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SAIC-01B-4D8-H3, CD44, TFIPVTSAK

>SAIC-01B-4D8-H3
ATGGAGACTGGGCTGCGCTGGCTTCTCCTGGTCGCTGTGCTCAAAGGTGTCCAGTGTCAGTCGGTGG
AGGAGTCCGGGGGTCGCCTGGTCACGCCTGGGACACCCCTGACACTCACCTGCAAAGTCTCTGGATT
CTCCCTCAGCAGCTACGACATGGACTGGGTCCGCCAGGCTCCAGGGGAGGGGCTGGAATGGATCGG
AATCATTAGTACTGGTGGTAGGAAATACTACGCGAGCTGGGCAAAAGGCCGATTCACCATCTCCAAAAC
CTCGACCACGGTGGATCTGAAAATGACCAGTCTGACAACCGAGGACACGGCCACCTATTTCTGTGTCA
GAGGGGGAGGTGGCTTGTGGGGCCCAGGCACCCTGGTCACCGTCTCCTCA
GGGCAACCTAAGGCTCCATCAGTCTTCCCACTGGCCCCCTGCTGCGGGGACACACCCAGCTCCACGG
TGACCCTGGGCTGCCTGGTCAAAGGGTACCTCCCGGAGCCAGTGACCGTGACCTGGAACTCGGGCA
CCCTCACCAATGGGGTACGCACCTTCCCGTCCGTCCGGCAGTCCTCAGGCCTCTACTCGCTGAGCAG
CGTGGTGAGCGTGACCTCAAGCAGCCAGCCCGTCACCTGCAACGTGGCCCACCCAGCCACCAACAC
CAAAGTGGACAAGACCGTTGCGCCCTCGACATGCAGCAAGCCCACGTGCCCACCCCCTGAACTCCTG
GGGGGACCGTCTGTCTTCATCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCACGCACCCCCGA
GGTCACATGCGTGGTGGTGGACGTGAGCCAGGATGACCCCGAGGTGCAGTTCACATGGTACATAAACA
ACGAGCAGGTGCGCACCGCCCGGCCGCCGCTACGGGAGCAGCAGTTCAACAGCACGATCCGCGTGG
TCAGCACCCTCCCCATCGCGCACCAGGACTGGCTGAGGGGCAAGGAGTTCAAGTGCAAAGTCCACAA
CAAGGCACTCCCGGCCCCCATCGAGAAAACCATCTCCAAAGCCAGAGGGCAGCCCCTGGAGCCGAA
GGTCTACACCATGGGCCCTCCCCGGGAGGAGCTGAGCAGCAGGTCGGTCAGCCTGACCTGCATGATC
AACGGCTTCTACCCTTCCGACATCTCGGTGGAGTGGGAGAAGAACGGGAAGGCAGAGGACAACTACA
AGACCACGCCGGCCGTGCTGGACAGCGACGGCTCCTACTTCCTCTACAGCAAGCTCTCAGTGCCCAC
GAGTGAGTGGCAGCGGGGCGACGTCTTCACCTGCTCCGTGATGCACGAGGCCTTGCACAACCACTAC
ACGCAGAAGTCCATCTCCCGCTCTCCGGGTAAATGA

Protein sequence:

>SAIC-01B-4D8-H3
METGLRWLLLVAVLKGVQCQSVEESGGRLVTPGTPLTLTCKVSGFSLSSYDMDWVRQAPGEGLEWIGIIST
GGRKYYASWAKGRFTISKTSTTVDLKMTSLTTEDTATYFCVRGGGGLWGPGTLVTVSSGQPKAPSVFPLA
PCCGDTPSSTVTLGCLVKGYLPEPVTVTWNSGTLTNGVRTFPSVRQSSGLYSLSSVVSVTSSSQPVTCNV
AHPATNTKVDKTVAPSTCSKPTCPPPELLGGPSVFIFPPKPKDTLMISRTPEVTCVVVDVSQDDPEVQFTW
YINNEQVRTARPPLREQQFNSTIRVVSTLPIAHQDWLRGKEFKCKVHNKALPAPIEKTISKARGQPLEPKVY
TMGPPREELSSRSVSLTCMINGFYPSDISVEWEKNGKAEDNYKTTPAVLDSDGSYFLYSKLSVPTSEWQR
GDVFTCSVMHEALHNHYTQKSISRSPGK-

SAIC-01B-4D8-L4, CD44, TFIPVTSAK

>SAIC-01B-4D8-L4
ATGGACACGAGGGCCCCCACTCAGCTGCTGGGGCTCCTGCTGCTCTGGCTCCCAGGTGCCACATTTG
CTCAAGTGCTGACCCAGACTGCATCGCCCGTGTCTGCAGCTGTGGGAGGCACAGTCACCATCAATTGC
CAGGCCAGTCAGAGTGTTGGTAAGAACAACCGCTTGGCCTGGTTTCAGCAGAAACCAGGGCAGCCTC
CCAAGCTCCTGATCTATTATGCATCCACTCTGGCATCTGGGGTCTCATCGCGGTTCAAAGGCAGTGGAT
CTGGGACACAGTTCACTCTCACCATCAGCGACGTGCAGTGTGACGATGCTGCCACTTACTACTGTCTA
GGCACTTTTGATTGTAGTGCTGCTGATTGTAGGGCTTTCGGCGGAGGGACCGAGGTGGTGGTCAAA
GGTGATCCAGTTGCACCTACTGTCCTCATCTTCCCACCAGCTGCTGATCAGGTGGCAACTGGAACAGT
CACCATCGTGTGTGTGGCGAATAAATACTTTCCCGATGTCACCGTCACCTGGGAGGTGGATGGCACCA
CCCAAACAACTGGCATCGAGAACAGTAAAACACCGCAGAATTCTGCAGATTGTACCTACAACCTCAGCA
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GCACTCTGACACTGACCAGCACACAGTACAACAGCCACAAAGAGTACACCTGCAAGGTGACCCAGGG
CACGACCTCAGTCGTCCAGAGCTTCAATAGGGGTGACTGTTAG

Protein sequence:

>SAIC-01B-4D8-L4
MDTRAPTQLLGLLLLWLPGATFAQVLTQTASPVSAAVGGTVTINCQASQSVGKNNRLAWFQQKPGQPPKL
LIYYASTLASGVSSRFKGSGSGTQFTLTISDVQCDDAATYYCLGTFDCSAADCRAFGGGTEVVVKGDPVAP
TVLIFPPAADQVATGTVTIVCVANKYFPDVTVTWEVDGTTQTTGIENSKTPQNSADCTYNLSSTLTLTSTQY
NSHKEYTCKVTQGTTSVVQSFNRGDC-



SAIC-02A-7-H1, ERBB2, GLQSLPTHDPSPLQR

>SAIC-02A-7-H1
ATGGAGACTGGGCTGCGCTGGCTTCTCCTGGTCGCTGTGCTCAAAGGTGTCCAGTGTCAGTCGGTGG
AGGAGTCCGGGGGAGGCCTGGTCACGCCTGGAGGAACCCTGACACTCACCTGCACAGTCTCTGGAG
TCTCCCTCGGTAGCGCTGCAATAAGTTGGGTCCGCCAGGCTCCAGGGGAGGGGCTGGAATATATCGGA
TTCATCATTGCTTCTAGTGGCAGACCATACTACTCGAACTGGGCAAAAGGCCGGTTCACCATCTCCAAA
ACCTCGACCACGGTGGATCTGAGAATCTCCAGTCTGACAACCGAGGACACGGCCACCTATTTCTGTGC
CAAGTCAATGAGGTTGTGGGGCCCAGGCACCCTGGTCACCGTCTCCTCA
GGGCAACCTAAGGCTCCATCAGTCTTCCCACTGGCCCCCTGCTGCGGGGACACACCCAGCTCCACGG
TGACCCTGGGCTGCCTGGTCAAAGGGTACCTCCCGGAGCCAGTGACCGTGACCTGGAACTCGGGCA
CCCTCACCAATGGGGTACGCACCTTCCCGTCCGTCCGGCAGTCCTCAGGCCTCTACTCGCTGAGCAG
CGTGGTGAGCGTGACCTCAAGCAGCCAGCCCGTCACCTGCAACGTGGCCCACCCAGCCACCAACAC
CAAAGTGGACAAGACCGTTGCGCCCTCGACATGCAGCAAGCCCACGTGCCCACCCCCTGAACTCCTG
GGGGGACCGTCTGTCTTCATCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCACGCACCCCCGA
GGTCACATGCGTGGTGGTGGACGTGAGCCAGGATGACCCCGAGGTGCAGTTCACATGGTACATAAACA
ACGAGCAGGTGCGCACCGCCCGGCCGCCGCTACGGGAGCAGCAGTTCAACAGCACGATCCGCGTGG
TCAGCACCCTCCCCATCGCGCACCAGGACTGGCTGAGGGGCAAGGAGTTCAAGTGCAAAGTCCACAA
CAAGGCACTCCCGGCCCCCATCGAGAAAACCATCTCCAAAGCCAGAGGGCAGCCCCTGGAGCCGAA
GGTCTACACCATGGGCCCTCCCCGGGAGGAGCTGAGCAGCAGGTCGGTCAGCCTGACCTGCATGATC
AACGGCTTCTACCCTTCCGACATCTCGGTGGAGTGGGAGAAGAACGGGAAGGCAGAGGACAACTACA
AGACCACGCCGGCCGTGCTGGACAGCGACGGCTCCTACTTCCTCTACAGCAAGCTCTCAGTGCCCAC
GAGTGAGTGGCAGCGGGGCGACGTCTTCACCTGCTCCGTGATGCACGAGGCCTTGCACAACCACTAC
ACGCAGAAGTCCATCTCCCGCTCTCCGGGTAAATGA

Protein sequence:

>SAIC-02A-7-H1
METGLRWLLLVAVLKGVQCQSVEESGGGLVTPGGTLTLTCTVSGVSLGSAAISWVRQAPGEGLEYIGFIIAS
SGRPYYSNWAKGRFTISKTSTTVDLRISSLTTEDTATYFCAKSMRLWGPGTLVTVSSGQPKAPSVFPLAPC
CGDTPSSTVTLGCLVKGYLPEPVTVTWNSGTLTNGVRTFPSVRQSSGLYSLSSVVSVTSSSQPVTCNVAH
PATNTKVDKTVAPSTCSKPTCPPPELLGGPSVFIFPPKPKDTLMISRTPEVTCVVVDVSQDDPEVQFTWYIN
NEQVRTARPPLREQQFNSTIRVVSTLPIAHQDWLRGKEFKCKVHNKALPAPIEKTISKARGQPLEPKVYTMG
PPREELSSRSVSLTCMINGFYPSDISVEWEKNGKAEDNYKTTPAVLDSDGSYFLYSKLSVPTSEWQRGDVF
TCSVMHEALHNHYTQKSISRSPGK-

SAIC-02A-7-L1, ERBB2, GLQSLPTHDPSPLQR

>SAIC-02A-7-L1
ATGGACACGAGGGCCCCCACTCAGCTGCTGGGGCTCCTGCTGCTCTGGCTCCCAGGTGCCACATCTG
CCCAAGCCGTGGTGACCCAGACTCCATCGTCCGTGTCTGCAGCTGTGGGAGGCACAGTCACCATCAG
TTGCCAGTCCAGTCAGAGTGTTAATAAAAACGACTTATCCTGGTATCAGCAGAAACCAGGGCAGCCTCC
CAAGCTCCTGATCTATGAAGCATCCAAACTAGAAACTGGGGTCCCATCGCGGTTCAAAGGCAGTGGAT
CTGGGACACGGTTCACTCTCACCATCAGTGGCGTGCAGTGTGACGATGCTGCCACTTATTACTGTCTAG
GCGTTTATTCTGATGCT
GGTGATAATACTTTCGGCGGAGGGACCAAGGTGGTCGTCGAAGTTGCTACATTGGCACCTACTGTCCT
CATCTTCCCACCATCTCCTGCTGAGCTGGCAACTGGAACAGCCACCATCGTGTGCGTGGCAAACAAAT
ACTTTCCCGATGGCACCGTCACCTGGCAGGTGGAT



GGCAAGCCCCTAACAACTGGCATCGAGACCAGTAAAACACCGCAGAATTCTGATGATTGTACCTACAAC
CTCAGCAGTACTCTGACACTGAAAAGCGACGAGTACAACAGCCACGACGAGTACACCTGCCAGGTGG
CCCAGGGCTCAGGCTCACCGGTCGTCCAGAGCTTCAGTAGGAAGAACTGTTAG
AGCGAGACGCCTGCCAGGGCACCGCCAGCGACCCTGAGGCCCAGCCTCGCCGCTCCCTCCCCTCAG
TGGACCCATTCCCA

Protein sequence:

>SAIC-02A-7-L1
MDTRAPTQLLGLLLLWLPGATSAQAVVTQTPSSVSAAVGGTVTISCQSSQSVNKNDLSWYQQKPGQPPKL
LIYEASKLETGVPSRFKGSGSGTRFTLTISGVQCDDAATYYCLGVYSDAGDNTFGGGTKVVVEVATLAPTV
LIFPPSPAELATGTATIVCVANKYFPDGTVTWQVDGKPLTTGIETSKTPQNSDDCTYNLSSTLTLKSDEYNS
HDEYTCQVAQGSGSPVVQSFSRKNC-



SAIC-07B-14-H3, XPNPEP1, GSLTFEPLTLVPIQTK

>SAIC-07B-14-H3
ATGGAGACTGGGCTGCGCTGGCTTCTCCTGGTCGCTGTGCTCAAAGGTGTCCAGTGTCAGTCAGTGA
AGGAGTCCGAGGGAGGTCTCTTCAAGCCAATGGATACCCTGACACTCACCTGCACAGCCTCTGGATTC
TCCCTCAGTAGTTATGGAGTGACTTGGGTCCGCCAGGCTCCAGGAAACGGCCTGGAGTGGATCGGAA
CCATTGGTAGCACTGGTAGCGCATACTACGCGCGTTGGGCGAAAAGCCGAGCCACCGTCACCAGCAA
CACCAACCTGAACACGGTGACTCTGAAAATGACCAGTCTGACAGGCGCGGACACGGCCACCTATTATT
GTGCGGGAGGAATTCCTTCAAACATTTGGGGCCCAGGCACCCTGGTCACCGTCTCCTCA
GGGCAACCTAAGGCTCCATCAGTCTTCCCACTGGCCCCCTGCTGCGGGGACACACCCAGCTCCACGG
TGACCCTGGGCTGCCTGGTCAAAGGGTACCTCCCGGAGCCAGTGACCGTGACCTGGAACTCGGGCA
CCCTCACCAATGGGGTACGCACCTTCCCGTCCGTCCGGCAGTCCTCAGGCCTCTACTCGCTGAGCAG
CGTGGTGAGCGTGACCTCAAGCAGCCAGCCCGTCACCTGCAACGTGGCCCACCCAGCCACCAACAC
CAAAGTGGACAAGACCGTTGCGCCCTCGACATGCAGCAAGCCCACGTGCCCACCCCCTGAACTCCTG
GGGGGACCGTCTGTCTTCATCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCACGCACCCCCGA
GGTCACATGCGTGGTGGTGGACGTGAGCCAGGATGACCCCGAGGTGCAGTTCACATGGTACATAAACA
ACGAGCAGGTGCGCACCGCCCGGCCGCCGCTACGGGAGCAGCAGTTCAACAGCACGATCCGCGTGG
TCAGCACCCTCCCCATCGCGCACCAGGACTGGCTGAGGGGCAAGGAGTTCAAGTGCAAAGTCCACAA
CAAGGCACTCCCGGCCCCCATCGAGAAAACCATCTCCAAAGCCAGAGGGCAGCCCCTGGAGCCGAA
GGTCTACACCATGGGCCCTCCCCGGGAGGAGCTGAGCAGCAGGTCGGTCAGCCTGACCTGCATGATC
AACGGCTTCTACCCTTCCGACATCTCGGTGGAGTGGGAGAAGAACGGGAAGGCAGAGGACAACTACA
AGACCACGCCGGCCGTGCTGGACAGCGACGGCTCCTACTTCCTCTACAGCAAGCTCTCAGTGCCCAC
GAGTGAGTGGCAGCGGGGCGACGTCTTCACCTGCTCCGTGATGCACGAGGCCTTGCACAACCACTAC
ACGCAGAAGTCCATCTCCCGCTCTCCGGGTAAATGA

Protein sequence:

>SAIC-07B-14-H3
METGLRWLLLVAVLKGVQCQSVKESEGGLFKPMDTLTLTCTASGFSLSSYGVTWVRQAPGNGLEWIGTIG
STGSAYYARWAKSRATVTSNTNLNTVTLKMTSLTGADTATYYCAGGIPSNIWGPGTLVTVSSGQPKAPSVF
PLAPCCGDTPSSTVTLGCLVKGYLPEPVTVTWNSGTLTNGVRTFPSVRQSSGLYSLSSVVSVTSSSQPVT
CNVAHPATNTKVDKTVAPSTCSKPTCPPPELLGGPSVFIFPPKPKDTLMISRTPEVTCVVVDVSQDDPEVQ
FTWYINNEQVRTARPPLREQQFNSTIRVVSTLPIAHQDWLRGKEFKCKVHNKALPAPIEKTISKARGQPLEP
KVYTMGPPREELSSRSVSLTCMINGFYPSDISVEWEKNGKAEDNYKTTPAVLDSDGSYFLYSKLSVPTSEW
QRGDVFTCSVMHEALHNHYTQKSISRSPGK-

SAIC-07B-14-L2, XPNPEP1, GSLTFEPLTLVPIQTK

>SAIC-07B-14-L2
ATGGACACGAGGGCCCCCACTCAGCTGCTGGGGCTCCTACTGCTCTGGCTCCCAGGTGCCAGATGTG
CTGACATTGTGATGACCCAGACTCCAGCCTCCGTGGAGGCAGCTGTGGGAGGCACAGTCACCATCAA
GTGCCAGGCCAGTCAGAGCATTGGTAAGAACTTCATAGCCTGGTATCAGCAGAAACCAGGGCAGCCTC
CCAAGCTCCTGATCTATGCTGCATCCAATCTGGCATCTGGGGTCTCATCGCGGTTCAAAGGCAGTGGAT
CTGGGACAGAATTCGCTCTCACCATCAGCGACCTGGAGTGTGCCGATGCTGCCACTTACTACTGTCAA
AGTCATTTTTATAGTAACATTAATGTTTATGGTAATACTTTCGGCGGAGGGACCGAGGTGGTGGTCAAA
GGTGATCCAGTTGCACCTACTGTCCTCATCTTCCCACCAGCTGCTGATCAGGTGGCAACTGGAACAGT
CACCATCGTGTGTGTGGCGAATAAATACTTTCCCGATGTCACCGTCACCTGGGAGGTGGATGGCACCA

7



CCCAAACAACTGGCATCGAGAACAGTAAAACACCGCAGAATTCTGCAGATTGTACCTACAACCTCAGCA
GCACTCTGACACTGACCAGCACACAGTACAACAGCCACAAAGAGTACACCTGCAAGGTGACCCAGGG
CACGACCTCAGTCGTCCAGAGCTTCAATAGGGGTGACTGTTAG

Protein sequence:

>SAIC-07B-14-L2
MDTRAPTQLLGLLLLWLPGARCADIVMTQTPASVEAAVGGTVTIKCQASQSIGKNFIAWYQQKPGQPPKLLI
YAASNLASGVSSRFKGSGSGTEFALTISDLECADAATYYCQSHFYSNINVYGNTFGGGTEVVVKGDPVAPT
VLIFPPAADQVATGTVTIVCVANKYFPDVTVTWEVDGTTQTTGIENSKTPQNSADCTYNLSSTLTLTSTQYN
SHKEYTCKVTQGTTSVVQSFNRGDC-



