬁ__ N__ﬁﬂ
HTl &

+ [HT] TNZH
+ [HT] THTS
+ [HT] 2N
[HT] TNTH

[HT] €A
+ [HT] (OzZH)T-2H
._.._. [HT] TS

+ [HT] (OZH)T-TS
[HT] IN

+ + [HT] (OZH)T-IN

4000
Mon Feb 17 09:50:46 2014

Glycopeptide ID -

(): additions

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
[]: charge

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide

3000

m/z
103

2000
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y
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Peptide: LG3BP_HUMAN[542,554]:AAIPSALDTNSSK

Glycan: SHNH(SHN(S(N)HN)H)HN(F)N, S3H6N6F1

Score
Charge: 4H

m/z 1121.954 charge 4 scan 0-0

2

A A

13 12

wdd Aisuaul



62 , Explained Intensity= 0.42

55.18 , Hits
Peptide: LG3BP_HUMAN[542,554]:AAIPSALDTNSSK

Glycan: S2H7N6F1

Charge: 4H

Score

m/z 1089.6945 charge 4 scan 0-0

+ [HT] (OZH)T+T4VNSHTS+dad

°

[HT] (OZH)T+T45NSH+dad
[HT] (OzZH)T+YNSHTS+dad
[HT] (OZH)T+T4pNyHTS+dad

++

°

i+ [HT] (OZH)T+T4NGH+dad| o

+ [HT] (OzZH)T+TdENVHTS+dad

[HT] (OZH)T+yNSH+dad
._"_. [HT] (OZH)T+T4yNyH+dad| o

+ [HT] (OZH)T+TdENEHTS+dad ] o

H- [HT] (OZH)T+yNpH+dad
=+ [HT] (OzH)T+T4ENYH+dad

°

+ [HT] (OzH)T+yNEH+dad
+ [HT] (OzH)T+ENVH+dad
+ [HT] (OZH)T+TdeNEH+ded

-+ [HT] (OZH)T+ENEH+dad

He [HT] (OzZH)T+TdeNgH+dad
[HT] (OzH)T+ENZH+dad
+ [HT ] (OZH)T+T4ENTH+dad
-+ [HT ] (OzH)T+2ZNEH+dad

u‘u [HT ] (OzH)T+T42ZNZH+dad

9000 o

°

- [HT] (OZH)T+eNZH+dad
+ [HT] (OZH)T+T4eNTH+dad

[HT] (OzH)T+ZNTH+dad
+ T [HT] (OzH)T+TdZN+dad|

°

+ [HT] (OzH)T+2ZN+dad

+ [HT] (OzZH)T+TdTN+dad
H [HT] (OZH)T-T4TN+dad| o

[HT] Aow_._:_Lz,,mmm
HT] TN+do

++ + [HT] (OzZH)T-TN+dad
[HT] dod
[HT] ¥NTHTS
::__ owzlawm
HT ] ZNPH

+ 1 [HT] 014
[HT] ZNeH
[HT] 84
[HT] INZHTS
+ [ __I: LA
HT ] ZNeH

+ [HT] TNEH
[HT] INTHTS
[HT] ok

[HT] (OZH)T+2HTS

[HT] &A
+ [HT] TNZH
+ + [HT] T4INTH

[HT] 99

[HT] vA
[HT] 2
[HT] INTH

[HT] (OzZH)T+2H
+ + __ IJ_ €A
+ HT] TS

+ [HT] (OZH)T-TS

g
+
+ (1] (o
+ ._”_. +
s

I
=
~
o
©0 000000D00D0DDO00D000D00O000D0DO0DO0O0GOD0GOGDOO

[HT] IN
+ + [HT] (OzZH)T-TN

4000
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Glycopeptide ID -

(): additions

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
[]: charge

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide

3000

m/z
104

2000

1000
y
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44 | Explained Intensity= 0.34

35.62 , Hits
Peptide: PLPL6_HUMAN[1262,1270]:RSTDLNESR

Glycan: SIHIN6F2

Charge: 4H

Score

m/z 1085.1718 charge 4 scan 0-0

+ [HT] (OzZH)T+249NBHTS+dad | o

E [HT] 24vNSHTS

=+ [HT] (OZH)T-24¥N9H

[HT] (OzZH)T-Z4ZNEH
[HT] zdTINZHTS

[HT] eNvH

[HT] (OZH)T-Z4INTHTS
[HT] ZNEH

[HT] 24

[HT] INZHTS

[HT] 29

[HT] T4INTHTS

[HT] ok

[HT] eNzH

[HT] (OZH)T-2NZH
[HT] (OZH)T+INEH
[HT] TNEH

[HT] 2dINTH

+ [HT] INTHTS
+ [HT] (OZH)T-TINTHTS
[HT] sk

[HT] ga

[HT] (OzZH)T+THeN
__Ii_ ZNTH

HT] 142N

+ [HT] TNZH
[HT] T4INTH

+ + [HT] vA
[HT] eH
++ 4 [HT] T42H
+ [HTT v

+ + [HT] THTS
[HT] (OzZH)T+2ZN

+ [HT] 2N
+ Bl [HT] €A
+ [HT] INTH
[HT] (OZH)T-TINTH

4 [HT] €q
+ [HT] TS

[HT] Ao_wxva_éw

HT] 2

++ I :._ﬂ N
HT] (OZH)T-IN

+ 4 [HT] (OZH)T+TH

4000
Mon Feb 17 09:50:47 2014

Glycopeptide ID -

(): additions
[]: charge

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide

3000

m/z
105

2000

1000

WAL

7

8 9
SR
2 1y

g

3

6

N

4

T

Ll

K

3
7

mMJWM

2
R S

9

8

0¢ 0 0¢- 00T 08 09

wdd Aisuaul



m/z 980.4078 charge 3 scan 0-0

Score= 53.67 , Hits= 41 , Explained Intensity= 0.29
Peptide: MGA_HUMANJ[1672,1679]:NVTAYFPR
Glycan: H5N5F1

Charge: 3H

o
N

ppm
0

-20

[1H]

o |HIN2F1-1(H20) [1H]
° |pep+N1F1-1(H20) [1H]
© |pep+N1F1+1(H20) [1H]
© |pep+N2F1+1(H20) [1H]
o |pep+HIN2F1+1(H20) [1H]
o |pep+H2N2+1(H20) [1H]
o |pep+HIN3+1(H20) [1H]
o | pep+H2N3F1+1(H20) [1H]
o | pep+H3N3F1+1(H20) [1H]
© |pep+H4N3+1(H20) [1H]
© |pep+H4N5+1(H20) [1H]

°ly6 [1H]
o [pep+N1-1(H20) [1H]

o |H1-1(H20) [1H]
eyl [1H]
o [N1-1(H20) [1H]
o N1 [1H]
oly2 [1H]

N.

[
o |HIN2-1(H20) [1H]
o |HIN2 [1H]
o |N2F1+1(H20) [1H]
o [N3-1(H20) [1H]
olys [1H]
© |pep+N1 [1H]
© |pep+N1+1(H20) [1H]
° |pep+N2+1(H20) [1H]

o |b6 [1H]
© |pep+H2N3+1(H20)

o |HINIF1 [1H]
o |H2N1 [1H]
o |HaF1 [1H]
°|y7 [1H]

o |H3N2 [1H]
°[pep [1H]

o |H3N4F1 [1H]

intensity
60
I

20
I

o - |ll.. J. ].u..lt.......m. LT P YO P PR I .l m«]..u. J T T A I Y TR P : . .

0 500 1000 1500 2000 2500 3000

m/z e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
intact peptide and glycan fragments, pep: intact peptide

(): additions

b 2 3 4|5 6 7 8
WVEEYERR

Glycopeptide ID - Mon Feb 17 09:50:47 2014
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m/z 1180.8235 charge 3 scan 0-0

Score= 54.81 , Hits= 37 , Explained Intensity= 0.37

Peptide: CUBN_HUMAN[2526,2537]:LCSSVNVSNEIK
Glycan: HNHHN(HN)H)(N)HNN, H6N6

Charge: 3H
o
ST + oty + - +
. +
E T
o © —
g + + 4 + + +
o +
N : +
T IT T T T T TT
T T = ) ) ) = ) .
T T T = = P P ~ =~ P =~ ~
— = = =1 — — [} [e)ye] [} o —Q o) o o
T = = = —_ -~ ~ < Q& Y I N I Q&
= ~ ~ P T —9Q 9 < ot < < I I =<
= o — -0 _0 - S _ g ] = ] = = oS oS E
~ I I ] — < L + + o+ + + + + + o+
e) TT I ITT T T — —_ —_ T =23 = Q [NIRY) Q < s < < 0
—Q= - Ia= i N - T T oT = ¥ ¥ z z Z z z zz zz zz
TITII T ~—T —r—Jd1 r—vTT — poi = =1 — oo o =1 N o ® o ®m S w3
Rt L) SadE SadEa = N I zz z I I T I I IT IT I
e fan o QN S99 o) I} I 3 ¥ ¥ + F + FY T ¥ ¥ P
“ha <~ %3 5“55““%%:“ 4 o o aq E aq Q o Q o Q a aa aa a a
S$zz 8§ TIIz T8TTR CXIES T By = 28 I 88 g g g8 = g 28 28 28
© 60 © ooo0 coo0eo 00000 o o o ) e oo ° o ° o o o ) ° o ° o
o
S —
—
o —
2
2
Q 3
—
£
o —
<
o —
) 1
o — .1|. J, ] Hnndoh e L T I P o S PP .....I che wned L .I ] [ B | [ ..] a] PR T SR .
0 500 1000 1500 2000 2500 3000
m/z e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series