SAIC-07E-1-H3, XPNPEP1, TLSLDEVYLIDSGAQYK

>SAIC-07E-1-H3
ATGGAGACTGGGCTGCGCTGGCTTCTCCTGGTCGCTGTGCTCAAAGGTGTCCAGTGTCAGTCGGTGA
AGGAGTCCGAGGGAGGTCTCTTCAAGCCAACGGATACCCTGACACTCACCTGCACAGTCTCTGGATTC
TCCCTCAGTAGCAATGCAATAAGTTGGGTCCGCCAGTCTCCAGACAACGGGCTGGAATGGATCGGGAC
TATTGGTCTTAGTGGTAGGACATACTACGCGAGCTGGGCGAAAGGCCGATCCACCATCACCAGAGACA
CCAACGAAAACACGGTGACTCTGAAAATGACCAGTCTGACAGCCGCGGATGCGGCCACCTATTTCTGT
GCGAGACATTTTGATGGTGCTTTCGATCCCTGGGGCCCAGGCACCCTGGTCACCGTCTCCTCA
GGGCAACCTAAGGCTCCATCAGTCTTCCCACTGGCCCCCTGCTGCGGGGACACACCCAGCTCCACGG
TGACCCTGGGCTGCCTGGTCAAAGGGTACCTCCCGGAGCCAGTGACCGTGACCTGGAACTCGGGCA
CCCTCACCAATGGGGTACGCACCTTCCCGTCCGTCCGGCAGTCCTCAGGCCTCTACTCGCTGAGCAG
CGTGGTGAGCGTGACCTCAAGCAGCCAGCCCGTCACCTGCAACGTGGCCCACCCAGCCACCAACAC
CAAAGTGGACAAGACCGTTGCGCCCTCGACATGCAGCAAGCCCACGTGCCCACCCCCTGAACTCCTG
GGGGGACCGTCTGTCTTCATCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCACGCACCCCCGA
GGTCACATGCGTGGTGGTGGACGTGAGCCAGGATGACCCCGAGGTGCAGTTCACATGGTACATAAACA
ACGAGCAGGTGCGCACCGCCCGGCCGCCGCTACGGGAGCAGCAGTTCAACAGCACGATCCGCGTGG
TCAGCACCCTCCCCATCGCGCACCAGGACTGGCTGAGGGGCAAGGAGTTCAAGTGCAAAGTCCACAA
CAAGGCACTCCCGGCCCCCATCGAGAAAACCATCTCCAAAGCCAGAGGGCAGCCCCTGGAGCCGAA
GGTCTACACCATGGGCCCTCCCCGGGAGGAGCTGAGCAGCAGGTCGGTCAGCCTGACCTGCATGATC
AACGGCTTCTACCCTTCCGACATCTCGGTGGAGTGGGAGAAGAACGGGAAGGCAGAGGACAACTACA
AGACCACGCCGGCCGTGCTGGACAGCGACGGCTCCTACTTCCTCTACAGCAAGCTCTCAGTGCCCAC
GAGTGAGTGGCAGCGGGGCGACGTCTTCACCTGCTCCGTGATGCACGAGGCCTTGCACAACCACTAC
ACGCAGAAGTCCATCTCCCGCTCTCCGGGTAAATGA

Protein sequence:

>SAIC-07E-1-H3
METGLRWLLLVAVLKGVQCQSVKESEGGLFKPTDTLTLTCTVSGFSLSSNAISWVRQSPDNGLEWIGTIGL
SGRTYYASWAKGRSTITRDTNENTVTLKMTSLTAADAATYFCARHFDGAFDPWGPGTLVTVSSGQPKAPS
VFPLAPCCGDTPSSTVTLGCLVKGYLPEPVTVTWNSGTLTNGVRTFPSVRQSSGLYSLSSVVSVTSSSQPV
TCNVAHPATNTKVDKTVAPSTCSKPTCPPPELLGGPSVFIFPPKPKDTLMISRTPEVTCVVVDVSQDDPEV
QFTWYINNEQVRTARPPLREQQFNSTIRVVSTLPIAHQDWLRGKEFKCKVHNKALPAPIEKTISKARGQPLE
PKVYTMGPPREELSSRSVSLTCMINGFYPSDISVEWEKNGKAEDNYKTTPAVLDSDGSYFLYSKLSVPTSE
WQRGDVFTCSVMHEALHNHYTQKSISRSPGK-

SAIC-07E-1-L1, XPNPEP1, TLSLDEVYLIDSGAQYK

>SAIC-07E-1-L1
ATGGACACGAGGGCCCCCACTCAGCTGCTGGGGCTCCTGCTGCTCTGGCTCCCAGGTGCCACATTTG
CGCAAGTGCTGACCCAGACTCCATCGCCCGTGTCTGCCGCTGTGGGAGGCACAGTCACCATCGACTG
CCAGTCCAGTCAGACTGTCTATAAAAACAACCGCTTAGCCTGGTATCAGCAGAAACCAGGGCAGCCTC
CCAAGCAACTGATCAGTTATGCATCCACTCTGGCATCTGGGGTCCCATCGCGGTTCAAAGGCAGTGGA
TCTGGGACACAGTTCACTCTCACCATCAGCGACCTGGAGTGTGACGATGCTGCCACTTATTATTGTCAA
GGCTATTATAGTGGTGTTATTCATACTTTCGGCGGAGGGACCAAGGTGGTCGTCGAA
GTTGCTACATTGGCACCTACTGTCCTCATCTTCCCACCATCTCCTGCTGAGCTGGCAACTGGAACAGCC
ACCATCGTGTGCGTGGCAAACAAATACTTTCCCGATGGCACCGTCACCTGGCAGGTGGATGGCAAGCC
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CCTAACAACTGGCATCGAGACCAGTAAAACACCGCAGAATTCTGATGATTGTACCTACAACCTCAGCAG
TACTCTGACACTGAAAAGCGACGAGTACAACAGCCACGACGAGTACACCTGCCAGGTGGCCCAGGGC
TCAGGCTCACCGGTCGTCCAGAGCTTCAGTAGGAAGAACTGTTAG
AGCGAGACGCCTGCCAGGGCACCGCCAGCGACCCTGAGGCCCAGCCTCGCCGCTCCCTCCCCTCAG
TGGACCCATTCCCA

Protein sequence:

>SAIC-07E-1-L1
MDTRAPTQLLGLLLLWLPGATFAQVLTQTPSPVSAAVGGTVTIDCQSSQTVYKNNRLAWYQQKPGQPPKQ
LISYASTLASGVPSRFKGSGSGTQFTLTISDLECDDAATYYCQGYYSGVIHTFGGGTKVVVEVATLAPTVLIF
PPSPAELATGTATIVCVANKYFPDGTVTWQVDGKPLTTGIETSKTPQNSDDCTYNLSSTLTLKSDEYNSHD
EYTCQVAQGSGSPVVQSFSRKNC-
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SAIC-13B-19-H3, ANXAl, AAYLQETGKPLDETLK

>SAIC-13B-19-H3
ATGGAGACTGGGCTGCGCTGGCTTCTCCTGGTCGCTGTGCTCACAGGTGTCCAGTGTCAGTCGGTGG
AGGAGTCCGGGGGTCGCCTGGTCACGCCTGGGACACCCCTGACACTCACCTGCACAGTCTCTGGAAT
CGACCTCAGTAGCCATGCGTTGACCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGATCGG
ATACATTGATGCTGATGGTAGTACATATTACGCGAACTGGGCAAAAGGCCGATTTAGCATCTCCAAAACC
TCGACCACGGTGGATCTGAAAATGACCAGTCTGACAGCCGCGGACACGGCCACCTATTTCTGTACTAG
AGGGAGTCCTGGTTTTGCGACTACTAACATCTGGGGCCCAGGCACCCTGGTCACCGTCTCCTCA
GGGCAACCTAAGGCTCCATCAGTCTTCCCACTGGCCCCCTGCTGCGGGGACACACCCAGCTCCACGG
TGACCCTGGGCTGCCTGGTCAAAGGGTACCTCCCGGAGCCAGTGACCGTGACCTGGAACTCGGGCA
CCCTCACCAATGGGGTACGCACCTTCCCGTCCGTCCGGCAGTCCTCAGGCCTCTACTCGCTGAGCAG
CGTGGTGAGCGTGACCTCAAGCAGCCAGCCCGTCACCTGCAACGTGGCCCACCCAGCCACCAACAC
CAAAGTGGACAAGACCGTTGCGCCCTCGACATGCAGCAAGCCCACGTGCCCACCCCCTGAACTCCTG
GGGGGACCGTCTGTCTTCATCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCACGCACCCCCGA
GGTCACATGCGTGGTGGTGGACGTGAGCCAGGATGACCCCGAGGTGCAGTTCACATGGTACATAAACA
ACGAGCAGGTGCGCACCGCCCGGCCGCCGCTACGGGAGCAGCAGTTCAACAGCACGATCCGCGTGG
TCAGCACCCTCCCCATCGCGCACCAGGACTGGCTGAGGGGCAAGGAGTTCAAGTGCAAAGTCCACAA
CAAGGCACTCCCGGCCCCCATCGAGAAAACCATCTCCAAAGCCAGAGGGCAGCCCCTGGAGCCGAA
GGTCTACACCATGGGCCCTCCCCGGGAGGAGCTGAGCAGCAGGTCGGTCAGCCTGACCTGCATGATC
AACGGCTTCTACCCTTCCGACATCTCGGTGGAGTGGGAGAAGAACGGGAAGGCAGAGGACAACTACA
AGACCACGCCGGCCGTGCTGGACAGCGACGGCTCCTACTTCCTCTACAGCAAGCTCTCAGTGCCCAC
GAGTGAGTGGCAGCGGGGCGACGTCTTCACCTGCTCCGTGATGCACGAGGCCTTGCACAACCACTAC
ACGCAGAAGTCCATCTCCCGCTCTCCGGGTAAATGA

Protein sequence:

>SAIC-13B-19-H3
METGLRWLLLVAVLTGVQCQSVEESGGRLVTPGTPLTLTCTVSGIDLSSHALTWVRQAPGKGLEWIGYIDA
DGSTYYANWAKGRFSISKTSTTVDLKMTSLTAADTATYFCTRGSPGFATTNIWGPGTLVTVSSGQPKAPSY
FPLAPCCGDTPSSTVTLGCLVKGYLPEPVTVTWNSGTLTNGVRTFPSVRQSSGLYSLSSVVSVTSSSQPVT
CNVAHPATNTKVDKTVAPSTCSKPTCPPPELLGGPSVFIFPPKPKDTLMISRTPEVTCVVVDVSQDDPEVQ
FTWYINNEQVRTARPPLREQQFNSTIRVVSTLPIAHQDWLRGKEFKCKVHNKALPAPIEKTISKARGQPLEP
KVYTMGPPREELSSRSVSLTCMINGFYPSDISVEWEKNGKAEDNYKTTPAVLDSDGSYFLYSKLSVPTSEW
QRGDVFTCSVMHEALHNHYTQKSISRSPGK-

SAIC-13B-19-L3, ANXA1l, AAYLQETGKPLDETLK

>SAIC-13B-19-L3
ATGGACACGAGGGCCCCCACTCAGCTGCTGGGGCTCCTGCTGCTCTGGCTCCCAGGTGCCACATTTG
CCCAAGTGCTGACCCAGACTCCATCGTCCGTGTCTGCAGCTGTGGGAGGCACAGTCAGCATCAGTTG
CCAGTCCAGTCAGACTGTTTATTATAACAACCGTTTAGCCTGGTATCAGCAGAAACCAGGGCAGCCTCC
CAAGCTCCTGATCTATTATGTATCCACTCTGGCATCTGGGGTCCCATCGCGGTTCAGCGGCAGTGGATC
TGGGACACAGTTCACTCTCACCATCAGCGACCTGGGGTGTGACGATGCTGCCACTTACTACTGTGCAG
GCGGTTATTGGAGTGCTGGTGGTGAGACTGCTTTCGGCGGCGGGACCGAGGTGGTGGTCAAA
GGTGATCCAGTTGCACCTACTGTCCTCATCTTCCCACCAGCTGCTGATCAGGTGGCAACTGGAACAGT
CACCATCGTGTGTGTGGCGAATAAATACTTTCCCGATGTCACCGTCACCTGGGAGGTGGATGGCACCA
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CCCAAACAACTGGCATCGAGAACAGTAAAACACCGCAGAATTCTGCAGATTGTACCTACAACCTCAGCA
GCACTCTGACACTGACCAGCACACAGTACAACAGCCACAAAGAGTACACCTGCAAGGTGACCCAGGG
CACGACCTCAGTCGTCCAGAGCTTCAATAGGGGTGACTGTTAG

Protein sequence:

>SAIC-13B-19-L3
MDTRAPTQLLGLLLLWLPGATFAQVLTQTPSSVSAAVGGTVSISCQSSQTVYYNNRLAWYQQKPGQPPKL
LIYYVSTLASGVPSRFSGSGSGTQFTLTISDLGCDDAATYYCAGGYWSAGGETAFGGGTEVVVKGDPVAP
TVLIFPPAADQVATGTVTIVCVANKYFPDVTVTWEVDGTTQTTGIENSKTPQNSADCTYNLSSTLTLTSTQY
NSHKEYTCKVTQGTTSVVQSFNRGDC-
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SAIC-13C-5G10-H3, ANXA1l, GVDEATIDILTK

>SAIC-13C-5G10-H3
ATGGAGACTGGGCTGCGCTGGCTTCTCCTGGTCGCTGTGCTCAAAGGTGTCCAGTGTCAGTCGCTGG
AGGAGTCCGGGGGTCGCCTGGTCAAGCCTGACGAAACCCTGACACTCACCTGCACAGTCTCTGGAAT
CGACCTCAGTACGAATGCAATAAACTGGGTCCGCCAGGCTCCAGGGGAGGGGCTGGAATGGATCGGA
GCCATTGGTATTAATAAAGATACATACTACGCGACCTGGGCGAAGCGCCGATTCACCGTCTCCAAAACC
TCGTCGACCACGGTGGATCTGAAAATGACCAGTCTGACAACCGAGGACACAGCCACCTATTTCTGTGC
CAGAGGGTTAGGCATCTGGGGCCCAGGCACCCTGGTCACCGTCTCCTCA
GGGCAACCTAAGGCTCCATCAGTCTTCCCACTGGCCCCCTGCTGCGGGGACACACCCAGCTCCACGG
TGACCCTGGGCTGCCTGGTCAAAGGGTACCTCCCGGAGCCAGTGACCGTGACCTGGAACTCGGGCA
CCCTCACCAATGGGGTACGCACCTTCCCGTCCGTCCGGCAGTCCTCAGGCCTCTACTCGCTGAGCAG
CGTGGTGAGCGTGACCTCAAGCAGCCAGCCCGTCACCTGCAACGTGGCCCACCCAGCCACCAACAC
CAAAGTGGACAAGACCGTTGCGCCCTCGACATGCAGCAAGCCCACGTGCCCACCCCCTGAACTCCTG
GGGGGACCGTCTGTCTTCATCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCACGCACCCCCGA
GGTCACATGCGTGGTGGTGGACGTGAGCCAGGATGACCCCGAGGTGCAGTTCACATGGTACATAAACA
ACGAGCAGGTGCGCACCGCCCGGCCGCCGCTACGGGAGCAGCAGTTCAACAGCACGATCCGCGTGG
TCAGCACCCTCCCCATCGCGCACCAGGACTGGCTGAGGGGCAAGGAGTTCAAGTGCAAAGTCCACAA
CAAGGCACTCCCGGCCCCCATCGAGAAAACCATCTCCAAAGCCAGAGGGCAGCCCCTGGAGCCGAA
GGTCTACACCATGGGCCCTCCCCGGGAGGAGCTGAGCAGCAGGTCGGTCAGCCTGACCTGCATGATC
AACGGCTTCTACCCTTCCGACATCTCGGTGGAGTGGGAGAAGAACGGGAAGGCAGAGGACAACTACA
AGACCACGCCGGCCGTGCTGGACAGCGACGGCTCCTACTTCCTCTACAGCAAGCTCTCAGTGCCCAC
GAGTGAGTGGCAGCGGGGCGACGTCTTCACCTGCTCCGTGATGCACGAGGCCTTGCACAACCACTAC
ACGCAGAAGTCCATCTCCCGCTCTCCGGGTAAATGA

Protein sequence:

>SAIC-13C-5G10-H3
METGLRWLLLVAVLKGVQCQSLEESGGRLVKPDETLTLTCTVSGIDLSTNAINWVRQAPGEGLEWIGAIGIN
KDTYYATWAKRRFTVSKTSSTTVDLKMTSLTTEDTATYFCARGLGIWGPGTLVTVSSGQPKAPSVFPLAPC
CGDTPSSTVTLGCLVKGYLPEPVTVTWNSGTLTNGVRTFPSVRQSSGLYSLSSVVSVTSSSQPVTCNVAH
PATNTKVDKTVAPSTCSKPTCPPPELLGGPSVFIFPPKPKDTLMISRTPEVTCVVVDVSQDDPEVQFTWYIN
NEQVRTARPPLREQQFNSTIRVVSTLPIAHQDWLRGKEFKCKVHNKALPAPIEKTISKARGQPLEPKVYTMG
PPREELSSRSVSLTCMINGFYPSDISVEWEKNGKAEDNYKTTPAVLDSDGSYFLYSKLSVPTSEWQRGDVF
TCSVMHEALHNHYTQKSISRSPGK-

SAIC-13C-5G10-L2, ANXAl, GVDEATIIDILTK

>SAIC-13C-5G10-L2
ATGGACACGAGGGCCCCCACTCGGCTGCTGGGGCTCCTGCTGCTCTGGCTCCCAGGTGCCACATTTG
CGCAAGTGCTGACCCAGACTGCATCGTCCGTGTCTGCAGCTGTGGGAGGCACAGTCACCATCAGTTG
CCAGTCCAGTCAGAGTGTTGATAAACACAACAACTTAGCCTGGTTTCAGCAGAAACCAGGGCAGCCTC
CCAAGCGCCTGATCTACAAGGCATCCACTCTGGAATCTAGGGTCCCATCGCGGTTCAAAGGCAGTGGA
TCTGGGACACAGTTCACTCTCACCATCAGCGGCGTGCAGTGTGACGATGCTGCCACTTACTACTGTGC
AGGCGGTTTTAGTACTAATGTTATTACTTTCGGCGGAGGGACCGAGGTGGTGGTCAAA
GGTGATCCAGTTGCACCTACTGTCCTCATCTTCCCACCAGCTGCTGATCAGGTGGCAACTGGAACAGT
CACCATCGTGTGTGTGGCGAATAAATACTTTCCCGATGTCACCGTCACCTGGGAGGTGGATGGCACCA
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CCCAAACAACTGGCATCGAGAACAGTAAAACACCGCAGAATTCTGCAGATTGTACCTACAACCTCAGCA
GCACTCTGACACTGACCAGCACACAGTACAACAGCCACAAAGAGTACACCTGCAAGGTGACCCAGGG
CACGACCTCAGTCGTCCAGAGCTTCAATAGGGGTGACTGTTAG

Protein sequence:

>SAIC-13C-5G10-L2
MDTRAPTRLLGLLLLWLPGATFAQVLTQTASSVSAAVGGTVTISCQSSQSVDKHNNLAWFQQKPGQPPKR
LIYKASTLESRVPSRFKGSGSGTQFTLTISGVQCDDAATYYCAGGFSTNVITFGGGTEVVVKGDPVAPTVLI
FPPAADQVATGTVTIVCVANKYFPDVTVTWEVDGTTQTTGIENSKTPQNSADCTYNLSSTLTLTSTQYNSH
KEYTCKVTQGTTSVVQSFNRGDC-
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SAIC-14C-10F12-H1, ANXA4, DEGNYLDDALVR

>SAIC-14C-10F12-H1
ATGGAGACTGGGCTGCGCTGGCTTCTCCTGGTCGCTGTGCTCAAAGGTGTCCAGTGTCAGTCGGTGG
AGGAGTCCGGGGGTCGCCTGGTCACGCCTGGGACACCCCTGACACTCACCTGCACAGTCTCTGAAAT
CGACCTCAGTAGCAATGCAATGAGCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGTATGGATCGGA
GCCATTAATAAGATTGGTAATATACTCTACGCGAGCTGGGCGAAAGGCCGATTCACCATCTCCAAAACCT
CGTCGACCACGGTGGATCTGAAAATCGCCAGTCCGACAACCGAGGACACGGCCACCTATTTTTGTACC
AGGGGTTATGGTTCTGGTGGTATATGGGGCCCAGGCACCCTGGTCACCGTCTCCTCA
GGGCAACCTAAGGCTCCATCAGTCTTCCCACTGGCCCCCTGCTGCGGGGACACACCCAGCTCCACGG
TGACCCTGGGCTGCCTGGTCAAAGGGTACCTCCCGGAGCCAGTGACCGTGACCTGGAACTCGGGCA
CCCTCACCAATGGGGTACGCACCTTCCCGTCCGTCCGGCAGTCCTCAGGCCTCTACTCGCTGAGCAG
CGTGGTGAGCGTGACCTCAAGCAGCCAGCCCGTCACCTGCAACGTGGCCCACCCAGCCACCAACAC
CAAAGTGGACAAGACCGTTGCGCCCTCGACATGCAGCAAGCCCACGTGCCCACCCCCTGAACTCCTG
GGGGGACCGTCTGTCTTCATCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCACGCACCCCCGA
GGTCACATGCGTGGTGGTGGACGTGAGCCAGGATGACCCCGAGGTGCAGTTCACATGGTACATAAACA
ACGAGCAGGTGCGCACCGCCCGGCCGCCGCTACGGGAGCAGCAGTTCAACAGCACGATCCGCGTGG
TCAGCACCCTCCCCATCGCGCACCAGGACTGGCTGAGGGGCAAGGAGTTCAAGTGCAAAGTCCACAA
CAAGGCACTCCCGGCCCCCATCGAGAAAACCATCTCCAAAGCCAGAGGGCAGCCCCTGGAGCCGAA
GGTCTACACCATGGGCCCTCCCCGGGAGGAGCTGAGCAGCAGGTCGGTCAGCCTGACCTGCATGATC
AACGGCTTCTACCCTTCCGACATCTCGGTGGAGTGGGAGAAGAACGGGAAGGCAGAGGACAACTACA
AGACCACGCCGGCCGTGCTGGACAGCGACGGCTCCTACTTCCTCTACAGCAAGCTCTCAGTGCCCAC
GAGTGAGTGGCAGCGGGGCGACGTCTTCACCTGCTCCGTGATGCACGAGGCCTTGCACAACCACTAC
ACGCAGAAGTCCATCTCCCGCTCTCCGGGTAAATGA

Protein sequence:

>SAIC-14C-10F12-H1
METGLRWLLLVAVLKGVQCQSVEESGGRLVTPGTPLTLTCTVSEIDLSSNAMSWVRQAPGKGLVWIGAINK
IGNILYASWAKGRFTISKTSSTTVDLKIASPTTEDTATYFCTRGYGSGGIWGPGTLVTVSSGQPKAPSVFPLA
PCCGDTPSSTVTLGCLVKGYLPEPVTVTWNSGTLTNGVRTFPSVRQSSGLYSLSSVVSVTSSSQPVTCNV
AHPATNTKVDKTVAPSTCSKPTCPPPELLGGPSVFIFPPKPKDTLMISRTPEVTCVVVDVSQDDPEVQFTW
YINNEQVRTARPPLREQQFNSTIRVVSTLPIAHQDWLRGKEFKCKVHNKALPAPIEKTISKARGQPLEPKVY
TMGPPREELSSRSVSLTCMINGFYPSDISVEWEKNGKAEDNYKTTPAVLDSDGSYFLYSKLSVPTSEWQR
GDVFTCSVMHEALHNHYTQKSISRSPGK-

SAIC-14C-10F12-L3, ANXA4, DEGNYLDDALVR

>SAIC-14C-10F12-L3
ATGGACACGAGGGCCCCCACTCAGCTGCTGGGGCTCCTGCTGCTCTGGCTCCCAGGTGCCACATTTG
CCCAAGTGCTGACCCAGACTCCATCCCCTGTGTCTGCACCTGTGGGAGGCACAGTCACCATCAATTGC
CAGGCCAGTCAGAGTCTTTATAATAAGAAAAATTTAGCCTGGTATCAGCAGAAACCAGGGCAACCTCCC
AAGCTCCTGATCTACTATATATCCACTCTGGCATCTGGGGTCTCATCGCGGTTCAAAGGCAGTGGATCT
GGGACACAGTTCGCTCTCACCATCAGCGGCGTGCAGTGTGACGATGCTGCCACTTACTACTGTCAAGG
CGAATTTAGTTGTAGTAGTGGTGATTGTGTTGCTTTCGGCGGAGGGACCGAGGTGGTGGTCAAA
GGTGATCCAGTTGCACCTACTGTCCTCATCTTCCCACCAGCTGCTGATCAGGTGGCAACTGGAACAGT
CACCATCGTGTGTGTGGCGAATAAATACTTTCCCGATGTCACCGTCACCTGGGAGGTGGATGGCACCA
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CCCAAACAACTGGCATCGAGAACAGTAAAACACCGCAGAATTCTGCAGATTGTACCTACAACCTCAGCA
GCACTCTGACACTGACCAGCACACAGTACAACAGCCACAAAGAGTACACCTGCAAGGTGACCCAGGG
CACGACCTCAGTCGTCCAGAGCTTCAATAGGGGTGACTGTTAG

Protein sequence:

>SAIC-14C-10F12-L3
MDTRAPTQLLGLLLLWLPGATFAQVLTQTPSPVSAPVGGTVTINCQASQSLYNKKNLAWYQQKPGQPPKL
LIYYISTLASGVSSRFKGSGSGTQFALTISGVQCDDAATYYCQGEFSCSSGDCVAFGGGTEVVVKGDPVAP
TVLIFPPAADQVATGTVTIVCVANKYFPDVTVTWEVDGTTQTTGIENSKTPQNSADCTYNLSSTLTLTSTQY
NSHKEYTCKVTQGTTSVVQSFNRGDC-

16



SAIC-16D-6B9-H2, CALR, GLQTSQDAR

>SAIC-16D-6B9-H2
ATGGAGACTGGGCTGCGCTGGCTTCTCCTGGTCGCTGTGCTCAAAGGTGTCCAGTGTCAGTCGGTGG
AGGAGTCCGGGGGTCGCCTGGTCACGCCTGGGACACCCCTGACACTCACCTGCACAGCCTCTGGATT
CTCCCTCAGTAGCGATGCAGTGGGCTGGGTCCGCCAGACTCCAGGGAAGGGGCTGGAATGGATCGG
ACAGATTGGTATTAGTGGTAGGATATATTCCGCGAGTTGGGCGAAAGGCCGATTCACTATCTCCAGAAC
CTCGACCATGGTGGATCTGAAAATCACCAGTCCGACAACCGAGGACACGGCCACTTATTTCTGTGCCA
GATACCGTGCCAGCGGTAATTTTGACATCTGGGGCCCGGGCACCCTGGTCACCGTCTCCTCA
GGGCAACCTAAGGCTCCATCAGTCTTCCCACTGGCCCCCTGCTGCGGGGACACACCCAGCTCCACGG
TGACCCTGGGCTGCCTGGTCAAAGGGTACCTCCCGGAGCCAGTGACCGTGACCTGGAACTCGGGCA
CCCTCACCAATGGGGTACGCACCTTCCCGTCCGTCCGGCAGTCCTCAGGCCTCTACTCGCTGAGCAG
CGTGGTGAGCGTGACCTCAAGCAGCCAGCCCGTCACCTGCAACGTGGCCCACCCAGCCACCAACAC
CAAAGTGGACAAGACCGTTGCGCCCTCGACATGCAGCAAGCCCACGTGCCCACCCCCTGAACTCCTG
GGGGGACCGTCTGTCTTCATCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCACGCACCCCCGA
GGTCACATGCGTGGTGGTGGACGTGAGCCAGGATGACCCCGAGGTGCAGTTCACATGGTACATAAACA
ACGAGCAGGTGCGCACCGCCCGGCCGCCGCTACGGGAGCAGCAGTTCAACAGCACGATCCGCGTGG
TCAGCACCCTCCCCATCGCGCACCAGGACTGGCTGAGGGGCAAGGAGTTCAAGTGCAAAGTCCACAA
CAAGGCACTCCCGGCCCCCATCGAGAAAACCATCTCCAAAGCCAGAGGGCAGCCCCTGGAGCCGAA
GGTCTACACCATGGGCCCTCCCCGGGAGGAGCTGAGCAGCAGGTCGGTCAGCCTGACCTGCATGATC
AACGGCTTCTACCCTTCCGACATCTCGGTGGAGTGGGAGAAGAACGGGAAGGCAGAGGACAACTACA
AGACCACGCCGGCCGTGCTGGACAGCGACGGCTCCTACTTCCTCTACAGCAAGCTCTCAGTGCCCAC
GAGTGAGTGGCAGCGGGGCGACGTCTTCACCTGCTCCGTGATGCACGAGGCCTTGCACAACCACTAC
ACGCAGAAGTCCATCTCCCGCTCTCCGGGTAAATGA

Protein sequence:

>SAIC-16D-6B9-H2
METGLRWLLLVAVLKGVQCQSVEESGGRLVTPGTPLTLTCTASGFSLSSDAVGWVRQTPGKGLEWIGQIG
ISGRIYSASWAKGRFTISRTSTMVDLKITSPTTEDTATYFCARYRASGNFDIWGPGTLVTVSSGQPKAPSVF
PLAPCCGDTPSSTVTLGCLVKGYLPEPVTVTWNSGTLTNGVRTFPSVRQSSGLYSLSSVVSVTSSSQPVT
CNVAHPATNTKVDKTVAPSTCSKPTCPPPELLGGPSVFIFPPKPKDTLMISRTPEVTCVVVDVSQDDPEVQ
FTWYINNEQVRTARPPLREQQFNSTIRVVSTLPIAHQDWLRGKEFKCKVHNKALPAPIEKTISKARGQPLEP
KVYTMGPPREELSSRSVSLTCMINGFYPSDISVEWEKNGKAEDNYKTTPAVLDSDGSYFLYSKLSVPTSEW
QRGDVFTCSVMHEALHNHYTQKSISRSPGK-

SAIC-16D-6B9-L3, CALR, GLQTSQDAR

>SAIC-16D-6B9-L3
ATGGACACGAGGGCCCCCACTCAGCTGCTGGGGCTCCTGCTGCTCTGGCTCCCAGGTGCCACATTTG
CCCAAGTGCTGACCCAGACACCATCCCCCGTGTCTGCAGCTGTGGGAGGCACAGTCACCATCAGTTG
CCAGGCCAGTCGGAATGTTTATAATAACAACAATTTAGCCTGGTATCAGCAGAAACCAGGGCAGCCTCC
CAAGCTCCTGATCTACTGGGCATCCAAACTGGCAACTGGGGTCTCATCGCGGTTCAAGGGCAGTGGAT
CTGGGACACAGTTCACTCTCACCATCAGCGGCTTGCAGTGTGACGATGCTGCCACTTACTACTGTCAA
GGCGAATTTGATTGCGGTACTTCTGATTGTAATGCTTTCGGCGGAGGGACCGAGGTGGTGGTCAGA
GGTGATCCAGTTGCACCTACTGTCCTCATCTTCCCACCAGCTGCTGATCAGGTGGCAACTGGAACAGT
CACCATCGTGTGTGTGGCGAATAAATACTTTCCCGATGTCACCGTCACCTGGGAGGTGGATGGCACCA
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CCCAAACAACTGGCATCGAGAACAGTAAAACACCGCAGAATTCTGCAGATTGTACCTACAACCTCAGCA
GCACTCTGACACTGACCAGCACACAGTACAACAGCCACAAAGAGTACACCTGCAAGGTGACCCAGGG
CACGACCTCAGTCGTCCAGAGCTTCAATAGGGGTGACTGTTAG

Protein sequence:

>SAIC-16D-6B9-L3
MDTRAPTQLLGLLLLWLPGATFAQVLTQTPSPVSAAVGGTVTISCQASRNVYNNNNLAWYQQKPGQPPKL
LIYWASKLATGVSSRFKGSGSGTQFTLTISGLQCDDAATYYCQGEFDCGTSDCNAFGGGTEVVVRGDPVA
PTVLIFPPAADQVATGTVTIVCVANKYFPDVTVTWEVDGTTQTTGIENSKTPQNSADCTYNLSSTLTLTSTQ
YNSHKEYTCKVTQGTTSVVQSFNRGDC-
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SAIC-19D-1F4-H10, GRB2, FGNDVQHFK

>SAIC-19D-1F4-H10
ATGGAGACTGGGCTGCGCTGGCTTCTCCTGGTCGCTGTGCTCAAAGGTGTCCAGTGTCAGTCGGTGG
AGGAGTCCGGGGGTCGCCTGGTCACGCCTGGGACACCCCTGACACTCACCTGCACCGTCTCTGGATT
CTCCCTCAGTAGTTACTATATGAGCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAATGGATCGGAA
GTATTAGTAGTCGTGGTGATGCATACTTCGCGGGCTGGGCGAAAGGCCGATTCACCATCTCCAAAACCT
CGACCACGGTGGATCTGAAAATCACCAGTCCGACAACCGAGGACACGGCCACCTATTTCTGTGCCAGA
GGTGATGTTACTAATAGTATGGGTTGGAACATCTGGGGCCCAGGCACCCTGGTCACCGTCTCCTCA
GGGCAACCTAAGGCTCCATCAGTCTTCCCACTGGCCCCCTGCTGCGGGGACACACCCAGCTCCACGG
TGACCCTGGGCTGCCTGGTCAAAGGGTACCTCCCGGAGCCAGTGACCGTGACCTGGAACTCGGGCA
CCCTCACCAATGGGGTACGCACCTTCCCGTCCGTCCGGCAGTCCTCAGGCCTCTACTCGCTGAGCAG
CGTGGTGAGCGTGACCTCAAGCAGCCAGCCCGTCACCTGCAACGTGGCCCACCCAGCCACCAACAC
CAAAGTGGACAAGACCGTTGCGCCCTCGACATGCAGCAAGCCCACGTGCCCACCCCCTGAACTCCTG
GGGGGACCGTCTGTCTTCATCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCACGCACCCCCGA
GGTCACATGCGTGGTGGTGGACGTGAGCCAGGATGACCCCGAGGTGCAGTTCACATGGTACATAAACA
ACGAGCAGGTGCGCACCGCCCGGCCGCCGCTACGGGAGCAGCAGTTCAACAGCACGATCCGCGTGG
TCAGCACCCTCCCCATCGCGCACCAGGACTGGCTGAGGGGCAAGGAGTTCAAGTGCAAAGTCCACAA
CAAGGCACTCCCGGCCCCCATCGAGAAAACCATCTCCAAAGCCAGAGGGCAGCCCCTGGAGCCGAA
GGTCTACACCATGGGCCCTCCCCGGGAGGAGCTGAGCAGCAGGTCGGTCAGCCTGACCTGCATGATC
AACGGCTTCTACCCTTCCGACATCTCGGTGGAGTGGGAGAAGAACGGGAAGGCAGAGGACAACTACA
AGACCACGCCGGCCGTGCTGGACAGCGACGGCTCCTACTTCCTCTACAGCAAGCTCTCAGTGCCCAC
GAGTGAGTGGCAGCGGGGCGACGTCTTCACCTGCTCCGTGATGCACGAGGCCTTGCACAACCACTAC
ACGCAGAAGTCCATCTCCCGCTCTCCGGGTAAATGA

Protein sequence:

>SAIC-19D-1F4-H10
METGLRWLLLVAVLKGVQCQSVEESGGRLVTPGTPLTLTCTVSGFSLSSYYMSWVRQAPGKGLEWIGSIS
SRGDAYFAGWAKGRFTISKTSTTVDLKITSPTTEDTATYFCARGDVTNSMGWNIWGPGTLVTVSSGQPKA
PSVFPLAPCCGDTPSSTVTLGCLVKGYLPEPVTVTWNSGTLTNGVRTFPSVRQSSGLYSLSSVVSVTSSSQ
PVTCNVAHPATNTKVDKTVAPSTCSKPTCPPPELLGGPSVFIFPPKPKDTLMISRTPEVTCVVVDVSQDDPE
VQFTWYINNEQVRTARPPLREQQFNSTIRVVSTLPIAHQDWLRGKEFKCKVHNKALPAPIEKTISKARGQPL
EPKVYTMGPPREELSSRSVSLTCMINGFYPSDISVEWEKNGKAEDNYKTTPAVLDSDGSYFLYSKLSVPTS
EWQRGDVFTCSVMHEALHNHYTQKSISRSPGK-

SAIC-19D-1F4-L1, GRB2, FGNDVQHFK

>SAIC-19D-1F4-L1
ATGGACACGAGGGCCCCCACTCAGCTGCTGGGGCTCCTGCTGCTCTGGCTCCCAGGTGCCACATTTG
CCCAAGTGCTGACCCAGACTCCATCCCCTGTGTCTGCATCTGTGGGAGGCACAGTCACCATCGTTTGC
CAGTCCAGTCCGAGTATTTATAGCAACAAAAATTTAGCCTGGTATCAGCAGAAACCAGGGCAACCTCCC
AAGCTCCTGATCTACGATGCATCCAATCTGGCATCTGGGGTCCCATCGCGGTTCAAAGGCAGTGGATCT
GGGACAGAGTTCACTCTCACCATCAGCGACGTGCAGTGTGACGATGCTGCCACTTACTACTGTCAAGG
CGAATTCAGTTGTAGTAGTGGTGATTGTGTTGCTTTCGGCGGAGGGACCGAGGTGGTGGTCAAA
GGTGATCCAGTTGCACCTACTGTCCTCATCTTCCCACCGGCTGCTGATCAGGTGGCAACTGGAACAGT
CACCATCGTGTGTGTGGCGAATAAATACTTTCCCGATGTCACCGTCACCTGGGAGGTGGATGGCACCA
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CCCAAACAACTGGCATCGAGAACAGTAAAACACCGCAGAATTCTGCAGATTGTACCTACAACCTCAGCA
GCACTCTGACACTGACCAGCACACAGTACAACAGCCACAAAGAGTACACCTGCAAGGTGACCCAGGG
CACGACCTCAGTCGTCCAGAGCTTCAATAGGGGTGACTGTTAG

Protein sequence:

>SAIC-19D-1F4-L1
MDTRAPTQLLGLLLLWLPGATFAQVLTQTPSPVSASVGGTVTIVCQSSPSIYSNKNLAWYQQKPGQPPKLLI
YDASNLASGVPSRFKGSGSGTEFTLTISDVQCDDAATYYCQGEFSCSSGDCVAFGGGTEVVVKGDPVAPT
VLIFPPAADQVATGTVTIVCVANKYFPDVTVTWEVDGTTQTTGIENSKTPQNSADCTYNLSSTLTLTSTQYN
SHKEYTCKVTQGTTSVVQSFNRGDC-
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SAIC-21C-4-H5, FEN1, SIEEIVR

>SAIC-21C-4-H5
ATGGAGACTGGGCTGCGCTGGCTTCTCCTGGTCGCTGTGCTCAAAGGTGTCCAGTGTCAGTCGGTGG
AGGAGTCCGGGGGTCGCCTGGTCACGCCTGGGACAGCCCTGACACTCACCTGCACCGTCTCTGGATT
CTCCCTCAGTAGCTATGCAATGATCTGGGTCCGCCAGGCTCCAGGGGAGGGGCTGGAATGGATCGGA
ATTATTAGTGTTAGGGGTAGCGCATACTACGCGAGCTGGGCGAAAGGCCGATTCATCATCTCCAAAACC
TCGACCACGGTGGATCTGAGAATCACCAGTCCGACAACCGAGGACACGGCCACCTATTTCTGTGCCAG
AGGGCTGGGACTATCTAACATCTGGGGCCCAGGCACCCTGGTCACCGTCTCCTTG
GGGCAACCTAAGGCTCCATCAGTCTTCCCACTGGCCCCCTGCTGCGGGGACACACCCAGCTCCACGG
TGACCCTGGGCTGCCTGGTCAAAGGGTACCTCCCGGAGCCAGTGACCGTGACCTGGAACTCGGGCA
CCCTCACCAATGGGGTACGCACCTTCCCGTCCGTCCGGCAGTCCTCAGGCCTCTACTCGCTGAGCAG
CGTGGTGAGCGTGACCTCAAGCAGCCAGCCCGTCACCTGCAACGTGGCCCACCCAGCCACCAACAC
CAAAGTGGACAAGACCGTTGCGCCCTCGACATGCAGCAAGCCCACGTGCCCACCCCCTGAACTCCTG
GGGGGACCGTCTGTCTTCATCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCACGCACCCCCGA
GGTCACATGCGTGGTGGTGGACGTGAGCCAGGATGACCCCGAGGTGCAGTTCACATGGTACATAAACA
ACGAGCAGGTGCGCACCGCCCGGCCGCCGCTACGGGAGCAGCAGTTCAACAGCACGATCCGCGTGG
TCAGCACCCTCCCCATCGCGCACCAGGACTGGCTGAGGGGCAAGGAGTTCAAGTGCAAAGTCCACAA
CAAGGCACTCCCGGCCCCCATCGAGAAAACCATCTCCAAAGCCAGAGGGCAGCCCCTGGAGCCGAA
GGTCTACACCATGGGCCCTCCCCGGGAGGAGCTGAGCAGCAGGTCGGTCAGCCTGACCTGCATGATC
AACGGCTTCTACCCTTCCGACATCTCGGTGGAGTGGGAGAAGAACGGGAAGGCAGAGGACAACTACA
AGACCACGCCGGCCGTGCTGGACAGCGACGGCTCCTACTTCCTCTACAGCAAGCTCTCAGTGCCCAC
GAGTGAGTGGCAGCGGGGCGACGTCTTCACCTGCTCCGTGATGCACGAGGCCTTGCACAACCACTAC
ACGCAGAAGTCCATCTCCCGCTCTCCGGGTAAATGA

Protein sequence:

>SAIC-21C-4-H5
METGLRWLLLVAVLKGVQCQSVEESGGRLVTPGTALTLTCTVSGFSLSSYAMIWVRQAPGEGLEWIGIISV
RGSAYYASWAKGRFIISKTSTTVDLRITSPTTEDTATYFCARGLGLSNIWGPGTLVTVSLGQPKAPSVFPLA
PCCGDTPSSTVTLGCLVKGYLPEPVTVTWNSGTLTNGVRTFPSVRQSSGLYSLSSVVSVTSSSQPVTCNV
AHPATNTKVDKTVAPSTCSKPTCPPPELLGGPSVFIFPPKPKDTLMISRTPEVTCVVVDVSQDDPEVQFTW
YINNEQVRTARPPLREQQFNSTIRVVSTLPIAHQDWLRGKEFKCKVHNKALPAPIEKTISKARGQPLEPKVY
TMGPPREELSSRSVSLTCMINGFYPSDISVEWEKNGKAEDNYKTTPAVLDSDGSYFLYSKLSVPTSEWQR
GDVFTCSVMHEALHNHYTQKSISRSPGK-

SAIC-21C-4-L1, FEN1, SIEEIVR

>SAIC-21C-4-L1
ATGGACACGAGGGCCCCCCCTCAGCTGCTGGGGCTCCTGCTGCTCTGGCTCCCAGGTGCCAGATGT
GATGTTGTGATGACCCAGACTCCAGCCTCCGTGGAGGCAGCTGTGGGAGGCACAGTCACCATCAAGT
GCCAGGCCAGTCAGAGCATTAGCAGTTGGTTATCCTGGTATCAGCAGAAACCAGGGCAGCCTCCCAAA
CTCCTGATCTATGAAGCATCCAAACTGGCCTCTGGGGTCCCATCGCGGTTCAAAGGCAGTGGATCTGG
GACAGATTTCACTCTCACCATCAGCGACCTGGAGTGTGCCGATGCTGCCACTTACTACTGTCAATGCAC
TTATGGTATTATTAGAGGCACTACTTATGGTGGGGCTTTCGGCGGAGGGACCGAGGTGGTGGTCAAG
GGTGATCCAGTTGCACCTACTGTCCTCATCTTCCCACCAGCTGCTGATCAGGTGGCAACTGGAACAGT
CACCATCGTGTGTGTGGCGAATAAATACTTTCCCGATGTCACCGTCACCTGGGAGGTGGATGGCACCA
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CCCAAACAACTGGCATCGAGAACAGTAAAACACCGCAGAATTCTGCAGATTGTACCTACAACCTCAGCA
GCACTCTGACACTGACCAGCACACAGTACAACAGCCACAAAGAGTACACCTGCAAGGTGACCCAGGG
CACGACCTCAGTCGTCCAGAGCTTCAATAGGGGTGACTGTTAG

Protein sequence:

>SAIC-21C-4-L1
MDTRAPPQLLGLLLLWLPGARCDVVMTQTPASVEAAVGGTVTIKCQASQSISSWLSWYQQKPGQPPKLLI
YEASKLASGVPSRFKGSGSGTDFTLTISDLECADAATYYCQCTYGIIRGTTYGGAFGGGTEVVVKGDPVAP
TVLIFPPAADQVATGTVTIVCVANKYFPDVTVTWEVDGTTQTTGIENSKTPQNSADCTYNLSSTLTLTSTQY
NSHKEYTCKVTQGTTSVVQSFNRGDC-
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SAIC-22D-22-H1, GSTP1, YISLIYTNYEAGK

>SAIC-22D-22-H1
ATGGAGACTGGGCTGCGCTGGCTTCTCCTGGTCGCTGTGCTCAAAGGTGTCCAGTGTCAGTCGGTGG
AGGAGTCCGGGGGTCGCCTGGTCACGCCTGGGACACCCCTGACACTCACCTGCACAGTCTCTGGATT
CTCCCTCAATAATTATGGAATGAACTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAATGGATCGGAG
TCATTATTAATAATGGTAAGACAGCCTACGCGGACTGGGCAAAAGGCCGATTCACCATCTCCAAAACCTC
GTCGACCACGGTGGATCTGAGAATGACCAGTCTGACAACCGAGGACACGGCCACCTATTTCTGTGTTA
GAGGGTATTTTACGTATAATATATACATCTGGGGCCCAGGCACCCTGGTCACCGTCTCCTTA
GGGCAACCTAAGGCTCCATCAGTCTTCCCACTGGCCCCCTGCTGCGGGGACACACCCAGCTCCACGG
TGACCCTGGGCTGCCTGGTCAAAGGGTACCTCCCGGAGCCAGTGACCGTGACCTGGAACTCGGGCA
CCCTCACCAATGGGGTACGCACCTTCCCGTCCGTCCGGCAGTCCTCAGGCCTCTACTCGCTGAGCAG
CGTGGTGAGCGTGACCTCAAGCAGCCAGCCCGTCACCTGCAACGTGGCCCACCCAGCCACCAACAC
CAAAGTGGACAAGACCGTTGCGCCCTCGACATGCAGCAAGCCCACGTGCCCACCCCCTGAACTCCTG
GGGGGACCGTCTGTCTTCATCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCACGCACCCCCGA
GGTCACATGCGTGGTGGTGGACGTGAGCCAGGATGACCCCGAGGTGCAGTTCACATGGTACATAAACA
ACGAGCAGGTGCGCACCGCCCGGCCGCCGCTACGGGAGCAGCAGTTCAACAGCACGATCCGCGTGG
TCAGCACCCTCCCCATCGCGCACCAGGACTGGCTGAGGGGCAAGGAGTTCAAGTGCAAAGTCCACAA
CAAGGCACTCCCGGCCCCCATCGAGAAAACCATCTCCAAAGCCAGAGGGCAGCCCCTGGAGCCGAA
GGTCTACACCATGGGCCCTCCCCGGGAGGAGCTGAGCAGCAGGTCGGTCAGCCTGACCTGCATGATC
AACGGCTTCTACCCTTCCGACATCTCGGTGGAGTGGGAGAAGAACGGGAAGGCAGAGGACAACTACA
AGACCACGCCGGCCGTGCTGGACAGCGACGGCTCCTACTTCCTCTACAGCAAGCTCTCAGTGCCCAC
GAGTGAGTGGCAGCGGGGCGACGTCTTCACCTGCTCCGTGATGCACGAGGCCTTGCACAACCACTAC
ACGCAGAAGTCCATCTCCCGCTCTCCGGGTAAATGA

Protein sequence:

>SAIC-22D-22-H1
METGLRWLLLVAVLKGVQCQSVEESGGRLVTPGTPLTLTCTVSGFSLNNYGMNWVRQAPGKGLEWIGVII
NNGKTAYADWAKGRFTISKTSSTTVDLRMTSLTTEDTATYFCVRGYFTYNIYIWGPGTLVTVSLGQPKAPSYV
FPLAPCCGDTPSSTVTLGCLVKGYLPEPVTVTWNSGTLTNGVRTFPSVRQSSGLYSLSSVVSVTSSSQPVT
CNVAHPATNTKVDKTVAPSTCSKPTCPPPELLGGPSVFIFPPKPKDTLMISRTPEVTCVVVDVSQDDPEVQ
FTWYINNEQVRTARPPLREQQFNSTIRVVSTLPIAHQDWLRGKEFKCKVHNKALPAPIEKTISKARGQPLEP
KVYTMGPPREELSSRSVSLTCMINGFYPSDISVEWEKNGKAEDNYKTTPAVLDSDGSYFLYSKLSVPTSEW
QRGDVFTCSVMHEALHNHYTQKSISRSPGK-

SAIC-22D-22-L4, GSTP1, YISLIYTNYEAGK

>SAIC-22D-22-L4
ATGGACACGAGGGCCCCCACTCAGCTGCTGGGGCTCCTGCTGCTCTGGCTCCCAGGTGCCACATTTG
CGCAAGTGCTGACCCAGACTGCATCGTCCGTGTCTGCAGCTGTGGGAGGGACAGTCACCATCAGTTG
CCAGTCCAGTCAAAGTGTTTATAATAACCGCTTAACCTGGTTTCAGCAGAAACCAGGGCAGCCTCCCAA
GCTCCTAATGTATTCTACATCCAGGCTGGCATCTGGGGTCCCATCGCGGTTCAGCGGCAGTGGATCTAG
GACACAGTTCACTCTCACCATCAGCGGCGTGCAGTGTGGCGATGCTGCCACTTACTACTGTCTAGGCG
GTTATAGTGGTGAGATTGATGCTTTCGGCGGAGGGACCGAGGTGGTGGTCAAG
AGTGATCCAGTTGCACCTACTGTCCTCATCTTCCCACCAGCTGCTGATCAGGTGGCAACTGGAACAGT
CACCATCGTGTGTGTGGCGAATAAATACTTTCCCGATGTCACCGTCACCTGGGAGGTGGATGGCACCA
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CCCAAACAACTGGCATCGAGAACAGTAAAACACCGCAGAATTCTGCAGATTGTACCTACAACCTCAGCA
GCACTCTGACACTGACCAGCACACAGTACAACAGCCACAAAGAGTACACCTGCAAGGTGACCCAGGG
CACGACCTCAGTCGTCCAGAGCTTCAATAGGGGTGACTGTTAG

Protein sequence:

>SAIC-22D-22-L4
MDTRAPTQLLGLLLLWLPGATFAQVLTQTASSVSAAVGGTVTISCQSSQSVYNNRLTWFQQKPGQPPKLL
MYSTSRLASGVPSRFSGSGSRTQFTLTISGVQCGDAATYYCLGGYSGEIDAFGGGTEVVVKSDPVAPTVLI
FPPAADQVATGTVTIVCVANKYFPDVTVTWEVDGTTQTTGIENSKTPQNSADCTYNLSSTLTLTSTQYNSH
KEYTCKVTQGTTSVVQSFNRGDC-
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SAIC-23B-22-H3, HSPB1, DGVVEITGK

>SAIC-23B-22-H3
ATGGAGACTGGGCTGCGCTGGCTTCTCCTGGTCGCTGTGCTCAAAGGTGTCCAGTGTCAGTCGCTGG
AGGAGTCCGGGGGTCGCCTGGTCACGCCTGGGACACCCCTGACACTCACCTGTACAGTCTCTGGAGT
CGGCCTCGATAGTATTGGGGTAAGGTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGCAATACATCGGA
GAGATTAGCAATATTGGCAACACATACTACCCGAACTGGGCAAGAGGCCGATTCACCATCTCCAAGACC
TCGACCACGGTGGATCTGAAGATCACCAGCCCGACAATCGAGGACACGGCCACCTATTTCTGTGCCAG
GGGATGGCTATCGGGTTTTAAGTACATGTGGGGCCCAGGCACCCTGGTCACCGTCTCCTTA
GGGCAACCTAAGGCTCCATCAGTCTTCCCACTGGCCCCCTGCTGCGGGGACACACCCAGCTCCACGG
TGACCCTGGGCTGCCTGGTCAAAGGGTACCTCCCGGAGCCAGTGACCGTGACCTGGAACTCGGGCA
CCCTCACCAATGGGGTACGCACCTTCCCGTCCGTCCGGCAGTCCTCAGGCCTCTACTCGCTGAGCAG
CGTGGTGAGCGTGACCTCAAGCAGCCAGCCCGTCACCTGCAACGTGGCCCACCCAGCCACCAACAC
CAAAGTGGACAAGACCGTTGCGCCCTCGACATGCAGCAAGCCCACGTGCCCACCCCCTGAACTCCTG
GGGGGACCGTCTGTCTTCATCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCACGCACCCCCGA
GGTCACATGCGTGGTGGTGGACGTGAGCCAGGATGACCCCGAGGTGCAGTTCACATGGTACATAAACA
ACGAGCAGGTGCGCACCGCCCGGCCGCCGCTACGGGAGCAGCAGTTCAACAGCACGATCCGCGTGG
TCAGCACCCTCCCCATCGCGCACCAGGACTGGCTGAGGGGCAAGGAGTTCAAGTGCAAAGTCCACAA
CAAGGCACTCCCGGCCCCCATCGAGAAAACCATCTCCAAAGCCAGAGGGCAGCCCCTGGAGCCGAA
GGTCTACACCATGGGCCCTCCCCGGGAGGAGCTGAGCAGCAGGTCGGTCAGCCTGACCTGCATGATC
AACGGCTTCTACCCTTCCGACATCTCGGTGGAGTGGGAGAAGAACGGGAAGGCAGAGGACAACTACA
AGACCACGCCGGCCGTGCTGGACAGCGACGGCTCCTACTTCCTCTACAGCAAGCTCTCAGTGCCCAC
GAGTGAGTGGCAGCGGGGCGACGTCTTCACCTGCTCCGTGATGCACGAGGCCTTGCACAACCACTAC
ACGCAGAAGTCCATCTCCCGCTCTCCGGGTAAATGA

Protein sequence:

>SAIC-23B-22-H3
METGLRWLLLVAVLKGVQCQSLEESGGRLVTPGTPLTLTCTVSGVGLDSIGVRWVRQAPGKGLQYIGEISN
IGNTYYPNWARGRFTISKTSTTVDLKITSPTIEDTATYFCARGWLSGFKYMWGPGTLVTVSLGQPKAPSVFP
LAPCCGDTPSSTVTLGCLVKGYLPEPVTVTWNSGTLTNGVRTFPSVRQSSGLYSLSSVVSVTSSSQPVTC
NVAHPATNTKVDKTVAPSTCSKPTCPPPELLGGPSVFIFPPKPKDTLMISRTPEVTCVVVDVSQDDPEVQFT
WYINNEQVRTARPPLREQQFNSTIRVVSTLPIAHQDWLRGKEFKCKVHNKALPAPIEKTISKARGQPLEPKV
YTMGPPREELSSRSVSLTCMINGFYPSDISVEWEKNGKAEDNYKTTPAVLDSDGSYFLYSKLSVPTSEWQ
RGDVFTCSVMHEALHNHYTQKSISRSPGK-

SAIC-23B-22-L11, HSPB1, DGVVEITGK

>SAIC-23B-22-L11
ATGGACACGAGGGCCCCCACTCAGCTGCTGGGGCTCCTGCTGCTCTGGCTCCCAGGTGCCAGATGTG
CCGTCGTGCTGACCCAGACTCCAGCCTCCGTGTCTGCAGCTGTGGGAGGCACAGTCACCATCAATTG
CCAGTCCAGTCAGAGTGTTGCTGATAACAACGAATTGTCCTGGCTTCAGCAGAAACTAGGGCAGCCTC
CCAAACTCCTGATCTACAAGGCTTCCACTCTGGCATCTGGGGTCCCATCGCGGTTCAAAGGCAGTGGA
TTTGGGACACAGTTCACTCTCACCATCAGCGACGTGCAGTGTGACGATGCTGCCACTTATTGGTGTGC
AGGCGGTTATAGTGATGGTACTGAGGATACTTTCGCCGGAGGGACCGAGGTGGTGGTCAGA
GGTGATCCAGTTGCACCTACTGTCCTCATCTTCCCACCAGCTGCTGATCAGGTGGCAACTGGAACAGT
CACCATCGTGTGTGTGGCGAATAAATACTTTCCCGATGTCACCGTCACCTGGGAGGTGGATGGCACCA
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CCCAAACAACTGGCATCGAGAACAGTAAAACACCGCAGAATTCTGCAGATTGTACCTACAACCTCAGCA
GCACTCTGACACTGACCAGCACACAGTACAACAGCCACAAAGAGTACACCTGCAAGGTGACCCAGGG
CACGACCTCAGTCGTCCAGAGCTTCAATAGGGGTGACTGTTAG

Protein sequence:

>SAIC-23B-22-L11
MDTRAPTQLLGLLLLWLPGARCAVVLTQTPASVSAAVGGTVTINCQSSQSVADNNELSWLQQKLGQPPKL
LIYKASTLASGVPSRFKGSGFGTQFTLTISDVQCDDAATYWCAGGYSDGTEDTFAGGTEVVVRGDPVAPT
VLIFPPAADQVATGTVTIVCVANKYFPDVTVTWEVDGTTQTTGIENSKTPQNSADCTYNLSSTLTLTSTQYN
SHKEYTCKVTQGTTSVVQSFNRGDC-
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SAIC-23C-35-H1, HSPB1, VSLDVNHFAPDELTVK

>SAIC-23C-35-H1
ATGGAGACTGGGCTGCGCTGGCTTCTCCTGGTCGCTGTGCTCAAAGGTGTCCAGTGTCAGTCGGTGG
AGGAGTCCGGGGGTCGCCTGGTCACGCCTGGGACATCCCTGACACTCACCTGCACAGCCTCTGGATT
CTCCCTCAGTAGCTATGCAATGACCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAATGGATCGGA
GCCATTGGTCTTCGTGGTACTGCATACTACGCGAGCTGGGCAACAGGCCGATTCACCATCTCCAGAAC
CTCGACCACGGTGCATCTGAGGATCACCAGTCCGACAACCGAGGACACGGCCACCTATTTCTGTGCCA
GAGGGGGCCTGGCCTCCGGCATGGACCCCTGGGGCCCAGGGACCCTCGTCACCGTCTCTGCA
GGGCAACCTAAGGCTCCATCAGTCTTCCCACTGGCCCCCTGCTGCGGGGACACACCCAGCTCCACGG
TGACCCTGGGCTGCCTGGTCAAAGGGTACCTCCCGGAGCCAGTGACCGTGACCTGGAACTCGGGCA
CCCTCACCAATGGGGTACGCACCTTCCCGTCCGTCCGGCAGTCCTCAGGCCTCTACTCGCTGAGCAG
CGTGGTGAGCGTGACCTCAAGCAGCCAGCCCGTCACCTGCAACGTGGCCCACCCAGCCACCAACAC
CAAAGTGGACAAGACCGTTGCGCCCTCGACATGCAGCAAGCCCACGTGCCCACCCCCTGAACTCCTG
GGGGGACCGTCTGTCTTCATCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCACGCACCCCCGA
GGTCACATGCGTGGTGGTGGACGTGAGCCAGGATGACCCCGAGGTGCAGTTCACATGGTACATAAACA
ACGAGCAGGTGCGCACCGCCCGGCCGCCGCTACGGGAGCAGCAGTTCAACAGCACGATCCGCGTGG
TCAGCACCCTCCCCATCGCGCACCAGGACTGGCTGAGGGGCAAGGAGTTCAAGTGCAAAGTCCACAA
CAAGGCACTCCCGGCCCCCATCGAGAAAACCATCTCCAAAGCCAGAGGGCAGCCCCTGGAGCCGAA
GGTCTACACCATGGGCCCTCCCCGGGAGGAGCTGAGCAGCAGGTCGGTCAGCCTGACCTGCATGATC
AACGGCTTCTACCCTTCCGACATCTCGGTGGAGTGGGAGAAGAACGGGAAGGCAGAGGACAACTACA
AGACCACGCCGGCCGTGCTGGACAGCGACGGCTCCTACTTCCTCTACAGCAAGCTCTCAGTGCCCAC
GAGTGAGTGGCAGCGGGGCGACGTCTTCACCTGCTCCGTGATGCACGAGGCCTTGCACAACCACTAC
ACGCAGAAGTCCATCTCCCGCTCTCCGGGTAAATGA

Protein sequence:

>SAIC-23C-35-H1
METGLRWLLLVAVLKGVQCQSVEESGGRLVTPGTSLTLTCTASGFSLSSYAMTWVRQAPGKGLEWIGAIG
LRGTAYYASWATGRFTISRTSTTVHLRITSPTTEDTATYFCARGGLASGMDPWGPGTLVTVSAGQPKAPSYV
FPLAPCCGDTPSSTVTLGCLVKGYLPEPVTVTWNSGTLTNGVRTFPSVRQSSGLYSLSSVVSVTSSSQPVT
CNVAHPATNTKVDKTVAPSTCSKPTCPPPELLGGPSVFIFPPKPKDTLMISRTPEVTCVVVDVSQDDPEVQ
FTWYINNEQVRTARPPLREQQFNSTIRVVSTLPIAHQDWLRGKEFKCKVHNKALPAPIEKTISKARGQPLEP
KVYTMGPPREELSSRSVSLTCMINGFYPSDISVEWEKNGKAEDNYKTTPAVLDSDGSYFLYSKLSVPTSEW
QRGDVFTCSVMHEALHNHYTQKSISRSPGK-

SAIC-23C-35-L2, HSPB1, VSLDVNHFAPDELTVK

>SAIC-23C-35-L.2
ATGGACACGAGGGCCCCCACTCAGCTGCTGGGGCTCCTGCTGCTCTGGCTCCCAGGTGCCACATTTG
CCCAAGTGCTGACCCAGACTCCATCTCCCGTGTCTGCAGCTGTGGGAGGCACAGTCAGCATCAGTTG
CCAGTCCAGTCAGAGTGTTTATATTAATAGTTACTTAGCCTGGTATCAGCAGAAACCAGGGCAGCCTCCC
AAGCTCCTGATCTACAAGGCATCCACTCTGGCATCTGGGGTCCCATCGCGGTTCAAAGGCAGTGGATC
TGGGACACAGTTCACTCTCACCATCAGCGACGTGCAGTGTGACGATGCTGCCACTTACTACTGTGCAG
GCGCTTACGATGATAATGCAGATAATGCTTTCGGCGGAGGGACCGAGGTGGTGGTCAAG
GGTGATCCAGTTGCACCTACTGTCCTCATCTTCCCACCAGCTGCTGATCAGGTGGCAACTGGAACAGT
CACCATCGTGTGTGTGGCGAATAAATACTTTCCCGATGTCACCGTCACCTGGGAGGTGGATGGCACCA
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CCCAAACAACTGGCATCGAGAACAGTAAAACACCGCAGAATTCTGCAGATTGTACCTACAACCTCAGCA
GCACTCTGACACTGACCAGCACACAGTACAACAGCCACAAAGAGTACACCTGCAAGGTGACCCAGGG
CACGACCTCAGTCGTCCAGAGCTTCAATAGGGGTGACTGTTAG

Protein sequence:

>SAIC-23C-35-L.2
MDTRAPTQLLGLLLLWLPGATFAQVLTQTPSPVSAAVGGTVSISCQSSQSVYINSYLAWYQQKPGQPPKLL
IYKASTLASGVPSRFKGSGSGTQFTLTISDVQCDDAATYYCAGAYDDNADNAFGGGTEVVVKGDPVAPTVL
IFPPAADQVATGTVTIVCVANKYFPDVTVTWEVDGTTQTTGIENSKTPQNSADCTYNLSSTLTLTSTQYNSH
KEYTCKVTQGTTSVVQSFNRGDC-
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SAIC-23E-30-H1, HSPB1, LFDQAFGLPR

>SAIC-23E-30-H1
ATGGAGACTGGGCTGCGCTGGCTTCTCCTGGTCGCTGTGCTCAGAGGTGTCCAGTGTCAGTCGCTGG
AGGAGTCCGGGGGTCGCCTGGTAGCGCCTGGAGGATCCCTGACACTCACCTGCACAGTCTCTGGAAT
CGACCTCAGTAGTTATACAATGGGCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAATACATTGGAT
TCATTAGTAGGCGTCGGACCACAGCCTACGCGAGCTGGGCGAAAGGCCGATTCACCATCTCCAGAACC
TCGTCGACCACGGTGGAACTGAAAATGACCAGTCTGACAACCGAGGACACGGCCACCTATTTCTGTGC
CAGAGAGGCATATGGTGGTAGTGCCATCTGGGGCCCAGGCACCCTGGTCACCGTCTCCTTA
GGGCAACCTAAGGCTCCATCAGTCTTCCCACTGGCCCCCTGCTGCGGGGACACACCCAGCTCCACGG
TGACCCTGGGCTGCCTGGTCAAAGGGTACCTCCCGGAGCCAGTGACCGTGACCTGGAACTCGGGCA
CCCTCACCAATGGGGTACGCACCTTCCCGTCCGTCCGGCAGTCCTCAGGCCTCTACTCGCTGAGCAG
CGTGGTGAGCGTGACCTCAAGCAGCCAGCCCGTCACCTGCAACGTGGCCCACCCAGCCACCAACAC
CAAAGTGGACAAGACCGTTGCGCCCTCGACATGCAGCAAGCCCACGTGCCCACCCCCTGAACTCCTG
GGGGGACCGTCTGTCTTCATCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCACGCACCCCCGA
GGTCACATGCGTGGTGGTGGACGTGAGCCAGGATGACCCCGAGGTGCAGTTCACATGGTACATAAACA
ACGAGCAGGTGCGCACCGCCCGGCCGCCGCTACGGGAGCAGCAGTTCAACAGCACGATCCGCGTGG
TCAGCACCCTCCCCATCGCGCACCAGGACTGGCTGAGGGGCAAGGAGTTCAAGTGCAAAGTCCACAA
CAAGGCACTCCCGGCCCCCATCGAGAAAACCATCTCCAAAGCCAGAGGGCAGCCCCTGGAGCCGAA
GGTCTACACCATGGGCCCTCCCCGGGAGGAGCTGAGCAGCAGGTCGGTCAGCCTGACCTGCATGATC
AACGGCTTCTACCCTTCCGACATCTCGGTGGAGTGGGAGAAGAACGGGAAGGCAGAGGACAACTACA
AGACCACGCCGGCCGTGCTGGACAGCGACGGCTCCTACTTCCTCTACAGCAAGCTCTCAGTGCCCAC
GAGTGAGTGGCAGCGGGGCGACGTCTTCACCTGCTCCGTGATGCACGAGGCCTTGCACAACCACTAC
ACGCAGAAGTCCATCTCCCGCTCTCCGGGTAAATGA

Protein sequence:

>SAIC-23E-30-H1
METGLRWLLLVAVLRGVQCQSLEESGGRLVAPGGSLTLTCTVSGIDLSSYTMGWVRQAPGKGLEYIGFISR
RRTTAYASWAKGRFTISRTSSTTVELKMTSLTTEDTATYFCAREAYGGSAIWGPGTLVTVSLGQPKAPSVF
PLAPCCGDTPSSTVTLGCLVKGYLPEPVTVTWNSGTLTNGVRTFPSVRQSSGLYSLSSVVSVTSSSQPVT
CNVAHPATNTKVDKTVAPSTCSKPTCPPPELLGGPSVFIFPPKPKDTLMISRTPEVTCVVVDVSQDDPEVQ
FTWYINNEQVRTARPPLREQQFNSTIRVVSTLPIAHQDWLRGKEFKCKVHNKALPAPIEKTISKARGQPLEP
KVYTMGPPREELSSRSVSLTCMINGFYPSDISVEWEKNGKAEDNYKTTPAVLDSDGSYFLYSKLSVPTSEW
QRGDVFTCSVMHEALHNHYTQKSISRSPGK-

SAIC-23E-30-L4, HSPB1, LFDQAFGLPR

>SAIC-23E-30-L4
ATGGACACGAGGGCCCCCACTCAGCTGCTGGGGCTCCTGCTGCTCTGGCTCCCAGGTGCCAGATGTG
CGCTTGTGATGACCCAGACTCCATCGTCCGTGTCTGCAGCTGTGGGAGGCACAGTCACCATCAATTGC
CAGTCCAGTCCGAGTGTTTATAGTAACTACTTATCCTGGTATCAGCAGAAACCAGGGCAGCCTCCCAAG
CTCCTGATCTACGAGGCATCCAAACTGGCATCTGGGGTCCCATCGCGGTTCAAAGGCAGTGGATCTGG
GACACAGTTCACTCTCACCATCAGTGGCGTGGAGTGTGACGATGCTGCCACTTACTACTGTGCAGGCT
GGAAAGATTATAATAATGATGATAATGGTTTCGGCGGAGGGACCGAGGTGGTGGTCAGA
GGTGATCCAGTTGCACCTACTGTCCTCATCTTCCCACCAGCTGCTGATCAGGTGGCAACTGGAACAGT
CACCATCGTGTGTGTGGCGAATAAATACTTTCCCGATGTCACCGTCACCTGGGAGGTGGATGGCACCA
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CCCAAACAACTGGCATCGAGAACAGTAAAACACCGCAGAATTCTGCAGATTGTACCTACAACCTCAGCA
GCACTCTGACACTGACCAGCACACAGTACAACAGCCACAAAGAGTACACCTGCAAGGTGACCCAGGG
CACGACCTCAGTCGTCCAGAGCTTCAATAGGGGTGACTGTTAG

Protein sequence:

>SAIC-23E-30-L4
MDTRAPTQLLGLLLLWLPGARCALVMTQTPSSVSAAVGGTVTINCQSSPSVYSNYLSWYQQKPGQPPKLLI
YEASKLASGVPSRFKGSGSGTQFTLTISGVECDDAATYYCAGWKDYNNDDNGFGGGTEVVVRGDPVAPT
VLIFPPAADQVATGTVTIVCVANKYFPDVTVTWEVDGTTQTTGIENSKTPQNSADCTYNLSSTLTLTSTQYN
SHKEYTCKVTQGTTSVVQSFNRGDC-
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SAIC-24B-4-H2, 1L18, ISTLSCENK

>SAIC-24B-4-H2
ATGGAGACTGGGCTGCGCTGGCTTCTCCTGGTCGCTGTGCTCAAAGGTGTCCAGTGTCAGTCGCTGG
AGGAGTCCGGGGGTCGCCTGGTCACGCCTGGGACACCCCTGACACTCACCTGCACAACCTCTGGATT
CTCCCTCAGTACTTATGGAGTGAGCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAATGGATCGGA
TGGATTAGGGGTAGTGGTGCCACAAACTACGCGAGTTGGGCGAAAGGCCGATTCACCATCTCCAAAAC
CTCGACCACGGTGACTCTGAAAGTGACCAGTCTGACAACCGAGGACACGGCCACCTATTTCTGTGCCA
GATCGCTTGTTACTGGTGATAGTGATAGTAATTTGTGGGGCCCAGGCACCCTGGTCACCGTCTCCTCA
GGGCAACCTAAGGCTCCATCAGTCTTCCCACTGGCCCCCTGCTGCGGGGACACACCCAGCTCCACGG
TGACCCTGGGCTGCCTGGTCAAAGGGTACCTCCCGGAGCCAGTGACCGTGACCTGGAACTCGGGCA
CCCTCACCAATGGGGTACGCACCTTCCCGTCCGTCCGGCAGTCCTCAGGCCTCTACTCGCTGAGCAG
CGTGGTGAGCGTGACCTCAAGCAGCCAGCCCGTCACCTGCAACGTGGCCCACCCAGCCACCAACAC
CAAAGTGGACAAGACCGTTGCGCCCTCGACATGCAGCAAGCCCACGTGCCCACCCCCTGAACTCCTG
GGGGGACCGTCTGTCTTCATCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCACGCACCCCCGA
GGTCACATGCGTGGTGGTGGACGTGAGCCAGGATGACCCCGAGGTGCAGTTCACATGGTACATAAACA
ACGAGCAGGTGCGCACCGCCCGGCCGCCGCTACGGGAGCAGCAGTTCAACAGCACGATCCGCGTGG
TCAGCACCCTCCCCATCGCGCACCAGGACTGGCTGAGGGGCAAGGAGTTCAAGTGCAAAGTCCACAA
CAAGGCACTCCCGGCCCCCATCGAGAAAACCATCTCCAAAGCCAGAGGGCAGCCCCTGGAGCCGAA
GGTCTACACCATGGGCCCTCCCCGGGAGGAGCTGAGCAGCAGGTCGGTCAGCCTGACCTGCATGATC
AACGGCTTCTACCCTTCCGACATCTCGGTGGAGTGGGAGAAGAACGGGAAGGCAGAGGACAACTACA
AGACCACGCCGGCCGTGCTGGACAGCGACGGCTCCTACTTCCTCTACAGCAAGCTCTCAGTGCCCAC
GAGTGAGTGGCAGCGGGGCGACGTCTTCACCTGCTCCGTGATGCACGAGGCCTTGCACAACCACTAC
ACGCAGAAGTCCATCTCCCGCTCTCCGGGTAAATGA

Protein sequence:

>SAIC-24B-4-H2
METGLRWLLLVAVLKGVQCQSLEESGGRLVTPGTPLTLTCTTSGFSLSTYGVSWVRQAPGKGLEWIGWIR
GSGATNYASWAKGRFTISKTSTTVTLKVTSLTTEDTATYFCARSLVTGDSDSNLWGPGTLVTVSSGQPKAP
SVFPLAPCCGDTPSSTVTLGCLVKGYLPEPVTVTWNSGTLTNGVRTFPSVRQSSGLYSLSSVVSVTSSSQP
VTCNVAHPATNTKVDKTVAPSTCSKPTCPPPELLGGPSVFIFPPKPKDTLMISRTPEVTCVVVDVSQDDPEV
QFTWYINNEQVRTARPPLREQQFNSTIRVVSTLPIAHQDWLRGKEFKCKVHNKALPAPIEKTISKARGQPLE
PKVYTMGPPREELSSRSVSLTCMINGFYPSDISVEWEKNGKAEDNYKTTPAVLDSDGSYFLYSKLSVPTSE
WQRGDVFTCSVMHEALHNHYTQKSISRSPGK-

SAIC-24B-4-L2, 1L18, ISTLSCENK

>SAIC-24B-4-L.2
ATGGACACGAGGGCCCCCACTCAGCTGCTGGGGCTCCTGCTGCTCTGGCTCCCAGGTGCCACATTTG
CCCAAGTGCTGACCCAGACTCCATCGCCTGTGTCTGCAGCTGTGGGAGGCACAGTCACCATCAATTGC
CAGGCCAGTAAGAGTGTTTGGAGTAACACCCTCTTCTCCTGGTTTCAGCAGAAACCAGGGCAGCCTCC
CAAGCGCCTGATCTATGCTGCATCCAAACTGGCATCTGGGGTCCCATCGCGGTTCAGTGGCAGTGGAT
CTGGGACACGGTTCACTCTCACCATCAGCGGCGTGCAGTGTGAAGATGCTGCCACTTACTACTGTGCA
GGCGAATTTAGTTGTAAGGATGGTGATTGTCTTGTTTTCGGCGGAGGGACCGAGGTGGTGGTCAGA
GGTGATCCAGTTGCACCTACTGTCCTCATCTTCCCACCAGCTGCTGATCAGGTGGCAACTGGAACAGT
CACCATCGTGTGTGTGGCGAATAAATACTTTCCCGATGTCACCGTCACCTGGGAGGTGGATGGCACCA
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CCCAAACAACTGGCATCGAGAACAGTAAAACACCGCAGAATTCTGCAGATTGTACCTACAACCTCAGCA
GCACTCTGACACTGACCAGCACACAGTACAACAGCCACAAAGAGTACACCTGCAAGGTGACCCAGGG
CACGACCTCAGTCGTCCAGAGCTTCAATAGGGGTGACTGTTAG

Protein sequence:

>SAIC-24B-4-L.2
MDTRAPTQLLGLLLLWLPGATFAQVLTQTPSPVSAAVGGTVTINCQASKSVWSNTLFSWFQQKPGQPPKR
LIYAASKLASGVPSRFSGSGSGTRFTLTISGVQCEDAATYYCAGEFSCKDGDCLVFGGGTEVVVRGDPVAP
TVLIFPPAADQVATGTVTIVCVANKYFPDVTVTWEVDGTTQTTGIENSKTPQNSADCTYNLSSTLTLTSTQY
NSHKEYTCKVTQGTTSVVQSFNRGDC-
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SAIC-25B-112-H1, LGALS1, SFVLNLGK