89101112
SSV SNE
12111098 L

glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
intact peptide and glycan fragments, pep: intact peptide
(): additions

[]: charge
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m/z 1016.92 charge 4 scan 0-0

49 , Explained Intensity= 0.34

59.23, Hits
Peptide: LG3BP_HUMAN[542,554]:AAIPSALDTNSSK

Glycan: SHN(HN)H(HN(HN)H)HN(F)N, STH7N6F1

Charge: 4H

Score

[HT] (OZH)T+T49NLHTS+dad

[HT] (OzH)T+GN9H+dad

[HT] (OZH)T+T4vNGH+dad

[HT] (OzH)T+yNGH+ded
[HT] (OzZH)T+T4vNyH+dad

[HT] (OZH)T+THENEHTS+dad

[HT] (OzH)T+ENYH+dad
[HT] (OzH)T+T4ENEH+dad

[HT] (OzH)T+ENEH+ded
[HT] (OzH)T+T4ENZH+dad
[HT] (OZH)T+TdeNEH+dad

[HT] (OzH)T+eNEH+dad
[HT] (OzH)T+T4ZNZH+dad

[HT] (OzH)T+2ZNZH+dad
[HT] (OzZH)T+T4ZNTH+dad

[HT] (OzH)T+ZNTH+ded
[HT] (OzZH)T+TdeN+dad

[HT] (OzH)T+2ZN+dad

[HT] (OzZH)T+T4TN+dad
[HT] (OzZH)T-T4TN+dad

[HT] (OzH)T+TIN+dad
[HT] TN+dad
[HT] (OzH)T-TN+dad

[HT] dod
[HT] OzH-dad

[HT] eNvH
[HT] 014

I

N
SIz_ I
ST
SoSors
STy

I T
[t P P,

Cogogniigggnn
© ~ oo
S8ILTECHIIER

II—I—IT
e NG|

I
=1

N
[HT] INTH

[HT] (OZH)T-TNTH
[HT] €A

[HT] 1S

[HT] (OzZH)T-TS

[HT] IN
_IZAONI:LZ

[HT] (OzH)T-T4

o0

o 00

00

o0

K]

00

(0[0)

08

Alsuayul

09

ov

0¢

o

4000

3000

2000

1000

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide
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[]: charge
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Glycopeptide ID -
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48 , Explained Intensity= 0.35

44.13 , Hits
Peptide: LG3BP_HUMAN[542,554]:AAIPSALDTNSSK

Glycan: SIH7N7F1

Charge: 4H

Score

m/z 1067.6907 charge 4 scan 0-0
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Glycopeptide ID -

(): additions

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
[]: charge

e intact peptide and glycan fragments, pep: intact peptide
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m/z 1049.1785 charge 4 scan 0-0

48 , Explained Intensity= 0.36

54.72 , Hits
Peptide: LG3BP_HUMAN[542,554]:AAIPSALDTNSSK

Glycan: SHN(S(N)HN)H(HNH)HN(F)N, S2HBN6F1

Charge: 4H
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[HT] (OZH)T+T4¥NSHTS+dad

[HT] (OzZH)T+T4SNSH+dad
[HT] (OzZH)T+YNSHTS+dad

[HT] (OzH)T+GNSH+dad

[HT ] (OzZH)T+T4SNEH+dad
[HT ] (OgH)T+yNSH+dad
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[HT] (OzZH)T+ENVHTS+dad

[HT] (OzH)T+ENEHTS+dad
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[HT] (OZH)T+ENEH+dad
[HT] (OzH)T+T4ZNeH+dad

[HT] (OzH)T+ENZH+dad
[HT] (OzH)T+ZNEH+dad
[HT ] (OzZH)T+T42ZNZH+dad

[HT] (OzH)T+2NZH+dad
[HT] (OzH)T+ZNTH+dad

[HT] (OzH)T+ZN+dad
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e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide
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[]: charge
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47 , Explained Intensity= 0.41

64.81 , Hits

[HT] (OzH)T+yNyH+dad
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Peptide: LG3BP_HUMAN[542,554]:AAIPSALDTNSSK

Glycan: SNNH(HNH)HN(F)N, S1H4NSF1

Score
Charge: 3H

m/z 1125.8085 charge 3 scan 0-0

3000
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Glycopeptide ID -

(): additions
[]: charge

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide

2500

2000

m/z
111

1500

1000

13
y

S K

2

12
1

5|
E

3

¥

9 10 1
He

500
8
HE

6

7
L
7

A

|

6
8

5
B

4
0

i

3

2
|

A A

13 12 11

o
o
P —
|
o
S —
-
o _
©
o _|
©
o _
<
[ TE—
N
o —

wdd Aisuaul



m/z 1318.776 charge 4 scan 0-0

ppm

intensity

Score= 36.02 , Hits= 41 , Explained Intensity= 0.31

Peptide: UROM_HUMAN[223,245]:CNTAAPMWLNGTHPSSDEGIVSR
Glycan: S3H4N4F3

Charge: 4H
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y8 [1H]
H3N2 [
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[1H]

o [S2HIN2F2-1(H20) [1H]

° |HIN1-1(H20) [1H]
o ly14 [1H]

o [N1-1(H20) [1H]
oly3 [1H]

° [S1H1-1(H20) [1H]
o [S1H1 [1H]

o [H2N1 [1H]

o [y5 [1H]

o |NI [1H]
o [s1-1(H20) [1H]

o|s1 [1H]
o |HINL [1H]
o|N2 [1H]

o |SIHINL [1H]
o [HINIF2 [1H]
o |H3N1 [1H]
°

°

o |S1H2NL [1H]
°

°

o|y9 [1H]

° ly10

° yl

o |y13 [1H]
°lyl6 [1H]
°|yl7 [1H]

40
I

o |pep+H3N2+1(H20) [1H]

o | pep+HIN2F3+1(H20) [1H]

o |pep+S1H3N2+1(H20) [1H]

o | pep+H3N2F3+1(H20) [1H]
o [pep+H2N3F3+1(H20)

o | pep+S1H3N3F1+1(H20) [1H]
o | pep+S2H3N3F1+1(H20) [1H]
© |pep+S1H3N3F3+1(H20) [1H]
o | pep+H4N4F3+1(H20) [1H ]

o |pep+S2H3N3F3+1(H20) [1H]
© |pep+S2H4N4F1+1(H20) [1H]
o | pep+S2HANAF3+1(H20) [1H]
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0 1000 2000 3000

m/z
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4000 5000

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series

glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
intact peptide and glycan fragments, pep: intact peptide
(): additions

[]: charge

Glycopeptide ID - Mon Feb 17 09:50:49 2014




45 , Explained Intensity= 0.42

60.61 , Hits
Peptide: CUBN_HUMAN[2082,2090]: AGFNASFHK

Glycan: HNH(HN(HN)H)(N)HN(F)N, HBNBF1

Charge: 3H

Score

m/z 1105.7849 charge 3 scan 0-0

[HT] (OZH)T+T4SNOH+dad| o

[HT ] (OZH)T+T4SNGH+dad
[HT] T45NGH+dad

o0

[HT] T49NEH+dad
[HT] (OzH)T+GNSH+dad
[HT] (OZH)T+T4SNYH+dad| o

[HT] (OzH)T-9NEH+dad
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[HT] (OzH)T+T4yNyH+dad

[HT] (OZH)T+yNyH+dad
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)
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°
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Glycopeptide ID -

(): additions
[]: charge

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide
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m/z 995.7552 charge 3 scan 0-0

ppm

intensity

Score=47.74 , Hits= 32 , Explained Intensity= 0.33

Peptide: LG3BP_HUMAN[542,554]: AAIPSALDTNSSK
Glycan: SHNH(HH)HNN, S1H5N3

Charge: 3H
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glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
intact peptide and glycan fragments, pep: intact peptide

(): additions
[]: charge

Glycopeptide ID -

Mon Feb 17 09:50:49 2014




51, Explained Intensity= 0.38

70.63 , Hits
Peptide: LRP2_HUMAN[1550,1555]:NLTNPR

Glycan: FHNH(HNH)(N)HN(F)N, H5N5F2

Charge: 3H

Score

m/z 944.7243 charge 3 scan 0-0
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47 , Explained Intensity= 0.39

67.58 , Hits

[HT] (OzZH)T+THENYHTS+dad | o

[HT] (OzH)T+T4yNyH+dad

[HT] (OZH)T+PNpH+ded
[HT] (OzH)T+T4yNEH+dad

[HT] (OZH)T+TdENVH+dad] o
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[HT] (OZH)T+TdeNgH+ded | o
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2500
Glycopeptide ID -

(): additions
[]: charge

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide
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Peptide: LG3BP_HUMAN[542,554]:AAIPSALDTNSSK

Glycan: SHNH(NH)HN(F)N, SIHAN4F1

Score
Charge: 3H

m/z 1058.1147 charge 3 scan 0-0
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61.8 , Hits= 43, Explained Intensity= 0.36

Peptide: LRP2_HUMAN[1550,1555]:NLTNPR
Glycan: HNH(HNH)(N)HN(F)N, H5N5F1

Charge: 3H

Score

m/z 896.0397 charge 3 scan 0-0
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Glycopeptide ID -

(): additions
[]: charge
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e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide
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49 , Explained Intensity= 0.38

76.41 , Hits
Peptide: IGHG2_HUMANJ[172,180:EEQFNSTFR

Glycan: HNH(HNH)HN(F)N, H5N4F1

Charge: 3H

Score

m/z 976.0581 charge 3 scan 0-0

[HT] (OZH)T+T4¥NGH+dad| o

[HT] (OZH)T+T4¥NyH+ded| o

[HT] (OzH)T+TdENYH+dad

[HT] (OzH)T+ENYH+dad
[HT] (OzH)T+T4ENEH+dad

[HT] (OzH)T+ENEH+dad
[HT ] (OzZH)T+T4ENZH+dad

[HT] TdZNEH+dad

HIH:ONI:,&ZNIE%
:._:ﬁoN:vTNZmIEmQ
[HT] (OzH)T+T42ZNZH+dad
[HT] gNgH+dad

[HT] TdzNZH+ded

90000

[HT] (OzH)T+ZNZH+dad
[HT] (OZH)T+TdeNTH+dad
[HT] gNzH+dad

[HT] T4ZNTH+ded

X

[HT] (OZH)T+eNTH+dad
[HT] (OzZH)T+THZN+dad| o

[HT] (OzH)T+ZN+dad
[HT] gn+dad

[HT] (OZH)T+T4TN+dad
[HT] T4TN+dad

[HT] (OzH)T-T4TN+dad

20000

[HT] (OzH)T+TN+dad
[HT] TN+dad
[HT] (OzZH)T-TN+dad

900

[HT] ded
[HT] OZH-dad]| o

°

[HT] envH

[HT] 24
[HT] ZNeH

[HT] INEH
[HT] (OzH)T-TNEH

[HT] (OZH)T+T4IN
[HT] INTH

[HT] (OZH)T-TINTH
[HT] 2k

I

=1

5]

a
9600000 000

[HT] 2q
[HT] IN
[HT] (OZH)T-TN
[HT] T4

3000

Mon Feb 17 09:50:51 2014

2500

it

Glycopeptide ID -

(): additions
[]: charge

ol
e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide
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m/z 1294.486 charge 3 scan 0-0

Score= 35.43 , Hits= 25, Explained Intensity= 0.17

Peptide: THBG_HUMAN[27,41]:VTACHSSQPNATLYK
Glycan: SHNH(SHNH)HNN, S2H5N4

Charge: 3H
o
«
+
S
o
o
& —
1
T
B
T 9
—_ —_— I
r z 2 - - 4
e O _ - I_ I _ _ <
o_.o6_ Tz T = T = T — 5
—RQ= Q9q—-3I5 -5 G- ——G——"—5 —= - 2
TIL IIIy—I—I—I IZ—I IJI— — = =
S5 SO L8 A998 9545 989 = = )
iz LonGfolgfs shGonied 2% g 5
S22 3HNTTR5 T8 8525 5537 21 2 2
G060 0000000 006 0000 0600 ) o o
o
S —
=
2 8 7
2
o _
Q ©
£
o _
<
o — ||I|lll |||.IT¢... weo duei ¥ w .Yo.IL Jobien o i bl .l o |.||l Wl ol .||l ..l "o il il ' | A . ' .
0 1000 2000 3000 4000
m/z e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
b 2 3 4 q 5 ﬂ 1o 10 11 12 13]1a 15 e intact peptide and glycan fragments, pep: intact peptide
(): additions
V TACH'S|S'QIP NATLIYK []: charge
15 14 13 12 11 10|9 8|7 6 5|4 [3]|2|1 Y
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51, Explained Intensity= 0.39

59.86 , Hits
Peptide: LG3BP_HUMAN][396,407]:GLNLTEDTYKPR

Glycan: SHN(SHN)H(SHN(SHN)H)HN(F)N, S4H7N6F1

Charge: 5H

Score

m/z 1014.809 charge 5 scan 0-0

[HT] (OZH)T+T4SNSHTS+ded |

[HT] (OZH)T+T4SN9H+dad| o
[HT] (OZH)T+T4YNGHTS+dad
[HT] (OzH)T+GN9H+dad

[HT] (OZH)T+GNSH+dad
[HT] (OZH)T+T4SNyH+dad
[HT] (OZH)T+T4¥NGH+dad| o

[HT] (OZH)T+THENYHTS+dad
[HT] (OZH)T+yNSH+dad
[HT] (OZH)T+TdyNYH+dad] o

[HT] (OzZH)T+THENEHTS+dad

[HT] (OZH)T+yNyH+dad
[HT] (OZH)T+TdENYH+dad
[HT] (OzH)T+yNEH+dad
[HT] (OZH)T+T4yNZH+dad
[HT ] (OzH)T+ENTH+dad
[HT] (OzH)T+TdENEH+dad

o0

9060000 0

[HT] (OzH)T+ENEH+dad

°

[HT] (OzH)T+ENZH+dad
[HT ] (OzH)T+ZNEH+dad
[HT] (OZH)T+TdgNZH+dad| o

o0

[HT] (OzH)T+2ZNZH+dad
[HT] (OZH)T+T4eNTH+dad| o

[HT] (OzH)T+ZNTH+dad
[HT] THZN+dad

o0

[HT] (OzH)T+ZN+dad
[HT] (OzZH)T+T4TN+dad
[HT] T4TN+dad

[HT] (OZH)T-T4TN+dad

[HT] (OzH)T+TN+dad
[HT] TN+dad| e

9000

[HT] dad

[HT] 64|

[HT] 84}

[HT] 24

[HT] ok
[HT] ok
[HT] INTHTS
[HT] vA
[HT] TNZH
[HT] 2N
[HT] €A

[HT] INTH
[HT] Ao_N_._:_lNI
HT] TS

++ [HT] Ao_wxvﬂ_law

HT] 2

++ + [HT] TN
[HT] (OZH)T-TN

+ + + [HT1 T4

5000

Mon Feb 17 09:50:52 2014

Glycopeptide ID -

4000
(): additions

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
[]: charge

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide
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ol =l

++

=43, Explained Intensity= 0.4

55.98 , Hits
Peptide: LG3BP_HUMAN][396,407]:GLNLTEDTYKPR

Glycan: SHN(SHN)H(SHN(SHN)H)HNN, S4H7N6

Charge: 5H

Score

m/z 985.5985 charge 5 scan 0-0

[HT] (OzH)T+GN9H+dad

[HT] (OzH)T+GNSH+dad
[HT] (OzH)T+YNyHTS+dad

[HT] (OzH)T+GNYH+dad
[HT] (OzH)T+yNSH+dad| o

[HT] (OzH)T+ENVHTS+dad| o
[HT] (OzH)T+yNpH+dad
[HT] (OzZH)T+ENEHTS+dad

°

°

[HT] (OzH)T+yNEH+dad
[HT] (OZH)T+ENVH+dad

)

[HT] (OzH)T+ENEH+dad

[HT] (OzH)T+ENZH+dad
[HT] (OzH)T+ZNEH+dad| o

[HT] (OzH)T+ZNZH+dad

°

[HT] (OZH)T+eNTH+dad

°

[HT] (OzH)T+ZN+dad

1 (ozH)T+TN+dad
1 (OzH)T-TN+dad

HT
HT

°

[HT] dad

[HT] TNZH

[HT] THTS

[HT] (OZH)T-THTS
[HT] 2N

[HT] €A

[HT] INTH

[HT] (OZH)T-TINTH
[HT] (OzZH)T+2ZH
[HT] 1S

[HT] (O2ZH)T-TS
[HT] 24

[HT] IN

[HT] (OZH)T-TN
[HT] 1A

5000

Mon Feb 17 09:50:54 2014

4000
Glycopeptide ID -

(): additions
[]: charge

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide
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m/z 921.71 charge 3 scan 0-0

Score=46.11, Hits= 29 , Explained Intensity= 0.27

Peptide: RGS16_HUMAN([54,63]:NFSEDVLGWR
Glycan: HHH(H(H)H)HNN, H7N2

Charge: 3H
o 7
« + + ¥
[} © + +
= T+ + +
o +
L
|
T T T T
- = = z z E z
I I I — — —
— — — N P~ N N
= -= = = = g 8 8 g
i 53 T 9-9 9 z z ES z
5 55 T T T T b Iz z 3 3 3 3
o [e)e) T T T I — D= = Y Y] Y 8
L=—L&I= —m—F —m— — = — = — = — oT N oy z z z z
TItTtrtI Ir—IT T — T —T T — T N1 oo I = I ] S
SOSgED DEgSE S5 g I gi Eog A £33 H I I 3 e
doadidy Nefog ¢ 8w Be o~ 3 . g8 558 g g g 8 g8
IIT>ITZ22Z Il Z(g Ee] I o I o o I °>’. o Q [-5-%-% Q =3 [=% Q. Q.
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<
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o — |l.l| .*: ulid ) nl.hllil.lun.h:nululn'l BN T PR 1Y TR R4 .“... vl R TR we it ool ]. " 1 T i\ T . . . .