>SAIC-25B-112-H1
ATGGAGACTGGGCTGCGCTGGCTTCTCCTGGTCGCTGTGCTCAAAGGTGTCCAGTGTCAGTCGGTGG
AGGAGTCCGGGGGTCGCCTGGTCACGCCTGGGACACCCCTGACACTCACCTGCACAGCCTCTGGATT
CACCATCAGTAGCTACCACATGCAGTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGATCGGA
GTCGTTAGTGATAGTGGTAGGACATACTATGCGAACTGGGCAAAAGGCCGATTCACCATCTCCAGAACC
TCGACCACGGTGGATCTGAAAATGACCAGTCTGACAATCGAGGACACGGCCACCTATTTCTGTGCCAG
AGGTGGCCACTTGTGGGGCCCAGGCACCCTGGTCACCGTCTCCTCA
GGGCAACCTAAGGCTCCATCAGTCTTCCCACTGGCCCCCTGCTGCGGGGACACACCCAGCTCCACGG
TGACCCTGGGCTGCCTGGTCAAAGGGTACCTCCCGGAGCCAGTGACCGTGACCTGGAACTCGGGCA
CCCTCACCAATGGGGTACGCACCTTCCCGTCCGTCCGGCAGTCCTCAGGCCTCTACTCGCTGAGCAG
CGTGGTGAGCGTGACCTCAAGCAGCCAGCCCGTCACCTGCAACGTGGCCCACCCAGCCACCAACAC
CAAAGTGGACAAGACCGTTGCGCCCTCGACATGCAGCAAGCCCACGTGCCCACCCCCTGAACTCCTG
GGGGGACCGTCTGTCTTCATCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCACGCACCCCCGA
GGTCACATGCGTGGTGGTGGACGTGAGCCAGGATGACCCCGAGGTGCAGTTCACATGGTACATAAACA
ACGAGCAGGTGCGCACCGCCCGGCCGCCGCTACGGGAGCAGCAGTTCAACAGCACGATCCGCGTGG
TCAGCACCCTCCCCATCGCGCACCAGGACTGGCTGAGGGGCAAGGAGTTCAAGTGCAAAGTCCACAA
CAAGGCACTCCCGGCCCCCATCGAGAAAACCATCTCCAAAGCCAGAGGGCAGCCCCTGGAGCCGAA
GGTCTACACCATGGGCCCTCCCCGGGAGGAGCTGAGCAGCAGGTCGGTCAGCCTGACCTGCATGATC
AACGGCTTCTACCCTTCCGACATCTCGGTGGAGTGGGAGAAGAACGGGAAGGCAGAGGACAACTACA
AGACCACGCCGGCCGTGCTGGACAGCGACGGCTCCTACTTCCTCTACAGCAAGCTCTCAGTGCCCAC
GAGTGAGTGGCAGCGGGGCGACGTCTTCACCTGCTCCGTGATGCACGAGGCCTTGCACAACCACTAC
ACGCAGAAGTCCATCTCCCGCTCTCCGGGTAAATGA

Protein sequence:

>SAIC-25B-112-H1
METGLRWLLLVAVLKGVQCQSVEESGGRLVTPGTPLTLTCTASGFTISSYHMQWVRQAPGKGLEWIGVVS
DSGRTYYANWAKGRFTISRTSTTVDLKMTSLTIEDTATYFCARGGHLWGPGTLVTVSSGQPKAPSVFPLAP
CCGDTPSSTVTLGCLVKGYLPEPVTVTWNSGTLTNGVRTFPSVRQSSGLYSLSSVVSVTSSSQPVTCNVA
HPATNTKVDKTVAPSTCSKPTCPPPELLGGPSVFIFPPKPKDTLMISRTPEVTCVVVDVSQDDPEVQFTWYI
NNEQVRTARPPLREQQFNSTIRVVSTLPIAHQDWLRGKEFKCKVHNKALPAPIEKTISKARGQPLEPKVYTM
GPPREELSSRSVSLTCMINGFYPSDISVEWEKNGKAEDNYKTTPAVLDSDGSYFLYSKLSVPTSEWQRGD
VFTCSVMHEALHNHYTQKSISRSPGK-

SAIC-25B-112-L1, LGALS1, SFVLNLGK

>SAIC-25B-112-L1
ATGGACACGAGGGCCCCCACTCAGCTGCTGGGGCTCCTGCTGCTCTGGCTCCCAGGTGCCACATTTG
CTCAAGTGCTGACCCAGACTCCATCCCCCGTGTCTGCGGCTGTGGGAGGCACAGTCACCATGAAGTG
CCAGTCCAGTCCGAGTGTTCCTAATAACTACTTGTCCTGGTTTCAGCAGAAACCAGGGCAGCCTCCCA
AGCAACTGATCTATGATGCATCCACTCTGGCATCTGGGGTCCCATCGCGGTTCAAAGGCAGTGGATCT
GGGACACAGTTCGCTCTCACCATCAGCGACGTGCAGTGTGACGATGCTGCCACTTACTACTGTCTAGG
TAGTTATGATTGTAATAGTGGTGATTGTGGTGCTTTCGGCGGAGGGACCGAGGTGGTGGTCAAA
GGTGATCCAGTTGCACCTACTGTCCTCATCTTCCCACCAGCTGCTGATCAGGTGGCAACTGGAACAGT
CACCATCGTGTGTGTGGCGAATAAATACTTTCCCGATGTCACCGTCACCTGGGAGGTGGATGGCACCA
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CCCAAACAACTGGCATCGAGAACAGTAAAACACCGCAGAATTCTGCAGATTGTACCTACAACCTCAGCA
GCACTCTGACACTGACCAGCACACAGTACAACAGCCACAAAGAGTACACCTGCAAGGTGACCCAGGG
CACGACCTCAGTCGTCCAGAGCTTCAATAGGGGTGACTGTTAG

Protein sequence:

>SAIC-25B-112-L1
MDTRAPTQLLGLLLLWLPGATFAQVLTQTPSPVSAAVGGTVTMKCQSSPSVPNNYLSWFQQKPGQPPKQ
LIYDASTLASGVPSRFKGSGSGTQFALTISDVQCDDAATYYCLGSYDCNSGDCGAFGGGTEVVVKGDPVA
PTVLIFPPAADQVATGTVTIVCVANKYFPDVTVTWEVDGTTQTTGIENSKTPQNSADCTYNLSSTLTLTSTQ
YNSHKEYTCKVTQGTTSVVQSFNRGDC-
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SAIC-26C-15-H2, NFKB2, IEVDLVTHSDPPR

>SAIC-26C-15-H2
ATGGAGACTGGGCTGCGCTGGCTTCTCCTGGTCGCTGTGCTCAAAGGTGTCCAGTGTCAGTCGGTGG
AGGAGTCCGGGGGTCGCCTGGTCACGCCTGGGACAGCCCTGACACTCACCTGCACAGTCTCTGGATT
CTCCCTCAATGACCATACAATGACCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAATGGATCGGAT
CGATTGCTAGTATTGGTACTACCAACTACGCGAACTGGGCGAAAGGCCGATTCACCATCTCCAAAACCT
CGACCACGGTGGATCTGAAAATCACCAGTCCGACAACCGAGGACACGGCCACCTATTTCTGTGCCAGA
GGCTATGCTGGTAGTAGATTGTGGGGCCCAGGCACCCTGGTCACCGTCTCCTCA
GGGCAACCTAAGGCTCCATCAGTCTTCCCACTGGCCCCCTGCTGCGGGGACACACCCAGCTCCACGG
TGACCCTGGGCTGCCTGGTCAAAGGGTACCTCCCGGAGCCAGTGACCGTGACCTGGAACTCGGGCA
CCCTCACCAATGGGGTACGCACCTTCCCGTCCGTCCGGCAGTCCTCAGGCCTCTACTCGCTGAGCAG
CGTGGTGAGCGTGACCTCAAGCAGCCAGCCCGTCACCTGCAACGTGGCCCACCCAGCCACCAACAC
CAAAGTGGACAAGACCGTTGCGCCCTCGACATGCAGCAAGCCCACGTGCCCACCCCCTGAACTCCTG
GGGGGACCGTCTGTCTTCATCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCACGCACCCCCGA
GGTCACATGCGTGGTGGTGGACGTGAGCCAGGATGACCCCGAGGTGCAGTTCACATGGTACATAAACA
ACGAGCAGGTGCGCACCGCCCGGCCGCCGCTACGGGAGCAGCAGTTCAACAGCACGATCCGCGTGG
TCAGCACCCTCCCCATCGCGCACCAGGACTGGCTGAGGGGCAAGGAGTTCAAGTGCAAAGTCCACAA
CAAGGCACTCCCGGCCCCCATCGAGAAAACCATCTCCAAAGCCAGAGGGCAGCCCCTGGAGCCGAA
GGTCTACACCATGGGCCCTCCCCGGGAGGAGCTGAGCAGCAGGTCGGTCAGCCTGACCTGCATGATC
AACGGCTTCTACCCTTCCGACATCTCGGTGGAGTGGGAGAAGAACGGGAAGGCAGAGGACAACTACA
AGACCACGCCGGCCGTGCTGGACAGCGACGGCTCCTACTTCCTCTACAGCAAGCTCTCAGTGCCCAC
GAGTGAGTGGCAGCGGGGCGACGTCTTCACCTGCTCCGTGATGCACGAGGCCTTGCACAACCACTAC
ACGCAGAAGTCCATCTCCCGCTCTCCGGGTAAATGA

Protein sequence:

>SAIC-26C-15-H2
METGLRWLLLVAVLKGVQCQSVEESGGRLVTPGTALTLTCTVSGFSLNDHTMTWVRQAPGKGLEWIGSIA
SIGTTNYANWAKGRFTISKTSTTVDLKITSPTTEDTATYFCARGYAGSRLWGPGTLVTVSSGQPKAPSVFPL
APCCGDTPSSTVTLGCLVKGYLPEPVTVTWNSGTLTNGVRTFPSVRQSSGLYSLSSVVSVTSSSQPVTCN
VAHPATNTKVDKTVAPSTCSKPTCPPPELLGGPSVFIFPPKPKDTLMISRTPEVTCVVVDVSQDDPEVQFT
WYINNEQVRTARPPLREQQFNSTIRVVSTLPIAHQDWLRGKEFKCKVHNKALPAPIEKTISKARGQPLEPKV
YTMGPPREELSSRSVSLTCMINGFYPSDISVEWEKNGKAEDNYKTTPAVLDSDGSYFLYSKLSVPTSEWQ
RGDVFTCSVMHEALHNHYTQKSISRSPGK-

SAIC-26C-15-L15, NFKB2, IEVDLVTHSDPPR

>SAIC-26C-15-L15
ATGGACACGAGGGCCCCCACTCAGCTGCTGGGGCTCCTGCTGCTCTGGCTCCCAGGTGCCACATTTG
CCCAAGTGCTGACCCAGACTCCATCCTCCGTGTCTGCAGCTGTGGGAGGCACAGTCACCATCAATTGC
CAGTCCAGTCAGAGTGTTTATAATAAGAACTACTTAGCCTGGTTTCAGCAGAAACCAGGGCAGCCTCCC
AAGCTCCTGATGTATGATGCATCCAATCTGGAAACTGGGGTCCCATCGCGATTCAAAGGCAGTGGATCT
GGGACACAGTTCACTCTCACCATCAGCGGCGTGCAGTGTGACGATGCTGCCACTTACTACTGTCAAGG
CACTTATTATAGTAGTGGTTGGTACCTTGCTTTCGGCGGAGGGACCGAGGTGGTGGTCAAA
GGTGATCCAGTTGCACCTACTGTCCTCATCTTCCCACCAGCTGCTGATCAGGTGGCAACTGGAACAGT
CACCATCGTGTGTGTGGCGAATAAATACTTTCCCGATGTCACCGTCACCTGGGAGGTGGATGGCACCA
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CCCAAACAACTGGCATCGAGAACAGTAAAACACCGCAGAATTCTGCAGATTGTACCTACAACCTCAGCA
GCACTCTGACACTGACCAGCACACAGTACAACAGCCACAAAGAGTACACCTGCAAGGTGACCCAGGG
CACGACCTCAGTCGTCCAGAGCTTCAATAGGGGTGACTGTTAG

Protein sequence:

>SAIC-26C-15-L15
MDTRAPTQLLGLLLLWLPGATFAQVLTQTPSSVSAAVGGTVTINCQSSQSVYNKNYLAWFQQKPGQPPKL
LMYDASNLETGVPSRFKGSGSGTQFTLTISGVQCDDAATYYCQGTYYSSGWYLAFGGGTEVVVKGDPVA
PTVLIFPPAADQVATGTVTIVCVANKYFPDVTVTWEVDGTTQTTGIENSKTPQNSADCTYNLSSTLTLTSTQ
YNSHKEYTCKVTQGTTSVVQSFNRGDC-
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SAIC-27C-101-H1, PCNA, LVQGSILK

>SAIC-27C-101-H1
ATGGAGACTGGGCTGCGCTGGCTTCTCCTGGTCGCTGTGCTCAAAGGTGTCCAGTGTCAGGAGCAGC
TGAAGGAGTCCGGAGGAGGCCTGGTAACGCCTGGAGGAACCCTGACACTCACCTGCACAGCCTCTG
GAATCGACCTCAGTAGCAATGCAATGAGCTGGGTCCGCCAGGCTCCAGGGGAGGGGCTGGAATGGAT
CGGAATCAATAATAGTGGTGGCAGGGTATATTACGCGAGCTGGGCAAAAGGCCGATTCACCATCTCCAA
AACCTCGACCACGGTGGCTCTGAAAATGACCAGTCTGACAGCCGCGGACACGGCCACCTATTTCTGTG
CCAGAGGAGATACTACTGTCCCCTTTACGTTGTGGGGCCCAGGCACCCTGGTCACCGTCTCCTCA
GGGCAACCTAAGGCTCCATCAGTCTTCCCACTGGCCCCCTGCTGCGGGGACACACCCAGCTCCACGG
TGACCCTGGGCTGCCTGGTCAAAGGGTACCTCCCGGAGCCAGTGACCGTGACCTGGAACTCGGGCA
CCCTCACCAATGGGGTACGCACCTTCCCGTCCGTCCGGCAGTCCTCAGGCCTCTACTCGCTGAGCAG
CGTGGTGAGCGTGACCTCAAGCAGCCAGCCCGTCACCTGCAACGTGGCCCACCCAGCCACCAACAC
CAAAGTGGACAAGACCGTTGCGCCCTCGACATGCAGCAAGCCCACGTGCCCACCCCCTGAACTCCTG
GGGGGACCGTCTGTCTTCATCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCACGCACCCCCGA
GGTCACATGCGTGGTGGTGGACGTGAGCCAGGATGACCCCGAGGTGCAGTTCACATGGTACATAAACA
ACGAGCAGGTGCGCACCGCCCGGCCGCCGCTACGGGAGCAGCAGTTCAACAGCACGATCCGCGTGG
TCAGCACCCTCCCCATCGCGCACCAGGACTGGCTGAGGGGCAAGGAGTTCAAGTGCAAAGTCCACAA
CAAGGCACTCCCGGCCCCCATCGAGAAAACCATCTCCAAAGCCAGAGGGCAGCCCCTGGAGCCGAA
GGTCTACACCATGGGCCCTCCCCGGGAGGAGCTGAGCAGCAGGTCGGTCAGCCTGACCTGCATGATC
AACGGCTTCTACCCTTCCGACATCTCGGTGGAGTGGGAGAAGAACGGGAAGGCAGAGGACAACTACA
AGACCACGCCGGCCGTGCTGGACAGCGACGGCTCCTACTTCCTCTACAGCAAGCTCTCAGTGCCCAC
GAGTGAGTGGCAGCGGGGCGACGTCTTCACCTGCTCCGTGATGCACGAGGCCTTGCACAACCACTAC
ACGCAGAAGTCCATCTCCCGCTCTCCGGGTAAATGA

Protein sequence:

>SAIC-27C-101-H1
METGLRWLLLVAVLKGVQCQEQLKESGGGLVTPGGTLTLTCTASGIDLSSNAMSWVRQAPGEGLEWIGIN
NSGGRVYYASWAKGRFTISKTSTTVALKMTSLTAADTATYFCARGDTTVPFTLWGPGTLVTVSSGQPKAP
SVFPLAPCCGDTPSSTVTLGCLVKGYLPEPVTVTWNSGTLTNGVRTFPSVRQSSGLYSLSSVVSVTSSSQP
VTCNVAHPATNTKVDKTVAPSTCSKPTCPPPELLGGPSVFIFPPKPKDTLMISRTPEVTCVVVDVSQDDPEV
QFTWYINNEQVRTARPPLREQQFNSTIRVVSTLPIAHQDWLRGKEFKCKVHNKALPAPIEKTISKARGQPLE
PKVYTMGPPREELSSRSVSLTCMINGFYPSDISVEWEKNGKAEDNYKTTPAVLDSDGSYFLYSKLSVPTSE
WQRGDVFTCSVMHEALHNHYTQKSISRSPGK-

SAIC-27C-101-L4, PCNA, LVQGSILK

>SAIC-27C-101-L4
ATGGCCTGCACCCCGCTCCTCCTCCTCCTCACCCTCCTCCAGAGCACAGGGTCCCTGTCTCAGCCTG
TGCTGACTCAGTCGCCCTCTGCATCTGCCACCCTGGGAGCCTCGGCCAAGCTCACCTGCACTCTGAG
CAGTGCCCACAGAACCTACTATATTGAATGGTATCAGCAGCAGCAAGGGGAGGCCCCTCGGTACCTGA
TGCAGCTTAAGAGTGATGGAAGCTACACCAAGGGGACCGGGGTCCCTGATCGCTTCTCGGGCTCCAG
CTCTGGGGCTGACCGCTACTTGATCATCTCCAGCGTCCAGGCTGAGGACGAAGCTGACTACATCTGTG
GTGTAACTGACACTGGTCTTTATGTTTTCGGCGGAGGGACCCAGCTGACCGTCACAGGTCAGCCCGC
GGTGACC
CCCTCGGTCATTCTGTTCCCGCCCTCCTCTGAGGAACTCAAGGACAACAAGGCTACCCTGGTGTGTCT
GATCAATGACTTCTACCCCAGAACCGTGAAGGTAAACTGGAAGGCAGATGGCAACTCTGTCACCCAGG
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GCGTGGACACCACCCAGCCCTCCAAACAGAGCAACAACAAGTACGCGGCCAGCAGCTTCCTCAGCCCT
GTCAGCCAATCAATGGAAATCCTACCAGAGTGTCACCTGCCAGGTCACGCACGAGGGCCACACTGTG
GAGAAGAGCCTGGCCCCTGCAGAATGCTCCTAG

Protein sequence:

>SAIC-27C-101-L4
MACTPLLLLLTLLQSTGSLSQPVLTQSPSASATLGASAKLTCTLSSAHRTYYIEWYQQQQGEAPRYLMQLK
SDGSYTKGTGVPDRFSGSSSGADRYLIISSVQAEDEADYICGVTDTGLYVFGGGTQLTVTGQPAVTPSVILF
PPSSEELKDNKATLVCLINDFYPRTVKVNWKADGNSVTQGVDTTQPSKQSNNKYAASSFLSLSANQWKSY
QSVTCQVTHEGHTVEKSLAPAECS-
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SAIC-28A-29-H2, RAD23B, ILNDDTALK