0 500 1000 1500 2000 2500

peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
intact peptide and glycan fragments, pep: intact peptide

9 (): additions

W R []: charge

201y

m/z

10

F slelo vl
9 8 7 6 5 4|3

b
E
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m/z 1065.4534 charge 3 scan 0-0

Score= 37.99 , Hits= 30, Explained Intensity= 0.26
Peptide: LYAG_HUMANJ[465,479]:GVFITNETGQPLIGK
Glycan: S2H3N2F1

Charge: 3H

o
N

g o
o
o
I
1
_ T _ _ T T
—_ L ha B T T fal =
I — a — = = o~ —~
- = - S ~ 2 -~ - = 2 8
I 3 B = - Q z Q e) e} z Es
o = = [e) T < — T Ty o = -
§ §_ §._ 5% Tr T T R Iz z g 3
- ——— —_ —_ —_ ¥ o— —-—% —_ — —
? =T %5117‘: ) E‘:‘I: T ¢ rTg I 5 E oo & ] &
S S5 STESLg Saa Zata o & 535 0§ has = zz z I I
Lol A neaE S IT8.8 o & o 5 995 ] s s s s <
L zY »n32TT 2TZ HIZTI ¥ T 25 33T = 2 28 2 2 2
e o0 ooocooo PR EE) ) s o o ooo o ) K] ) o o
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2 3 7
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Q 3
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0 500 1000 1500 2000 2500 3000
m/z e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide
b 2 3|4 5 6 7 8 9 10[11 12 13 14 15 ()'adgitilc))ns 9 g pep pep
G VF'l TNJE|T|GQ|P LI |GK []: charge
15 14|13 12 11|10| 9|8 |7 6|5 4[3]|2 1 Y
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70.6 , Hits= 45 , Explained Intensity= 0.51
Peptide: CO4A_HUMAN[1326,1336]:GLNVTLSSTGR

Glycan: SHNH(SHNH)HNN, S2H5N4

Charge: 3H

Score

m/z 1103.789 charge 3 scan 0-0

[HT] (OzZH)T+YNSHTS+dad

[HT] (OZH)T+yNYHTS+dad

[HT] (OZH)T+¥NSH+dad

[HT] (OzH)T+ENYHTS+dad

[HT] (OzH)T+yNpH+dad

[HT] (OzH)T+ENEHTS+dad

[HT] (OzH)T+ENVH+dad

[HT] (OzH)T+ENEH+dad

[HT] (OzH)T+ENZH+dad
[HT] (OzH)T+ZNgH+dad

[HT] (OzH)T+2ZNZH+dad
[HT] gNzH+dad

[HT] (OzH)T+ZNTH+dad
[HT] gNTH+dad

[HT] (OzH)T+ZN+dad
[HT] zNn+dad

[HT] (OzH)T+TN+dad
[HT] TN+dad
[HT] (OzZH)T-TN+dad

[HT] dad
[HT] envH

[HT] zNneH

[HT] 84
[HT] TNZHTS

[HT] 2NzH
[HT] 24

[HT] TNEH
[HT] INTHTS
[HT] ok

[HT] TNZH
[HT] ok

[HT] 59

[HT] THTS
[HT] (OZH)T-THTS
[HT] vA

[HT] 2N

[HT] va

[HT] INTH
[HT] (OZH)T-TNTH
[HT] 1S

[HT] (OzZH)T-TS
[HT] IN

[HT] (OZH)T-TN
[HT] 1A

[HT] 29
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Glycopeptide ID -

(): additions
[]: charge

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide
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m/z 927.0483 charge 3 scan 0-0

ppm

intensity

Score= 23.27 , Hits= 18 , Explained Intensity= 0.11

Peptide: AMN1_HUMANI[90,96]:LNLNASK
Glycan: HEN3F3

Charge: 3H

o T
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b ;‘34567
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500

1000 1500

m/z

125

2000

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide

(): additions

[]: charge
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m/z 1145.1309 charge 3 scan 0-0

51, Explained Intensity= 0.59

81.23, Hits=

Score

Peptide: 1GJ_HUMAN([70,80]:ENISDPTSPLR

Glycan: SHNH(SHNH)HNN, S2H5N4

Charge: 3H

0¢ 0

wdd

0¢-

[HT] (OzH)T+YNSHTS+dad

[HT] (OzH)T+PNyHTS+dad

[HT] (OZH)T+YNSH+dad

[HT] (OzZH)T+ENYHTS+dad

[HT] (OZH)T+¥NyH+dad

[HT] (OzZH)T+ENEHTS+dad

[HT] (OZH)T+ENpH+ded
[HT] eNyH+dad

[HT] (OzH)T+ENEH+dod
[HT] eNgH+dad

[HT] (OzH)T+ENZH+dad
[HT] (OzH)T+eNEH+ded
[HT] gNeH+dad

[HT] (OzH)T+2ZNZH+dad
[HT] gNzH+dad

[HT] (OzH)T+ZNTH+dad
[HT] gNTH+dad

[HT] (OzH)T+ZN+dad
[HT] gn+dad

[HT] (OzH)T+TN+dad
[HT] TN+dad
[HT] (OzH)T-TN+dad

[HT] eNvHTS

[HT] dod
[HT] OgH-dad

[HT] envH

[HT] 64

[HT] eNeH
[HT] 84

[HT] INZHTS
[HT] 24

[HT] eNzH
[HT] TNEH
[HT] 9k
[HT] INTHTS

[HT] &k
1 ZNTH

[HT] INTH

[HT] (OZH)T-TNTH
[HT] (OzZH)T+2ZH
[HT] (OzZH)T-2H
[HT] 1S

[HT] (OzZH)T-TS

[HT] IN
[HT] (OZH)T-TN
[HT] 1A

°

°

)

o0

° 0

°

(0[0)

08

09

oy 0c¢

o
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3000

2500

2000

1500

1000

500

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide

(): additions
[]: charge

m/z

9 10 11

2 3 4 5 6 7 8
S HAEHAH
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-|_l-_+

53, Explained Intensity= 0.48

77.47 , Hits
Peptide: CUBN_HUMAN([778,788]:VCGNGTISHIK

Glycan: HNHHNH)(N)HN(F)N, H5N5F1

Charge: 3H

Score

m/z 1053.11 charge 3 scan 0-0

[HT ] (OZH)T+T4SNGH+dad

[HT] (OZH)T+T4SNyH+dad

[HT ] (OzH)T+yNSH+dad
[HT] (OZH)T+T4pNyH+ded
[HT] yNSH+dad

[

[HT
[HT
[HT

HT] (OZH)T+yNyH+dad
] (OzZH)T+T4pNEH+ded
1 (OzH)T-T4vNEH+dad
] (OZH)T+TdENYH+dad

[HT] (OzH)T+yNEH+ded
[HT] (OzH)T+ENpH+ded
[HT] (OzH)T+T4ENEH+dad

[HT] (OZH)T+yNZH+dad
[HT] (OzH)T+ENEH+dad
[HT] (OzH)T+T4ENZH+dad
[HT] 14eNZH+dad

[HT] (OzH)T+T4ZNEH+dad

[HT] (OzH)T+ENZH+dad
[HT] (OZH)T+T4ENTH+dad
[HT] eNgH+dad

[HT] (OzH)T+2ZNEH+dad

[HT] (OzH)T+ENTH+dad
[HT] (OzH)T+ZNZH+dad
[HT ] (OzZH)T+T4ZNTH+dad

[HT] (OzH)T+ZNTH+dad
[HT] (OzZH)T+TdZN+dad

[HT] (OzH)T+ZN+dad
[HT] gn+dad

[HT] (OZH)T+T4TN+dad
[HT] T4TN+dad

[HT] (OzZH)T-T4TN+dad

[HT] (OzH)T+TN+dad
[HT] TN+dad
[HT] (OzH)T-TN+dad

[HT] dod
[HT] OzH-dad

[HT] 014
[HT] otq

[HT] 69
[HT] eNeH

[HT] 24
[HT] eNzH

[HT] sA
[HT] (OzZH)T+TH2N
[HT] ZNTH

[HT] TNZH
[HT] vA

[HT] €A
[HT] INTH
[HT] (OZH)T-TINTH

[HT] 2k

[HT] IN
[HT] (OzZH)T-TN

)
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900600
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Glycopeptide ID -

2500
(): additions

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
[]: charge

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide
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52, Explained Intensity= 0.5

65.06 , Hits
Peptide: 1GJ_HUMAN([70,80]:ENISDPTSPLR

Glycan: SIH5N3F1

Charge: 3H

Score

m/z 1029.0918 charge 3 scan 0-0

H [HT] TdgNgHTS+dad

=+ [HT] (OzZH)T+T4ENSH+dad | o

-+ [HT] (OzH)T+ENSH+dad

+ [HT] (OZH)T+TdENEH+dad
+ [HT] (OzH)T+T4ZNyH+dad

°

A [HT] (OzH)T+ZNyH+dad
_q. [HT] (OZH)T+TdeNEH+dad

[HT ] (OzH)T+ZNEH+dad
+ + [HT] (OZH)T+T4zNZH+ded
[HT] TdZNZH+dad

900

+ [HT] (OzH)T+ZNZH+dad
+ [HT] zNzH+dad

°

+ [HT] (OzH)T+eNTH+dad
[HT] (OzH)T+TdgN+dad] o

[HT] zn+dad

[HT] (OZH)T+T4TN+dad
+ - [HT] T4TN+dad
+ [HT] (OZH)T-T4TN+dad

..ﬁ [HT] (OzH)T+2ZN+dad

20000

[HT] (OzH)T+TN+dad

a8 N [HT] TN+dod

)

[HT] (OzH)T-TN+dad

[HT] dod
+ - [HT] OzH-ded

o0

E [HT] 64

H [HT] 2NeH
[HT] 84
+ [HT] TNPH

[HT] 24

[HT] eNzH

[HT] (OzZH)T+eNTS
[HT] TNEH

+ [HT] ok

+ + [HT] INTHTS
[HT] eNTH

[HT] (OZH)T-THeN
+ [HT] TNZH
[HT] INTS

+ o+ [HT] T4TH
+ [HT] (OzH)T-2H

+ [HT] 1S
-H [HT] (OZH)T-TS

+ (W] ¢ Eﬂ T
HT]1 (OZH)T-TN

+ [HT] T4

+ [HT] (OZH)T-TH

T

e

z 3
Goocococococccoccooocoooo o
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Glycopeptide ID -

(): additions

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
[]: charge

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide
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++

61 , Explained Intensity= 0.49

63.16 , Hits
Peptide: CUBN_HUMAN[2526,2537]:LCSSVNVSNEIK

Glycan: HEN6F3

Charge: 3H

Score

m/z 1326.8784 charge 3 scan 0-0

[HT] (OzH)T+249N9H+dad
[HT] (OzZH)T+E4SNOH+dad

[HT] (OzZH)T+E4SNGH+dad

[HT] (OzZH)T+24SNSH+dad

[HT] (OzZH)T+T4SNSH+dad
[HT] (OzH)T+2dSNYH+dad

[HT] (OzH)T+EdPNyH+dad

[HT] zdyNyH+dad

[HT] (OzH)T+24vNeH+dad
[HT ] (OzH)T+T4ENSH+dad

[HT] (OZH)T+yNyH+dad
[HT] (OZH)T+T4yNEH+dad
[HT] (OzH)T+zZdENEH+dad
[HT ] (OzZH)T-Zd4ZNYH+dad

[HT ] (OZH)T+yNEH+dad
[HT] (OZH)T+T4yNZH+dad
[HT] (OzH)T+T4ENEH+dad

[HT] (OZH)T+¥NZH+dad
[HT] (OzH)T+ENEH+dad

[HT] (OzH)T+ZNEH+dad
[HT ] (OzZH)T+T42ZNgH+dad

[HT] (OzH)T+ENTH+dad
[HT] (OzH)T+2NZH+ded
[HT] (OzZH)T+zdeN+dad

[HT] (OzH)T+ZNTH+dad
[HT] gNTH+dad

[HT] (OzH)T+2ZN+dad

[HT] (OzZH)T+T4TN+dad
[HT] (OZH)T-T4TN+dad

[HT] (OzH)T+TN+dad
[HT] TN+dad

[HT] (OZH)T+E4TNSH

[HT] (OzH)T+2ZNOH
[HT] dad

[HT] envH
[HT] TTq

[HT] oTq
[HT] eNvH
[HT] T42NEH
[HT] ZNEH
[HT] Td2NZH
HT] 2A

=1
~
a

TooT
=
z
©
T

Tl 5q

[HT] 2N

[HT] INTH

[HT] 141N

[HT] (OZH)T-TNTH

[HT] 2q

[HT] IN
_E:ONETE
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Glycopeptide ID -

(): additions

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
[]: charge

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide
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m/z 1331.293 charge 4 scan 0-0

52, Explained Intensity= 0.46

66.81 , Hits
Peptide: UROM_HUMAN[499,519]:FALLMTNCYATPSSNATDPLK

Glycan: SHNH(SHN(SHN)H)HN(F)N, S3HEN5F1

Charge: 4H

Score

[HT] (OZH)T+T4SNOHES+dad

[HT] (OZH)T+T4rNGHZS+dad

[HT] (OZH)T+yNSHTS+dad
[HT] (OZH)T+T4vNYHTS+dad

[HT] (OZH)T+T4¥NGH+dad

[HT] (OZH)T+yNSH+dad
[HT] (OZH)T+T4yNyH+dad
[HT] (OzZH)T+ENYHTS+dad

[HT] (OZH)T+THENEHTS+dad

[HT] (OzH)T+T4ENYH+dad
_:H:ONIVTmszmEmQ

[HT] (OZH)T+ENVH+dad
[HT] (OzH)T+TdENEH+dad

[HT] (OzH)T+ENEH+dad
[HT] (OzH)T+T4ENZH+dad
[HT] (OzH)T+TdeNgH+ded

[HT] (OzH)T+ENZH+dad
[HT] (OzH)T+2ZNEH+dad
[HT ] (OzZH)T+T42ZNZH+dad

[HT ] (OzH)T+ZNZH+dad
[HT] (OZH)T+T4ZNTH+dad

[HT] (OzH)T+ZNTH+dad
[HT] (OzZH)T+TdZN+dad

[HT] (OzH)T+2ZN+dad
[HT] (OZH)T+T4TN+dad

[HT] (OzH)T+TN+dad

[HT] dad

[HT] TTO
[HT] otq
[HT] ZNeHTS
[HT] 69
[HT] eNvH
[HT] 014
[HT] ZNEH
[HT] INZHTS
[HT] eNzH
[HT] TNEH
[HT] INTHTS
[HT] ok
[HT] oA
[HT] TtNZH
[HT] vA
[HT] THTS
[HT] 2N
[HT] INTH

[HT] (OzZH)T-TS
[HT] 2q
[HT] IN
_IH:ONI:AZ
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X,y,z: C-terminal series

e peptide fragments, a,b,c: N-terminal

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
(): additions
[]: charge

e intact peptide and glycan fragments, pep: intact peptide

m/z
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m/z 1133.6877 charge 4 scan 0-0

Score= 54.56 , Hits= 42 , Explained Intensity= 0.32

Peptide: LRP2_HUMAN[2797,2815]:EFICNGVDNCHDNNTSDEK
Glycan: FHNH(FHNH)(N)HN(F)N, HSNSF3

Charge: 4H
o — T T
« + F
+ + + + + +
+ + + + +
g o il
a + + + +
+ + +
o
N - + + + + +
I_T T _ T T
T 2 r 2 T o i
= = - = I - —5= 3 = S = =
T z ke 25 23 98 5 8 > & 88
= 5 = ] - = 0o = IO IO I o I T
I — ) o— - 5.6 $.°8 S5 g = o =t 55
o 5 T g Sa T - T— TLY T < ¥ Jraay
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[e) T I T T T I I — S— —_— —_ T — S AT NN ® ®® <) < < S
ST — ST THE— H— ey & 2 iz Iz T R oT LY LT zzz 2z 2 = z zz
ITx —9I gf——1 —Ix —T — = 3 T3 =9 = gl =1 =h==] San Nmd N® o] =3 =3 S
et T A R = ~ ~ ¢ - 52 = = Fd A zzz zzz IIT IT I I I IT
— — g — | TE¥YE TEE TEF T ¥ ¥ ¥ ¥ ¥
oo SZu 5834 &g §2 § & g &3 9% 3 §6 g8 8% &8s 888 8% & 8 & g8
ZZ > IZZ I II > I3 I o I I > I > >0 pe] IT QQ [=g-%-% [=g-%-% QQQ QO Q Q. Q. Q Q.
G0 o0 o000 cooo oo ) s o o oo oo ) oo K] o6 ooo 206 oo o ) ) )
o
S —
—
o _
2 3
2
Q 3
-
£
o _
<
o _
«
o — |]|| ] e Lo 11 @ @i o eeruie o nelhes cwsiw v de e W " o .«1 w ol QL [ LR TR Y vosl .VI'I . oll [ IR | (0 ' .
0 1000 2000 3000 4000
m/z e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
b 2 3 4 5 6 7 8l9 101 1ﬂ 13 12]15 16 17 18 19 e intact peptide and glycan fragments, pep: intact peptide
(): additions
EFICNGVDNCHD'NN|TSDEK []: charge
19181716151413&211&09s7b543L21y
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m/z 980.4081 charge 3 scan 0-0

ppm

intensity

Score=51.85, Hits= 34 , Explained Intensity= 0.47

Peptide: 1GJ_HUMAN([70,80]:ENISDPTSPLR
Glycan: SHNH(HH)HNN, S1H5N3

Charge: 3H
o
o
N
1
T T T T T T
- = = = = = e = =
I I T = = = i i
— = = N P~ P~ N —~ P~
T T == = =2 g =2 g g S
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0 500 1000 1500 2000 2500 3000
m/z e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series

8 9 10 11

2 3 4 5 6 7
S HHEHMH I A

132

glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
intact peptide and glycan fragments, pep: intact peptide
(): additions

[]: charge
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49 , Explained Intensity= 0.42

48.17 , Hits

Peptide: LG3BP_HUMAN[542,554]:AAIPSALDTNSSK

Score
Glycan: S3H7N6
Charge: 4H

m/z 1125.954 charge 4 scan 0-0

[HT] (OzZH)T+SN9HZS+dad

[HT] (OzZH)T+SNOHTS+dad

[HT] 9NzHzs+dad

[HT] (OzH)T+GN9H+dad
[HT] (OzZH)T+PNSHTS+dad

[HT] (OzH)T+GNSH+dad
[HT] (OzH)T+yN9H+ded
[HT] (OzH)T+PNyHTS+dad

[HT] (OzH)T+GNYH+dad
[HT] (OZH)T+YNSH+dad

[HT] (OzH)T+ENVHTS+dad

[HT] (OZH)T+¥NyH+dad

[HT] (OzH)T+¥NEH+dad
[HT] (OzH)T+ENYH+dad

[HT] (OzH)T+ENEH+dad

[HT] (OzH)T+ENZH+dad
[HT] (OzH)T+2ZNEH+dad

[HT] (OzH)T+2ZNZH+dad
[HT] (OzH)T+ZNTH+dad

[HT] (OzH)T+2ZN+dad

[HT] (OzH)T+TIN+dad
[HT] TN+dad

[HT] dod
[HT] ¥NTHTS
[HT] OzH-dad

[HT] eNvH
[HT] 014

[HT] ZNeH
[HT] 8k
[HT] TNZHTS
[HT] 24

[HT] eNzH
[HT] TNEH
[HT] INTHTS
[HT] ok

[HT] eNTH
[HT] 6A

[HT] TNZH
[HT] 99
[HT] THTS
[HT] vA

[HT] 2

[HT] TNTH
[HT] €A

[HT] (OzZH)T-2H
[HT] 1S
[HT] (OzZH)T-TS
[HT] IN

[HT] (OZH)T-TIN

K]

°
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Glycopeptide ID -

(): additions

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
[]: charge

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide
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48 , Explained Intensity= 0.43