>SAIC-28A-29-H2
ATGGAGACTGGGCTGCGCTGGCTTCTCCTGGTCGCTGTGCTCAAAGGTGTCCAGTGTCAGTCGGTGG
AGGAGTCCGGGGGTCGCCTGGTAGCGCCTGGAGGATCCCTGACACTCACCTGCACAGTCTCTGGAAT
CGACATCAGTAATTATCCAGTGGGCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAATGGATCGGA
GCCATTAGTGATGTTGGTATTACATACTACGCGAGCTGGGCGAAAGGCCGATTCACCATCTCCAGAGCC
TCGTCGACCACGGTGGATCTGAAAATGACCAGTACGACAACCGAGGACACGGCCACCTATTTTTGTGC
CAGAGGGTTTGTTGGTGGTAGTAGTTCAAGTAACTTGTGGGGCCCAGGCACCCTGGTCACCGTCTCCT
CA
GGGCAACCTAAGGCTCCATCAGTCTTCCCACTGGCCCCCTGCTGCGGGGACACACCCAGCTCCACGG
TGACCCTGGGCTGCCTGGTCAAAGGGTACCTCCCGGAGCCAGTGACCGTGACCTGGAACTCGGGCA
CCCTCACCAATGGGGTACGCACCTTCCCGTCCGTCCGGCAGTCCTCAGGCCTCTACTCGCTGAGCAG
CGTGGTGAGCGTGACCTCAAGCAGCCAGCCCGTCACCTGCAACGTGGCCCACCCAGCCACCAACAC
CAAAGTGGACAAGACCGTTGCGCCCTCGACATGCAGCAAGCCCACGTGCCCACCCCCTGAACTCCTG
GGGGGACCGTCTGTCTTCATCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCACGCACCCCCGA
GGTCACATGCGTGGTGGTGGACGTGAGCCAGGATGACCCCGAGGTGCAGTTCACATGGTACATAAACA
ACGAGCAGGTGCGCACCGCCCGGCCGCCGCTACGGGAGCAGCAGTTCAACAGCACGATCCGCGTGG
TCAGCACCCTCCCCATCGCGCACCAGGACTGGCTGAGGGGCAAGGAGTTCAAGTGCAAAGTCCACAA
CAAGGCACTCCCGGCCCCCATCGAGAAAACCATCTCCAAAGCCAGAGGGCAGCCCCTGGAGCCGAA
GGTCTACACCATGGGCCCTCCCCGGGAGGAGCTGAGCAGCAGGTCGGTCAGCCTGACCTGCATGATC
AACGGCTTCTACCCTTCCGACATCTCGGTGGAGTGGGAGAAGAACGGGAAGGCAGAGGACAACTACA
AGACCACGCCGGCCGTGCTGGACAGCGACGGCTCCTACTTCCTCTACAGCAAGCTCTCAGTGCCCAC
GAGTGAGTGGCAGCGGGGCGACGTCTTCACCTGCTCCGTGATGCACGAGGCCTTGCACAACCACTAC
ACGCAGAAGTCCATCTCCCGCTCTCCGGGTAAATGA

Protein sequence:

>SAIC-28A-29-H2
METGLRWLLLVAVLKGVQCQSVEESGGRLVAPGGSLTLTCTVSGIDISNYPVGWVRQAPGKGLEWIGAISD
VGITYYASWAKGRFTISRASSTTVDLKMTSTTTEDTATYFCARGFVGGSSSSNLWGPGTLVTVSSGQPKAP
SVFPLAPCCGDTPSSTVTLGCLVKGYLPEPVTVTWNSGTLTNGVRTFPSVRQSSGLYSLSSVVSVTSSSQP
VTCNVAHPATNTKVDKTVAPSTCSKPTCPPPELLGGPSVFIFPPKPKDTLMISRTPEVTCVVVDVSQDDPEV
QFTWYINNEQVRTARPPLREQQFNSTIRVVSTLPIAHQDWLRGKEFKCKVHNKALPAPIEKTISKARGQPLE
PKVYTMGPPREELSSRSVSLTCMINGFYPSDISVEWEKNGKAEDNYKTTPAVLDSDGSYFLYSKLSVPTSE
WQRGDVFTCSVMHEALHNHYTQKSISRSPGK-

SAIC-28A-29-L.3, RAD23B, ILNDDTALK

>SAIC-28A-29-L.3
ATGGACACGAGGGCCCCCACTCAGCTGCTGGGGCTCCTGCTGCTCTGGCTCCCAGGTGCCACATTTG
CGCAAGTGCTGACCCAGGCTGCATCGTCCGTGTCTGCAGCTGTGGGAGGCACAGTCACCATCAGTTG
CCAGTCCAGTCAGAGTGTTTATAATAACAACAACTTAGGCTGGTTTCAGCAGAAACCAGGGCAGCCTCC
CAAGCGCCTGATCTATAGGGCATCCAATCTGGAATCTGGGGTCCCATCGCGGTTCAAAGGCACTGGAT
CTGGGACACAGTTCACTCTCACCATCAGTGACCTGCAGTGTGACGATGCTGCCACTTACTACTGTGCA
GGCGCTTATAGTGGTAACATTGGTGCTTTCGGCGGAGGGACCGAGGTGGTGGTCAAA
GGTGATCCAGTTGCACCTACTGTCCTCATCTTCCCACCAGCTGCTGATCAGGTGGCAACTGGAACAGT
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CACCATCGTGTGTGTGGCGAATAAATACTTTCCCGATGTCACCGTCACCTGGGAGGTGGATGGCACCA
CCCAAACAACTGGCATCGAGAACAGTAAAACACCGCAGAATTCTGCAGATTGTACCTACAACCTCAGCA
GCACTCTGACACTGACCAGCACACAGTACAACAGCCACAAAGAGTACACCTGCAAGGTGACCCAGGG
CACGACCTCAGTCGTCCAGAGCTTCAATAGGGGTGACTGTTAG

Protein sequence:

>SAIC-28A-29-L3
MDTRAPTQLLGLLLLWLPGATFAQVLTQAASSVSAAVGGTVTISCQSSQSVYNNNNLGWFQQKPGQPPKR
LIYRASNLESGVPSRFKGTGSGTQFTLTISDLQCDDAATYYCAGAYSGNIGAFGGGTEVVVKGDPVAPTVLI
FPPAADQVATGTVTIVCVANKYFPDVTVTWEVDGTTQTTGIENSKTPQNSADCTYNLSSTLTLTSTQYNSH
KEYTCKVTQGTTSVVQSFNRGDC-
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SAIC-28B-8-H5, RAD23B, IDIDPEETVK

>SAIC-28B-8-H5
ATGGAGACTGGGCTGCGCTGGCTTCTCCTGGTCGCTGTGCTCAAAGGTGTCCAGTGTCAGTCGGTGA
AGGAGTCCGAGGGAGGCCTGTTCAAGCCTGGGGGATCCCTGACACTCACCTGCACAGTCTCTGGATT
CTCCCTCAGTATCAATGCAATAACCTGGGTCCGCCAGGCTCCAGGGAACGGGCTGGAATGGATCGGAG
CCATTGATATTAGTGGTACCGGATACTACGCGACTTGGGCGGAAAGCCGATCCACCATCACCAGAAACA
CCAACCTGAATACGGTGACTCTGAAAATGACCAGGCTGACAGCCGCGGACACGGCCACCTATTTCTGT
GCGAGAGGTGGTATTACTAGGATTAACTTGTGGGGCCCAGGCACCCTGGTCACCGTCTCCTCA
GGGCAACCTAAGGCTCCATCAGTCTTCCCACTGGCCCCCTGCTGCGGGGACACACCCAGCTCCACGG
TGACCCTGGGCTGCCTGGTCAAAGGGTACCTCCCGGAGCCAGTGACCGTGACCTGGAACTCGGGCA
CCCTCACCAATGGGGTACGCACCTTCCCGTCCGTCCGGCAGTCCTCAGGCCTCTACTCGCTGAGCAG
CGTGGTGAGCGTGACCTCAAGCAGCCAGCCCGTCACCTGCAACGTGGCCCACCCAGCCACCAACAC
CAAAGTGGACAAGACCGTTGCGCCCTCGACATGCAGCAAGCCCACGTGCCCACCCCCTGAACTCCTG
GGGGGACCGTCTGTCTTCATCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCACGCACCCCCGA
GGTCACATGCGTGGTGGTGGACGTGAGCCAGGATGACCCCGAGGTGCAGTTCACATGGTACATAAACA
ACGAGCAGGTGCGCACCGCCCGGCCGCCGCTACGGGAGCAGCAGTTCAACAGCACGATCCGCGTGG
TCAGCACCCTCCCCATCGCGCACCAGGACTGGCTGAGGGGCAAGGAGTTCAAGTGCAAAGTCCACAA
CAAGGCACTCCCGGCCCCCATCGAGAAAACCATCTCCAAAGCCAGAGGGCAGCCCCTGGAGCCGAA
GGTCTACACCATGGGCCCTCCCCGGGAGGAGCTGAGCAGCAGGTCGGTCAGCCTGACCTGCATGATC
AACGGCTTCTACCCTTCCGACATCTCGGTGGAGTGGGAGAAGAACGGGAAGGCAGAGGACAACTACA
AGACCACGCCGGCCGTGCTGGACAGCGACGGCTCCTACTTCCTCTACAGCAAGCTCTCAGTGCCCAC
GAGTGAGTGGCAGCGGGGCGACGTCTTCACCTGCTCCGTGATGCACGAGGCCTTGCACAACCACTAC
ACGCAGAAGTCCATCTCCCGCTCTCCGGGTAAATGA

Protein sequence:

>SAIC-28B-8-H5
METGLRWLLLVAVLKGVQCQSVKESEGGLFKPGGSLTLTCTVSGFSLSINAITWVRQAPGNGLEWIGAIDIS
GTGYYATWAESRSTITRNTNLNTVTLKMTRLTAADTATYFCARGGITRINLWGPGTLVTVSSGQPKAPSVF
PLAPCCGDTPSSTVTLGCLVKGYLPEPVTVTWNSGTLTNGVRTFPSVRQSSGLYSLSSVVSVTSSSQPVT
CNVAHPATNTKVDKTVAPSTCSKPTCPPPELLGGPSVFIFPPKPKDTLMISRTPEVTCVVVDVSQDDPEVQ
FTWYINNEQVRTARPPLREQQFNSTIRVVSTLPIAHQDWLRGKEFKCKVHNKALPAPIEKTISKARGQPLEP
KVYTMGPPREELSSRSVSLTCMINGFYPSDISVEWEKNGKAEDNYKTTPAVLDSDGSYFLYSKLSVPTSEW
QRGDVFTCSVMHEALHNHYTQKSISRSPGK-

SAIC-28B-8-L3, RAD23B, IDIDPEETVK

>SAIC-28B-8-L.3
ATGGACACGAGGGCCCCCACTCAGCTGCTGGGGCTCCTGCTGCTCTGGCTCCCAGGTGCCACATTTG
CCGCCGTGCTGACCCAGACTGCATCCCCCGTGTCTGCAGCTGTGGGAGGCACAGTCAGCATCAGTTG
CCAGTCCAGTAAGAGTGTTTATAAGAACAACTACTTAGCCTGGTTTCAGCAGAAACCAGGGCAGCCTCC
CAAACTCCTGATCTATTATGCATCCACTCTGGCATCTGGGGTCCCATCGCGCTTCAAAGGCAGTGGATC
TGGGACACAGTTCACTCTCACCATCAGCGACGTGCAGTGTGGCGATGCTGCCACTTATTACTGTGCAG
GCGCTTATAATAGTAATAGTGATAATGCTTTCGGCGGAGGGACCGAGGTGGTGGTCAAA
GGTGATCCAGTTGCACCTACTGTCCTCATCTTCCCACCAGCTGCTGATCAGGTGGCAACTGGAACAGT
CACCATCGTGTGTGTGGCGAATAAATACTTTCCCGATGTCACCGTCACCTGGGAGGTGGATGGCACCA

41



CCCAAACAACTGGCATCGAGAACAGTAAAACACCGCAGAATTCTGCAGATTGTACCTACAACCTCAGCA
GCACTCTGACACTGACCAGCACACAGTACAACAGCCACAAAGAGTACACCTGCAAGGTGACCCAGGG
CACGACCTCAGTCGTCCAGAGCTTCAATAGGGGTGACTGTTAG

Protein sequence:

>SAIC-28B-8-L.3
MDTRAPTQLLGLLLLWLPGATFAAVLTQTASPVSAAVGGTVSISCQSSKSVYKNNYLAWFQQKPGQPPKLL
IYYASTLASGVPSRFKGSGSGTQFTLTISDVQCGDAATYYCAGAYNSNSDNAFGGGTEVVVKGDPVAPTVL
IFPPAADQVATGTVTIVCVANKYFPDVTVTWEVDGTTQTTGIENSKTPQNSADCTYNLSSTLTLTSTQYNSH
KEYTCKVTQGTTSVVQSFNRGDC-
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SAIC-30C-18-H1, RRM2, IEQEFLTEALPVK

>SAIC-30C-18-H1
ATGGAGACTGGGCTGCGCTGGCTTCTCCTGGTCGCTGTGCTCAAAGGTGTCCAGTGTCAGTCGATGG
AGGAGTCCGGGGGTCGCCTGGTCACGCCTGGGACACCCCTGACACTCACCTGTAAAGTCTCTGGATT
CTCCCTCAGTGGCTTTGGAATAAGCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGCAATGGATCGGA
ATCATTAGTAGTACTGGTAACACATACTACGCGAGCTGGGCGAAGGGCCGATTCACCGTCTCCAAATCC
TCGTCGACCACGGTGGACCTGAAAATGACCGGTCTGACAACCGAGGACACGGCCACCTATTTCTGTAC
CAGAGGATGGGCTGGTGGTTTTGCTCCCTGGGGCCCAGGCGCCCTGGTCACCGTCTCCTCA
GGGCAACCTAAGGCTCCATCAGTCTTCCCACTGGCCCCCTGCTGCGGGGACACACCCAGCTCCACGG
TGACCCTGGGCTGCCTGGTCAAAGGGTACCTCCCGGAGCCAGTGACCGTGACCTGGAACTCGGGCA
CCCTCACCAATGGGGTACGCACCTTCCCGTCCGTCCGGCAGTCCTCAGGCCTCTACTCGCTGAGCAG
CGTGGTGAGCGTGACCTCAAGCAGCCAGCCCGTCACCTGCAACGTGGCCCACCCAGCCACCAACAC
CAAAGTGGACAAGACCGTTGCGCCCTCGACATGCAGCAAGCCCACGTGCCCACCCCCTGAACTCCTG
GGGGGACCGTCTGTCTTCATCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCACGCACCCCCGA
GGTCACATGCGTGGTGGTGGACGTGAGCCAGGATGACCCCGAGGTGCAGTTCACATGGTACATAAACA
ACGAGCAGGTGCGCACCGCCCGGCCGCCGCTACGGGAGCAGCAGTTCAACAGCACGATCCGCGTGG
TCAGCACCCTCCCCATCGCGCACCAGGACTGGCTGAGGGGCAAGGAGTTCAAGTGCAAAGTCCACAA
CAAGGCACTCCCGGCCCCCATCGAGAAAACCATCTCCAAAGCCAGAGGGCAGCCCCTGGAGCCGAA
GGTCTACACCATGGGCCCTCCCCGGGAGGAGCTGAGCAGCAGGTCGGTCAGCCTGACCTGCATGATC
AACGGCTTCTACCCTTCCGACATCTCGGTGGAGTGGGAGAAGAACGGGAAGGCAGAGGACAACTACA
AGACCACGCCGGCCGTGCTGGACAGCGACGGCTCCTACTTCCTCTACAGCAAGCTCTCAGTGCCCAC
GAGTGAGTGGCAGCGGGGCGACGTCTTCACCTGCTCCGTGATGCACGAGGCCTTGCACAACCACTAC
ACGCAGAAGTCCATCTCCCGCTCTCCGGGTAAATGA

Protein sequence:

>SAIC-30C-18-H1
METGLRWLLLVAVLKGVQCQSMEESGGRLVTPGTPLTLTCKVSGFSLSGFGISWVRQAPGKGLQWIGIISS
TGNTYYASWAKGRFTVSKSSSTTVDLKMTGLTTEDTATYFCTRGWAGGFAPWGPGALVTVSSGQPKAPS
VFPLAPCCGDTPSSTVTLGCLVKGYLPEPVTVTWNSGTLTNGVRTFPSVRQSSGLYSLSSVVSVTSSSQPV
TCNVAHPATNTKVDKTVAPSTCSKPTCPPPELLGGPSVFIFPPKPKDTLMISRTPEVTCVVVDVSQDDPEV
QFTWYINNEQVRTARPPLREQQFNSTIRVVSTLPIAHQDWLRGKEFKCKVHNKALPAPIEKTISKARGQPLE
PKVYTMGPPREELSSRSVSLTCMINGFYPSDISVEWEKNGKAEDNYKTTPAVLDSDGSYFLYSKLSVPTSE
WQRGDVFTCSVMHEALHNHYTQKSISRSPGK-

SAIC-30C-18-L3, RRM2, I|IEQEFLTEALPVK

>SAIC-30C-18-L3
ATGGACACGAGGGCCCCCACTCAGCTGCTGGGGCTCCTGCTGCTCTGGCTCCCAGGTGCCATATGTG
ACCCTGTGATGACCCAGACTCCATCTTCCACGTCTGCGGCTGTGGGAGGCACAGTCAGCATCAGTTGC
CAGTCCAGTCAGAGTGTTTATAGTAACTACTTATCCTGGTATCAGCAGAAACCAGGGCAGCCTCCCAAG
CTCCTGATCTACAAGGCATCCACTCTGGCATCTGGGGTCCCATCGCGGTTCAAAGGCAGTGGATCTGG
GACACAGTTCACTCTCACCATCAGCGACGTGCAGTGTGACGATGCTGCCACTTACTACTGTCAAGGCA
TTTATAGTGGTAATATTTACGGTTTCGGCGGAGGGACCGAGGTGGTGGTTAAA
GGTGATCCAGTTGCACCTACTGTCCTCATCTTCCCACCAGCTGCTGATCAGGTGGCAACTGGAACAGT
CACCATCGTGTGTGTGGCGAATAAATACTTTCCCGATGTCACCGTCACCTGGGAGGTGGATGGCACCA
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CCCAAACAACTGGCATCGAGAACAGTAAAACACCGCAGAATTCTGCAGATTGTACCTACAACCTCAGCA
GCACTCTGACACTGACCAGCACACAGTACAACAGCCACAAAGAGTACACCTGCAAGGTGACCCAGGG
CACGACCTCAGTCGTCCAGAGCTTCAATAGGGGTGACTGTTAG

Protein sequence:

>SAIC-30C-18-L3
MDTRAPTQLLGLLLLWLPGAICDPVMTQTPSSTSAAVGGTVSISCQSSQSVYSNYLSWYQQKPGQPPKLLI
YKASTLASGVPSRFKGSGSGTQFTLTISDVQCDDAATYYCQGIYSGNIYGFGGGTEVVVKGDPVAPTVLIFP
PAADQVATGTVTIVCVANKYFPDVTVTWEVDGTTQTTGIENSKTPQNSADCTYNLSSTLTLTSTQYNSHKE
YTCKVTQGTTSVVQSFNRGDC-
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SAIC-30E-7-H2, RRM2, DIQHWESLKPEER