64.44 , Hits
Peptide: CUBN_HUMAN[2526,2537]:LCSSVNVSNEIK

Glycan: HNH(HN(HN)H)(N)HN(F)N, HBNBF1

Charge: 3H

Score

m/z 1229.5062 charge 3 scan 0-0

[HT] (OzH)T+T49N9H+dad

[HT] (OZH)T+T4SNGH+dad

[HT] (OZH)T+T4yNGH+dad

[HT] (OzH)T+yNGH+ded
[HT] (OzZH)T+T4vNyH+dad

[HT] (OZH)T+SNEH+dad
[HT] (OZH)T+yNyH+dad
[HT] (OzH)T+T4vNeH+dad

[HT] (OZH)T+yNEH+dad
[HT] (OzH)T+T4yNZH+dad
[HT] (OZH)T+TdENEH+dad

[HT] (OzZH)T+¥NZH+dad
[HT] (OzH)T+ENEH+dad
[HT ] (OzZH)T+T4ENZH+dad

[HT] (OzH)T+T4ENTH+dad
[HT] (OzH)T+T4ZNZH+dad

[HT] (OzH)T+ENTH+dad
[HT ] (OgH)T+ZNZH+dad
[HT] (OZH)T+TdeNTH+ded

[HT] (OzH)T+ZNTH+dad
[HT] (OzZH)T+TdZN+dad

[HT] (OzH)T+ZN+dad
[HT] gn+dad

[HT] T4TN+dad

[HT] (OzH)T+TN+dad
[HT] (OzH)T-TN+dad

[HT] dod
[HT] OzH-dad

[HT] envH
[HT] TTq

[HT] eNeH
[HT] oTa

[HT] ZNeH
[HT] td2NeH

[HT] 24
[HT] 29
[HT] 2NzH

[HT] ok

[HT] 2
[HT] INTH
[HT] (OZH)T-TNTH

[HT] 2q

[HT] T
[HT] (OZH)T-TN
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3000
Glycopeptide ID -

(): additions

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
[]: charge

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide
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52, Explained Intensity= 0.43

54.69 , Hits
Peptide: CUBN_HUMAN([3457,3468]:NGSNSNSPLLGK

Glycan: SIH5N6F1

Charge: 3H

Score

m/z 1218.5017 charge 3 scan 0-0

[HT] (OZH)T+T49NGHTS+dad | o

[HT] (OZH)T+T4SNYHTS+ded |

[HT] (OzZH)T+SNYHTS+dad

[HT] (OZH)T+T4pNyHTS+dad

[HT] (OZH)T+TaSNYH+dad

°

[HT] (OZH)T+SNpH+ded

°

[HT] (OZH)T+yNpH+ded
[HT] (OZH)T+TdpNEH+ded| o

[HT] (OzH)T+yNEH+dad
[HT] (OZH)T+T49NSHTS

[HT] (OZH)T+TdENEH+ded | o

[HT] (OzH)T+yNZH+dad

°

[HT] (OZH)T+TdENZH+dad| o

[HT] (OzH)T+ENZH+dad
[HT] (OzZH)T+T4ENTH+dad

o0

[HT] (OzH)T+ENTH+dad
[HT] (OzH)T+ZNZH+dad

°

°

[HT] (OzH)T+ZNTH+dad

°

[HT] (OzH)T+ZN+dad
[HT] oNzH
[HT] (OzZH)T+T4TN+dad

K]

°

[HT] (OzH)T+TN+dad
[HT] TN+dad
[HT] (OzH)T-TN+dad

[HT] dod| o
[HT] OzH-dad]| o

[HT] eNeH
[HT] 114

[HT] eNzH
[HT] 64
[HT] eNeEH

[HT] 84

[HT] T4INTHTS
[HT] eNzZH
[HT] TNEH
[HT] INTHTS

HT] (OZH)T-TS
HT] (OZH)T+IN
[HT] 2h
HT] (OZH)T-TN
[HT] 2q

[

o
I
=1
)
©000000000000000000 00

3500
pep: intact peptide
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3000
Glycopeptide ID -

(): additions

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
[]: charge

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc

e intact peptide and glycan fragments,
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40.2 , Hits= 48 , Explained Intensity= 0.4
Peptide: LG3BP_HUMAN][64,76]:ALGFENATQALGR

Glycan: S2H7N6F1

Charge: 4H

Score

m/z 1107.9541 charge 4 scan 0-0

+ [HT] (OZH)T+TdSNOHTS+dad | o

+ [HT] (OZH)T+T45N9H+dad
+ [HT] (OZH)T+T4YNSHTS+dad

H [HT] (OZH)T+T4vNGH+dad

[HT] (OzH)T+yNSH+dad
++ [HT] (OZH)T+T4yNyH+dad
+ [HT] (OzH)T+T4ENSGH+dad

900

+ [HT] (OZH)T+¥NyH+dad
+ [HT] (OzZH)T+TdENYH+dad | o

+ [HT] (OzH)T+ENTH+dad

°

+ [HT] (OzZH)T+ENEH+dad

°

o [HT] (OzH)T+T4ZNZH+dad

+ [HT] (OzH)T+2ZNZH+dad
[HT] (OzZH)T+T4ZNTH+dad

[HT] (OzH)T+eNTH+ded
- + [HT] (OZH)T+TeN+dad

°

[HT] (OzH)T+2ZN+dad
[HT] (OzH)T+T4TN+ded

°

++

°

[HT] Aoﬁuzvmiz,,mwm
HT ] TN+do
+ + 4 [HT] (OZH)T-TN+ded

000

[HT] (OzZH)T+ENEHTS
+ [HT] ded

°

+ [HT] T14| o

+ [HT] eNvH
:ﬁ__ Nq_mﬂ

HT] 8

1 (OZH)T+T4vH
HT ] T4INTHTS
[HT] 2NzH
[ + (i1 fa
[HT] TNEH

+ + [HT] _;_Jiw
HT] 9

+ _:Hﬁ_ NM/:.M
HT] g

+ + [HT] TNZH
+ + [HT] THINTH
[HT] THTS

2 + _ __I: vk
HT] INTH

[HT] €A

+ + [HT] 1S
+ |+ [HT] Aowxvméw
HT] IN

[HT] (OZH)T-TN

+ 4 [HT] T4

[HT
[
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Glycopeptide ID -

(): additions

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
[]: charge

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide
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54 , Explained Intensity= 0.48

55.82 , Hits
Peptide: LRP2_HUMAN[285,305]:VCDGILDCPGREDENNTSTGK

Glycan: HEN6F3

Charge: 4H

Score

m/z 1242.2429 charge 4 scan 0-0

=+ [HT] (OZH)T+Z49N9H+dad| o
+ + [HT] (OZH)T+T49N9H+dad | o
+ [HT] (OzZH)T+E4SNGH+dad | o

+ [HT] (OzH)T+9N9H+dad | o

+ [HT] (OzH)T+z45NSH+ded | o
[HT] (OZH)T+T4S5NSH+dad | o

+ [HT] (OzH)T+GNSH+dad| o
[HT] (OZH)T+T4SNYH+dad| o

[HT] (OZH)T+T4¥NGH+dad| o

+ + [HT] (OzH)T+zZdyNyH+ded | o
T [HT] T4vNGH+dad| o

+ + [HT] zdvNpH+dad| o
+ [HT] (OZH)T+yNGH+dad o
-+ [HT] (OZH)T+zdpNeH+ded | o

[HT] (OgH)T+yNyH+dad| o

t + [HT] (OZH)T+T4¥NEH+ded | o

+ [HT] (OzZH)T+zdeNEH+dad ] o

-H [HT] (OZH)T+PNEH+dad | o

+ [HT] (OzZH)T+TdeNEH+dad ]| o

[HT] (OzH)T+yNZH+dad| o

+ [HT] (OZH)T+ENEH+dad] o

.1. [HT] (OZH)T+T4ENZH+dad| o
[HT] (OgH)T+ENZH+dad| o

++ [HT] (OZH)T+T4ENTH+dad] o
+ [HT 1 (OzH)T+2NEH+dad | o
e [HT] (OzH)T+ENTH+dad| o

+ [HT] (OzH)T+zNeH+dad | o
=+ [HT] (OzH)T+TdeN+dad| o

[HT] (OzZH)T+ZN+dad| o

H + [HT] zN+ded] o
+ [HT] (OZH)T+T4TN+dad | o
M- [HT] (OzH)T+TIN+dad| o
- [HT] (OzH)T-TN+dad| o

[HT] 814
+ =+ [HT] 210

+ [HT] ¥Tq
+ [HT] ¥T4

[HT] €10

E [HT] (OzZH)T+Z4ENZH

[HT] 29
[HT] eNzH
[HT] T4ZNTH

+ [HT] T4INZH
- + [HT] 24INTH
+ A :ﬁ__ N“/::
HT] 5q

+ [HT] TNZH

- uﬁ H [HT] THINTH

[HT] &k

[HT] vA
+ [HT] INTH

+ [HT] €A

[HT] 2k
+ [HT] (OZH)T-TN

5000

Mon Feb 17 09:50:59 2014
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Glycopeptide ID -

(): additions

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
[]: charge

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide

3000

m/z
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2000

y

K

1

£

i

6543

15 16 17|18 19 20 21
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43.9 , Hits= 45 , Explained Intensity= 0.29

Peptide: MGA_HUMAN[1672,1679]:NVTAYFPR

Glycan: HEN6F3

Charge: 4H

Score

m/z 899.8685 charge 4 scan 0-0

+ [HT] (OzH)T+E49NgH+dad | o

+ [HT] (OZH)T+z49N9H+dad | o

+ [HT] (OzZH)T+GNpH+dad

°

+ [HT] (OZH)T+yNyH+dad

+ [HT] (OzZH)T+zdeNgH+dad ] o

[HT] (OZH)T+ON9H
H [HT] (OzH)T+T4ENEH+dad

+ [HT] (OZH)T+T4ENZH+dad
+ [HT] (OzH)T+T4ZNEH+dad

[HT] (OzH)T+ENZH+dad
+ [HT] (OZH)T+TdZNZH+ded

+ [HT] (OZH)T+ENTH+ded
+ [HT] (OzZH)T+ZNZH+dad

°

+ [HT] (OzZH)T+THeN+dad

[HT] (OzH)T+2ZN+dad
[HT] zNn+dad

[HT] (OZH)T+PNEH
+ [HT] (OZH)T+TaTN+dad
[HT] (OZH)T-YNEH

+ [HT] (OgH)T-T4TN+dad
[HT] (OzZH)T-E4TNYH

©0060000

[HT] (OzH)T+TN+dad
._u_u [HT] TN+dad
+ [HT] (OZH)T-TN+ded

00

+ [HT] dod
+ [HT] OgH-dad
[HT] (OzZH)T+Ed2N
[HT] 24
+ + [HT] TNPH
o [HT] i
[HT] ok
+ + [HT] (OZH)T-gd2H

90000000

+ [HT] &k

[HT] vA
+ 4+ “ T] eNTH
+ + [HT

H
HT] TNZH
1 T4INTH

[HT] €A
[ :m_:N
+ _5 TNTH

[HT] IN
+ [HT] (OZH)T-TN
[HT] A

o

3500
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Glycopeptide ID -

(): additions

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
[]: charge

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide
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2000
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52, Explained Intensity= 0.38

70.91, Hits
Peptide: MGA_HUMAN[1672,1679]:NVTAYFPR

Glycan: HNH(HN(HN)H)(N)HN(F)N, HBNGF1

Charge: 3H

Score

m/z 1102.1216 charge 3 scan 0-0

[HT] (OZH)T+T4SNSH+ded

[HT] (OzH)T+GNSH+dad
[HT] (OZH)T+T4SNYH+dad

[HT] (OzH)T+yNSH+dad
[HT] (OzH)T+TdyNyH+dad

[HT] (OzH)T+T4ENYH+dad

[HT] (OZH)T+PNEH+dad
[HT] (OzH)T+ENYH+dad
[HT] (OzH)T+T4ENEH+dad
[HT] tdeNgH+dad

[HT] (OzH)T+¥NZH+dad
[HT] (OzH)T+ENEH+dad
[HT] (OzZH)T+T4ENZH+dad

[HT] (OzH)T+ENZH+ded
[HT] eNgH+dad

[HT] (OzH)T+ENTH+dad
[HT] eNTH+dad
[HT] (OzH)T+ZNZH+dad

[HT] ¥NSH

[HT] (OzZH)T+TdZN+dad

[HT] (OzH)T+ZN+dad
[HT] zNn+dad

[HT] (OzZH)T+T4TN+dad
[HT] (OzZH)T-T4TN+dad
[HT] envH

[HT] (OzH)T+TN+dad
[HT] TN+dad
[HT] (OzH)T-TN+dad

[HT] eNeH

[HT] dod

[HT] eNzH

[HT] (OzH)T+2ZNEH
[HT] eNeH

[HT] 24

[HT] ok
[HT] eNzH
[HT] 99
[HT] ok
[HT] vA
[HT] eNTH
[HT] Td2N
[HT] TNZH
[HT] €A
[HT] 2

[HT] (OZH)T+INTH
[HT] (OZH)T+T4IN
[HT] INTH

[HT] (OZH)T-TNTH

HT] 2h
HT]

[HT] T
[HT] (OZH)T-TN

)

0000 [
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3000

Glycopeptide ID -

(): additions

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
[]: charge

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide

2500

2000

/z

m
139

1500

1000

500




m/z 1150.963 charge 4 scan 0-0

41 , Explained Intensity= 0.41

53.07 , Hits
Peptide: LRP2_HUMAN[285,305]:VCDGILDCPGREDENNTSTGK

Glycan: FHNH(FHNH)(N)HN(F)N, HSNSF3

Charge: 4H

Score

[HT] (OzH)T+Z24SNGH+dad

[HT] (OZH)T+24yNyH+dad

[HT] (OzH)T+T4yNyH+dad
[HT ] (OzH)T+Z4vNeH+dad
[HT] (OzH)T+zdeNyH+ded

(OZH)T+THENYH+dad

JH ] (OzH)T+yNpH+dad
1 (OzH)T+z4eNEH+ded

[
[HT
[HT

[HT] (OzH)T+yNgH+dad
[HT] (OzH)T+T4ENEH+dad

[HT] (OzH)T+T4ENZH+dad

[HT] (OzH)T+ENZH+dad
[HT] (OZH)T+T4ENTH+dad
[HT ] (OzH)T+ZNEH+dad

[HT] (OzZH)T+ENTH+dad
:._:HON::,&ZNIEmQ

[HT] (OzZH)T+THgN+dad
[HT] (OZH)T-THZN+dad

[HT] (OzH)T+2ZN+dad
[HT] (OzH)T+T4TN+ded
[HT] (OZH)T-T4TN+dad

[HT] dod
[HT] OzH-dad

[HT] 814

[HT] vTA

[HT] €10
[HT] TdvNEH

[HT] 29
[HT] T42NTH
[HT] eNTH
[HT] sa
[HT] TNZH
[HT] T4INTH
[HT] sk
[HT] vA
[HT] INTH
[HT] 141N
[HT] €A

[HT] 2k
[HT] (OzZH)T-TN

[HT] (OZH)T-T4

°

°

K]

° o

.ll. ]‘ |uulu. ..L..o we . T T Y TP) O I -.II ce b a h'll .]l .l]..v l head Lo 4 .

(0[0)

08 09 Oy O0Oc

o

Alsuayul

4000

3000

2000

1000

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide

(): additions
[]: charge

m/z

Hi

14 15 16 17 18 19 20 21
ENNT,S
876L5L1

91011121ﬂ
CPGRED

6

q 78
I'L D
8 17 16 15|14 13 12 11 10 9

4
2

3

2
V CD
21 20 19

Mon Feb 17 09:51:00 2014

Glycopeptide ID -
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49 , Explained Intensity= 0.41

52.09 , Hits
Peptide: MGA_HUMAN[1672,1679]:NVTAYFPR

Glycan: HEN6F2

Charge: 3H

Score

m/z 1150.8015 charge 3 scan 0-0

[HT] (OzH)T+Z4SNGH+dad

[HT] (OZH)T+T4SNGH+dad

[HT] (OZH)T+T4SNyH+ded
[HT] (OZH)T+T4yNGH+dad

[HT] (OzH)T+T4yNyH+dad

[HT] (OZH)T+yNyH+dad

[HT] yNeH+dad
[HT] (OzH)T+TdENEH+dad

[HT] (OZH)T-Z4SNSH

[HT] (OZH)T+TdENZH+dad

°

[HT] (OzH)T+ENZH+dad
[HT] (OzZH)T+ONVH
[HT] (OzZH)T+T4ENTH+dad

[HT] (OzH)T+ENTH+dad

[HT] (OZH)T+TdeNTH+dad

°

[HT ] (OzH)T+ZNTH+dad
[HT] (OzH)T+THgN+dad
[HT] TdZN+dad

900

[HT] (OzH)T+2ZN+dad
[HT] 2denyH

[HT] (OZH)T+T4TN+dad
[HT] T4TN+dad

[HT] envH

[HT] (OzH)T+TIN+dad
[HT] TN+dad

[HT] (OZH)T-TN+dad
[HT] z4vN

9000

[HT] ded
[HT] eNzH
[HT] 2NeH

o o

[HT] ok
[HT] zNneH
[HT] 99

[HT] oA
[HT] eN
[HT] vA
[HT] eNTH
[HT] TNZH
[HT] T4INTH

[HT] 2N
[HT] (OZH)T+INTH
[HT] INTH

[HT]
[HT] 29
[HT] IN
[HT] (OZH)T-TN
[HT] T4
[HT] (OZH)T-TH

3000
Mon Feb 17 09:51:00 2014

2500
Glycopeptide ID -

(): additions

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
[]: charge

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide

2000

m/z

1500
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1000
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m/z 1139.4739 charge 4 scan 0-0

Score= 36.24 , Hits= 27 , Explained Intensity= 0.35

Peptide: AMPN_HUMANJ[40,69]:NANSSPVASTTPSASATTNPASATTLDQSK
Glycan: S2H3N3

Charge: 4H

o
N

ppm
0
I
-
-
+

o |S1-1(H20) [1H]
o |pep+N1+1(H20) [1H]
o |pep+N2+1(H20) [1H]
© |pep+HIN2+1(H20) [1H]
© |pep+H2N2+1(H20) [1H]

o |b2 [1H]
o|N1 [1H]

o|s1 [1H]

o |H2+1(H20) [1H]
o |HINL [1H]
o|N2 [1H]

olya [1H]

o |H2NL [1H]

o |HIN2 [1H]
olys [1H]

o |S1HINL [1H]
o |H2N2 [1H]

o b8 [1H]

°ly7 [1H]

°ly8 [1H]

o |H3N2 [1H]

2 |b10 [1H]
°[pep [1H]

o|y11 [1H]
o|y12 [1H]
o |y19 [1H]
o |y25 [1H]

intensity

i : II.It lnlL.m e ].,“. O O PP S .] " ...] vl Tow W W e
[

0 1000 2000 3000 4000

m/z e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
intact peptide and glycan fragments, pep: intact peptide
(): additions
TLPSASATTLNPASELT TLLLDQSK []: charge

12 87 6|5[4 3 2 1 Y

25 24 23 22 21 20|19 18 17 16 15 14 13 11 10 9

b 10—‘ 11 12 13 14 15 16 17 18 19 20 21 22 23 24 25 26 27 28 29 30

NﬂﬁééféﬂéT

30 29 28 27 26

Glycopeptide ID - Mon Feb 17 09:50:15 2014
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m/z 903.112 charge 4 scan 0-0

ppm

intensity

Score= 37.58 , Hits= 27 , Explained Intensity= 0.26

Peptide: HEMO_HUMAN[181,193]:SWPAVGNCSSALR
Glycan: SHNH(SHNH)HNN, S2H5N4

Charge: 4H
+ + + +
o - + +
o
§ - P
T T T T T
— = S S =] S
T 3 = = = = =
- - = — ) e} ) ) )
T T = ~ & & & & I
= = - = Q z < < < <
= - - R o g s = = S S
&) o T T U - o g —_ — = & & & & &
P e e e T o T g e -= - T T + z z z z z
TTIL Iz —Ix —IT Z—I— 7 T = = =] = o [ [ 3
SO SISE 0T o5 2ot sS4 S = ) z T I I kS I
CUd aadpdNy N  HBod °8 o b & g & g g & g
SZZ 85x%T2Y 192 H LT 2T 2 S g g 2 2 2 2 2
coo0 coooooo oo cooo0 co o ° ° ° ) ° o o )
o
S —
-
o _
@©
o _
©
o _
<
o _
o — ‘IL L Madlea s wrw T e o v iimn o b o .l AL Y ST . (. I i 1. ] ] .
0 500 1000 1500 2000 2500 3000
m/z e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series

b

8 9 10 11 12 13

213 4 5 6 7
n it o5 [ YRR AL

143

glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
intact peptide and glycan fragments, pep: intact peptide

(): additions
[]: charge

Glycopeptide ID -

Mon Feb 17 09:50:15 2014




m/z 976.406 charge 4 scan 0-0

42 , Explained Intensity= 0.31

38.99, Hits=

Score

Peptide: LG3BP_HUMAN[542,554]:AAIPSALDTNSSK

Glycan: SIH6N6F1

Charge: 4H

0¢

wdd

0¢-

[HT] (OZH)T+T4SNGH+dad

[HT] (OZH)T+T4vNGH+dad

[HT] (OzZH)T+T4vNyH+dad

[HT] (OZH)T+¥NyH+dad
[HT] (OzH)T+T4ENYH+dad

[HT] (OzH)T+T4ENEH+dad

[HT] (OzH)T+T4ENZH+dad

[HT] (OZH)T+ENZH+dad
[HT] (OzH)T+ZNEH+dad
[HT ] (OzH)T+T4ZNZH+dad

[HT] (OzH)T+T4ZNTH+dad

[HT] (OzH)T+ZNTH+dad
[HT] (OzZH)T+TdeN+dad

[HT] (OzH)T+2ZN+dad
[HT] (OZH)T+T4TN+dad

[HT] (OzH)T+TN+dad
[HT] TN+dad
[HT] (OzH)T-TN+dad

[HT] dod

[HT] 114

[HT] 014

[HT] zNneH
[HT] 84

[HT] TNEH
[HT] INTHTS
[HT] 9k
[HT] (OZH)T+eHTS
[HT] 29
[HT] ZNTH
[HT] &k
[HT] TNZH
[HT] 99
[HT] vA
[HT] 2
[HT] INTH
[HT] (OZH)T-TINTH
[HT] €A
[HT] (OzZH)T-2H
[HT] 1S
[HT] (OzZH)T-TS

[HT] T
[HT] (OZH)T-TN

°

°

°

900

|1lathlnnll1uml..n. Weotee: wed o u P TS FOP I Y .........I TN T | el . %eae. Y e o e LTI .

(0[0)

08

Alsuayul

09

ov

0¢

o —

3000

2500

2000

1500

1000

500

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide

(): additions
[]: charge

m/z

9 10 11 12 13

78
L{D
7|6

b3
i 5[

4

B

2

A A

y

1

0 9

13 12

Mon Feb 17 09:50:15 2014

Glycopeptide ID -

144



m/z 1049.7739 charge 3 scan 0-0

ppm

intensity

Score= 55.34 , Hits= 38 , Explained Intensity= 0.4

Peptide: LG3BP_HUMAN[542,554]: AAIPSALDTNSSK
Glycan: SHNH(H(H)H)HNN, S1H6N3

Charge: 3H
o
) + + + + *
- — + + + + -
° ++ T F+ + + + + +
o
N +
I I I T I I I I
- = - 5 P I3 5 P 5 P
I T T — — —— — — —
— — — — — —_~ =~ N — P~ —~
T T T - = = 8 S S8 2 g 2 g
I 5 53 = -8 9 T T Tz T T z z
-~ 2= = = e == = I z by by el by 7 5 7
0_0_00 T T —IT T I — —_ S0 = N I IR I N 1) ™
==~ = —— e T e —_— ST T % Py z z z Z z z b4 z
IIITIITTT — I T I—TI ZITIZ——zT T——T —5 = dod Y] = I M N = [T} [Te) ©
SHoSAST — 5 - - —— — - — — — zzz z I I I T I I I I
oA o =g ZIogdd o9 o IT¥EE ¥ T Y ¥ ¥ ¥ T ¥ T
dododls E oy olp rorBd~ oibe B9 I 555 s % I s 5 s % s s
ITzzzon T zS 8T8 58nrxx 2¥I T2 IS 3 888 3 =3 = S 2 3 2 3 3
o
s
—
o p—
o)
o p—
©
o p—
<
o p—
N
o — |1L JLJILH ]. P ST IRNIEY ..u.v'l.v...l.a oo ol |.|.l .|I van o desdos ol ] . ] ! I ot ].o ! ] o ] N I | w1 .

0 500

8 9 10 11 12 13

b 2 3 4 5 6|7
AATESALB TS S K

1000

1500

m/z

145

2500 3000

e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
intact peptide and glycan fragments, pep: intact peptide

(): additions

[]: charge
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m/z 1170.7365 charge 4 scan 0-0

Score= 27.03 , Hits= 20 , Explained Intensity= 0.15
Peptide: ALAG1_HUMANI58,81]:SVQEIQATFFYFTPNKTEDTIFLR

Glycan: HEN4
Charge: 4H
[ J—
N
+ + +
g_ o — +
o +
& o+ 4F
S _ + + +
|
5
8- E-_ 55 A3~ - - E- T =T <
L —Lr —— T——I I T T I I35 5
IS5 403 aqm Hdomd H 3 gn ) =
Sdo fap N8 5880 n o B o 99 3
SZz TIZ® TIT 2rr8 3 2 T2 Y =
o
S —
-
2 8
2
o _
Q @
£
o
<
o
) 1 ] ‘
o — .ll.h I|.I|.| (P .v.m...]l..vu wea o ats et ae ot desaeb e vow b wl . .I. | N A P B II .I. | O I A § e | . . |

0 1000 2000 3000 4000

m/z e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series
e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc

e intact peptide and glycan fragments, pep: intact peptide

b 8 9 10 11 12|13 14 15 16 17 18 19 20 21 22 23 24 (): additions

24 23 22 21 20 19 18 17 16 15|14 13|12|11 10

S\z/éé75;TFFYFTPNE§GE£ELLEI;LTV [1: charge

Glycopeptide ID - Mon Feb 17 09:50:16 2014
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m/z 917.7096 charge 3 scan 0-0

Score= 33.23, Hits= 26 , Explained Intensity= 0.19

Peptide: FGFR3_HUMAN[311,319]: TAGANTTDK
Glycan: SIH6N3

Charge: 3H
g —
+ + +
£ + +
+
o © —
o + +
T+
& 4 +
1
T
S
- e— = = - I o) T
T IT T T T - ] i
B EE] 3 S - - z
g o 5 =—= 8 = ¥ 2
9-—89-8--8--QF——— S o= % 5 g -
IxTzzIZIzzzIzz—Iz 2 — —z¢ — o a
SEESSOSaaSaaS o8 Z SN mud ~ T P
SRR b I P I & Sea E s 2
ISNTZZZ8Y0 030218 o ST TRT I 2 2
coccocoooccoccoonoooo e oo ooo ) ) o
o
S —
=
o
2 3 7
1]
s o |
i ©
£
o _
<
o _
) ‘ l
o — Illlﬂ L Jn-n|||l.l'“1 .Illldl.lull.l |.-....|.]].I|.....J| wwnalle, ni'lul " -j.l.. i In..L..l |||I| ' o " ' . ®
0 500 1500 2000 2500
m/z e peptide fragments, a,b,c: N-terminal, x,y,z: C-terminal series

b 231475 6“789
raelal e

e glycan fragments, H:Hex, N:HexNAc, S:Neu5Ac, F:Fuc
e intact peptide and glycan fragments, pep: intact peptide
(): additions
[]: charge
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m/z 898.7083 charge 3 scan 0-0

Score= 30.71, Hits= 26 , Explained Intensity= 0.16

Peptide: FGFR3_HUMAN[311,319]: TAGANTTDK
Glycan: SIH6N2F1

Charge: 3H
o
«
+ +
£ * * +
g ° 7 +
+ e +
7 - + o
- T T
—_ - — =1 = k=1 = —
R = G- = g = 5
= == = 8- 8 =% & 8 =
o9 _ 0o o _TL_ I _TIT _—_ _ T by
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m/z 918.1528 charge 4 scan 0-0

Score= 40.53 , Hits= 33 , Explained Intensity= 0.26

Peptide: DPEP1_HUMANI[56,70]:ANLTTLAGTHTNIPK
Glycan: FHNH(HNH)(N)HN(F)N, H5N5F2

Charge: 4H
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59, Explained Intensity= 0.38

73.65, Hits
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