>SAIC-30E-7-H2
ATGGAGACTGGGCTGCGCTGGCTTCTCCTGGTCGCTGTGCTCAAAGGTGTCCAGTGTCAGTCGGTGG
AGGAGTCCGGGGGTCGCCTGGTCACGCCTGGGACACCCCTGACACTCACCTGCACAGTCTCTGGATT
CTCCCTCAATAGCTATGCAATGAGTTGGGTCCGCCAGGCTCCAGGGAAGGGACTGGAATGGATCGGAG
TCATTGGTAATAATGGTATGACATGGTACGCGAGCTGGGCGAAAGGCCGATTCACCATCTCCAAAACCT
CGACCACGGTGGATCTGAAAATGACCAGTCTGACAACCGAGGACACGGCCACCTATTTCTGTGCCAGT
AGTGCTACTGCTAATACCTACTACGCCATGGACCTCTGGGGCCCAGGGACCCTCGTCACCGTCTCTTC
A
GGGCAACCTAAGGCTCCATCAGTCTTCCCACTGGCCCCCTGCTGCGGGGACACACCCAGCTCCACGG
TGACCCCGGGCTGCCTGGTCAAAGGGTACCTCCCGGAGCCAGTGACCGTGACCTGGAACTCGGGCA
CCCTCACCAATGGGGTACGCACCTTCCCGTCCGTCCGGCAGTCCTCAGGCCTCTACTCGCTGAGCAG
CGTGGTGAGCGTGACCTCAAGCAGCCAGCCCGTCACCTGCAACGTGGCCCACCCAGCCACCAACAC
CAAAGTGGACAAGACCGTTGCGCCCTCGACATGCAGCAAGCCCACGTGCCCACCCCCTGAACTCCTG
GGGGGACCGTCTGTCTTCATCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCACGCACCCCCGA
GGTCACATGCGTGGTGGTGGACGTGAGCCAGGATGACCCCGAGGTGCAGTTCACATGGTACATAAACA
ACGAGCAGGTGCGCACCGCCCGGCCGCCGCTACGGGAGCAGCAGTTCAACAGCACGATCCGCGTGG
TCAGCACCCTCCCCATCGCGCACCAGGACTGGCTGAGGGGCAAGGAGTTCAAGTGCAAAGTCCACAA
CAAGGCACTCCCGGCCCCCATCGAGAAAACCATCTCCAAAGCCAGAGGGCAGCCCCTGGAGCCGAA
GGTCTACACCATGGGCCCTCCCCGGGAGGAGCTGAGCAGCAGGTCGGTCAGCCTGACCTGCATGATC
AACGGCTTCTACCCTTCCGACATCTCGGTGGAGTGGGAGAAGAACGGGAAGGCAGAGGACAACTACA
AGACCACGCCGGCCGTGCTGGACAGCGACGGCTCCTACTTCCTCTACAGCAAGCTCTCAGTGCCCAC
GAGTGAGTGGCAGCGGGGCGACGTCTTCACCTGCTCCGTGATGCACGAGGCCTTGCACAACCACTAC
ACGCAGAAGTCCATCTCCCGCTCTCCGGGTAAATGA

Protein sequence:

>SAIC-30E-7-H2
METGLRWLLLVAVLKGVQCQSVEESGGRLVTPGTPLTLTCTVSGFSLNSYAMSWVRQAPGKGLEWIGVIG
NNGMTWYASWAKGRFTISKTSTTVDLKMTSLTTEDTATYFCASSATANTYYAMDLWGPGTLVTVSSGQPK
APSVFPLAPCCGDTPSSTVTPGCLVKGYLPEPVTVTWNSGTLTNGVRTFPSVRQSSGLYSLSSVVSVTSSS
QPVTCNVAHPATNTKVDKTVAPSTCSKPTCPPPELLGGPSVFIFPPKPKDTLMISRTPEVTCVVVDVSQDD
PEVQFTWYINNEQVRTARPPLREQQFNSTIRVVSTLPIAHQDWLRGKEFKCKVHNKALPAPIEKTISKARGQ
PLEPKVYTMGPPREELSSRSVSLTCMINGFYPSDISVEWEKNGKAEDNYKTTPAVLDSDGSYFLYSKLSVP
TSEWQRGDVFTCSVMHEALHNHYTQKSISRSPGK-

SAIC-30E-7-L3, RRM2, DIQHWESLKPEER

>SAIC-30E-7-L3
ATGGACACGAGGGCCCCCACTCAGCTGCTGGGGCTCCTGCTGCTCTGGCTCCCAGGTGCCACATTTG
CCATCGTGATGACCCAGACTCCATCTTCCACGTCTGCAGCTGTGGGAGGCACAGTCACCATCAATTGC
CAGGCCAGTGAGAGTCTTTATGGTAACAACCGCTTAGCCTGGTTTCAACAGAAACCAGGGCAGCCTCC
CAAGCTCCTGATCTATTCTGCATCCACTCTGGATTCTGGGGTCTCATCGCGGTTCAAAGGCAGTGGATC
TGGGACACAGTTCACTCTCACCATCAGCGATGTGGTGTGTGGCGATGCTGCCACTTACTACTGTGCAG
GATATAAAACTACTAGTACTGATGGTACTTCTTTCGGCGGAGGGACCGAGGTGGTGGTCAAA
GGTGATCCAGTTGCACCTACTGTCCTCATCTTCCCACCAGCTGCTGATCAGGTGGCAACTGGAACAGT
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CACCATCGTGTGTGTGGCGAATAAATACTTTCCCGATGTCACCGTCACCTGGGAGGTGGATGGCACCA
CCCAAACAACTGGCATCGAGAACAGTAAAACACCGCAGAATTCTGCAGATTGTACCTACAACCTCAGCA
GCACTCTGACACTGACCAGCACACAGTACAACAGCCACAAAGAGTACACCTGCAAGGTGACCCAGGG
CACGACCTCAGTCGTCCAGAGCTTCAATAGGGGTGACTGTTAG

Protein sequence:

>SAIC-30E-7-L3
MDTRAPTQLLGLLLLWLPGATFAIVMTQTPSSTSAAVGGTVTINCQASESLYGNNRLAWFQQKPGQPPKLL
IYSASTLDSGVSSRFKGSGSGTQFTLTISDVVCGDAATYYCAGYKTTSTDGTSFGGGTEVVVKGDPVAPTV
LIFPPAADQVATGTVTIVCVANKYFPDVTVTWEVDGTTQTTGIENSKTPQNSADCTYNLSSTLTLTSTQYNS
HKEYTCKVTQGTTSVVQSFNRGDC-
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SAIC-31A-10-H3, SNCG, TVEEAENIAVTSGVVR

>SAIC-31A-10-H3
ATGGAGACTGGGCTGCGCTGGCTTCTCCTGGTCGCTGTGCTCAAAGGTGTCCAGTGTCAGTCGCTGG
AGGAGTCCGGGGGTCGCCTGGTCACGCCTGGGACACCCCTGACACTCACCTGCACCGTCTCTGGATT
CTCCCTCAGTAGCGTCGGAGTGAATTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGATCGG
ATACGTTGATAATACTGGTAGGACAGTCTACGCGAGCTGGGCGAAAGGCCGATTCACCATCTCCAGAAC
CTCGACCACGGTGGATCTCAAAATCACCAGTCCGACAACCGAGGACACGGCCACCTATTTCTGTGCCA
AATACTTTAACTTGTGGGGCCCAGGCACCCTGGTCACCGTCTCCTCA
GGGCAACCTAAGGCTCCATCAGTCTTCCCACTGGCCCCCTGCTGCGGGGACACACCCAGCTCCACGG
TGACCCTGGGCTGCCTGGTCAAAGGGTACCTCCCGGAGCCAGTGACCGTGACCTGGAACTCGGGCA
CCCTCACCAATGGGGTACGCACCTTCCCGTCCGTCCGGCAGTCCTCAGGCCTCTACTCGCTGAGCAG
CGTGGTGAGCGTGACCTCAAGCAGCCAGCCCGTCACCTGCAACGTGGCCCACCCAGCCACCAACAC
CAAAGTGGACAAGACCGTTGCGCCCTCGACATGCAGCAAGCCCACGTGCCCACCCCCTGAACTCCTG
GGGGGACCGTCTGTCTTCATCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCACGCACCCCCGA
GGTCACATGCGTGGTGGTGGACGTGAGCCAGGATGACCCCGAGGTGCAGTTCACATGGTACATAAACA
ACGAGCAGGTGCGCACCGCCCGGCCGCCGCTACGGGAGCAGCAGTTCAACAGCACGATCCGCGTGG
TCAGCACCCTCCCCATCGCGCACCAGGACTGGCTGAGGGGCAAGGAGTTCAAGTGCAAAGTCCACAA
CAAGGCACTCCCGGCCCCCATCGAGAAAACCATCTCCAAAGCCAGAGGGCAGCCCCTGGAGCCGAA
GGTCTACACCATGGGCCCTCCCCGGGAGGAGCTGAGCAGCAGGTCGGTCAGCCTGACCTGCATGATC
AACGGCTTCTACCCTTCCGACATCTCGGTGGAGTGGGAGAAGAACGGGAAGGCAGAGGACAACTACA
AGACCACGCCGGCCGTGCTGGACAGCGACGGCTCCTACTTCCTCTACAGCAAGCTCTCAGTGCCCAC
GAGTGAGTGGCAGCGGGGCGACGTCTTCACCTGCTCCGTGATGCACGAGGCCTTGCACAACCACTAC
ACGCAGAAGTCCATCTCCCGCTCTCCGGGTAAATGA

Protein sequence:

>SAIC-31A-10-H3
METGLRWLLLVAVLKGVQCQSLEESGGRLVTPGTPLTLTCTVSGFSLSSVGVNWVRQAPGKGLEWIGYVD
NTGRTVYASWAKGRFTISRTSTTVDLKITSPTTEDTATYFCAKYFNLWGPGTLVTVSSGQPKAPSVFPLAPC
CGDTPSSTVTLGCLVKGYLPEPVTVTWNSGTLTNGVRTFPSVRQSSGLYSLSSVVSVTSSSQPVTCNVAH
PATNTKVDKTVAPSTCSKPTCPPPELLGGPSVFIFPPKPKDTLMISRTPEVTCVVVDVSQDDPEVQFTWYIN
NEQVRTARPPLREQQFNSTIRVVSTLPIAHQDWLRGKEFKCKVHNKALPAPIEKTISKARGQPLEPKVYTMG
PPREELSSRSVSLTCMINGFYPSDISVEWEKNGKAEDNYKTTPAVLDSDGSYFLYSKLSVPTSEWQRGDVF
TCSVMHEALHNHYTQKSISRSPGK-

SAIC-31A-10-L3, SNCG, TVEEAENIAVTSGVVR

>SAIC-31A-10-L3
ATGGACACGAGGGCCCCCACTCAGCTGCTGGGGCTCCTGCTGCTCTGGCTCCCAGGTGCCACATTTG
CGCAAGTGCTGACCCAGACTGCATCGTCCGTGTCTACAGCTGTGGGAGGCACAGTCACCATCAATTGT
CAGTCCAGTCAGAGCGTTTATGGTAACAACTGGTTAGCCTGGTTTCAGCAGAAACCAGGGCAGCCTCC
CAAGCTCCTGATCTACGAAGCATCCAAATTGGCATCTGGGGTCCCACCGCGGCTCAGCGGCAGTGGAT
CTGGGACACAGTTCACTCTCACCATCAGCGGCGTGCAGTGTGACGATGCTGCCACTTACTACTGTCTA
GGCGGTTATAGTGATAATATTTATATTTTCGGCGGAGGGACCGAGGTGGTGGTCAAG
GGTGATCCAGTTGCACCTACTGTCCTCATCTTCCCACCAGCTGCTGATCAGGTGGCAACTGGAACAGT
CACCATCGTGTGTGTGGCGAATAAATACTTTCCCGATGTCACCGTCACCTGGGAGGTGGATGGCACCA
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CCCAAACAACTGGCATCGAGAACAGTAAAACACCGCAGAATTCTGCAGATTGTACCTACAACCTCAGCA
GCACTCTGACACTGACCAGCACACAGTACAACAGCCACAAAGAGTACACCTGCAAGGTGACCCAGGG
CACGACCTCAGTCGTCCAGAGCTTCAATAGGGGTGACTGTTAG

Protein sequence:

>SAIC-31A-10-L3
MDTRAPTQLLGLLLLWLPGATFAQVLTQTASSVSTAVGGTVTINCQSSQSVYGNNWLAWFQQKPGQPPKL
LIYEASKLASGVPPRLSGSGSGTQFTLTISGVQCDDAATYYCLGGYSDNIYIFGGGTEVVVKGDPVAPTVLIF
PPAADQVATGTVTIVCVANKYFPDVTVTWEVDGTTQTTGIENSKTPQNSADCTYNLSSTLTLTSTQYNSHK
EYTCKVTQGTTSVVQSFNRGDC-
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SAIC-32C-205-H1, FSCN1, YLAPSGPSGTLK

>SAIC-32C-205-H1
ATGGAGACTGGGCTGCGCTGGCTTCTCCTGGTCGCTGTGCTCAAAGGTGCCCAGTGTCAGTCGGTGG
AGGAGTCCAGGGGAGGCCTGATCAAGCCAACGGATACCCTGACACTCACCTGCACAGTTTCTGGATTC
TCCCTCAGTAGCGATGCAATAAGCTGGGTCCGCCAGGCTCCAGGGAACGGGCTGGAATGGATCGGAG
CCGTTGGTGGTAGTGGTCGCACATACTACGCGAACTGGGCGAAAAGCCGATCCACCATCACCAGAAAC
ACCAACCTGAACACGGTGACTCTGAAAATGACCAGTCTGACAGCCGCGGACACGGCCACCTATTTCTG
TGCGAGAGGAGGTTATGCTGCCGACATCTGGGGCCCAGGCACCCTGGTCACCGTCTCCTCA
GGGCAACCTAAGGCTCCATCAGTCTTCCCACTGGCCCCCTGCTGCGGGGACACACCCAGCTCCACGG
TGACCCTGGGCTGCCTGGTCAAAGGGTACCTCCCGGAGCCAGTGACCGTGACCTGGAACTCGGGCA
CCCTCACCAATGGGGTACGCACCTTCCCGTCCGTCCGGCAGTCCTCAGGCCTCTACTCGCTGAGCAG
CGTGGTGAGCGTGACCTCAAGCAGCCAGCCCGTCACCTGCAACGTGGCCCACCCAGCCACCAACAC
CAAAGTGGACAAGACCGTTGCGCCCTCGACATGCAGCAAGCCCACGTGCCCACCCCCTGAACTCCTG
GGGGGACCGTCTGTCTTCATCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCACGCACCCCCGA
GGTCACATGCGTGGTGGTGGACGTGAGCCAGGATGACCCCGAGGTGCAGTTCACATGGTACATAAACA
ACGAGCAGGTGCGCACCGCCCGGCCGCCGCTACGGGAGCAGCAGTTCAACAGCACGATCCGCGTGG
TCAGCACCCTCCCCATCGCGCACCAGGACTGGCTGAGGGGCAAGGAGTTCAAGTGCAAAGTCCACAA
CAAGGCACTCCCGGCCCCCATCGAGAAAACCATCTCCAAAGCCAGAGGGCAGCCCCTGGAGCCGAA
GGTCTACACCATGGGCCCTCCCCGGGAGGAGCTGAGCAGCAGGTCGGTCAGCCTGACCTGCATGATC
AACGGCTTCTACCCTTCCGACATCTCGGTGGAGTGGGAGAAGAACGGGAAGGCAGAGGACAACTACA
AGACCACGCCGGCCGTGCTGGACAGCGACGGCTCCTACTTCCTCTACAGCAAGCTCTCAGTGCCCAC
GAGTGAGTGGCAGCGGGGCGACGTCTTCACCTGCTCCGTGATGCACGAGGCCTTGCACAACCACTAC
ACGCAGAAGTCCATCTCCCGCTCTCCGGGTAAATGA

Protein sequence:

>SAIC-32C-205-H1
METGLRWLLLVAVLKGAQCQSVEESRGGLIKPTDTLTLTCTVSGFSLSSDAISWVRQAPGNGLEWIGAVGG
SGRTYYANWAKSRSTITRNTNLNTVTLKMTSLTAADTATYFCARGGYAADIWGPGTLVTVSSGQPKAPSVF
PLAPCCGDTPSSTVTLGCLVKGYLPEPVTVTWNSGTLTNGVRTFPSVRQSSGLYSLSSVVSVTSSSQPVT
CNVAHPATNTKVDKTVAPSTCSKPTCPPPELLGGPSVFIFPPKPKDTLMISRTPEVTCVVVDVSQDDPEVQ
FTWYINNEQVRTARPPLREQQFNSTIRVVSTLPIAHQDWLRGKEFKCKVHNKALPAPIEKTISKARGQPLEP
KVYTMGPPREELSSRSVSLTCMINGFYPSDISVEWEKNGKAEDNYKTTPAVLDSDGSYFLYSKLSVPTSEW
QRGDVFTCSVMHEALHNHYTQKSISRSPGK-

SAIC-32C-205-L1, FSCN1, YLAPSGPSGTLK

>SAIC-32C-205-L1
ATGGACACGAGGGCCCCCACTCAGCTGCTGGGGCTCCTGCTGCTCTGGCTCCCAGGTGCCACATTTG
CCCAAGTGCTGACCCAGACTGCATCCCCCGTGTCTGCGGCTGTGGGAGGCACAGTCACCATCAATTG
CCAGTCCAGTCAGAGTGTTTATAATAAGAACTACTTATCCTGGTTTCAGAAGAGGCCAGGGCAACCTCC
CAAGCGCCTGATCTGGTCTGCATCCACTCTGGCATCTGGGGTCTCATCGCGGTTCAAAGGCAGTGGAT
CTGGGACACAGTTCACTCTCACCATCAGCGACCTGGAGTGTGACGATGCTGCCACTTACTACTGTGCA
GGCGATTATGGTGGTAGTGTCCTTTTCGGCGGAGGGACCGCGGTGGTGGTCAAA
GGTGATCCAGTTGCACCTACTGTCCTCATCTTCCCACCAGCTGCTGATCAGGTGGCAACTGGAACAGT
CACCATCGTGTGTGTGGCGAATAAATACTTTCCCGATGTCACCGTCACCTGGGAGGTGGATGGCACCA
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CCCAAACAACTGGCATCGAGAACAGTAAAACACCGCAGAATTCTGCAGATTGTACCTACAACCTCAGCA
GCACTCTGACACTGACCAGCACACAGTACAACAGCCACAAAGAGTACACCTGCAAGGTGACCCAGGG
CACGACCTCAGTCGTCCAGAGCTTCAATAGGGGTGACTGTTAG

Protein sequence:

>SAIC-32C-205-L1
MDTRAPTQLLGLLLLWLPGATFAQVLTQTASPVSAAVGGTVTINCQSSQSVYNKNYLSWFQKRPGQPPKR
LIWSASTLASGVSSRFKGSGSGTQFTLTISDLECDDAATYYCAGDYGGSVLFGGGTAVVVKGDPVAPTVLI
FPPAADQVATGTVTIVCVANKYFPDVTVTWEVDGTTQTTGIENSKTPQNSADCTYNLSSTLTLTSTQYNSH
KEYTCKVTQGTTSVVQSFNRGDC-
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SAIC-33B-129-H1, TAGLN, AAEDYGVIK

>SAIC-33B-129-H1
ATGGAGACTGGGCTGCGCTGGCTTCTCCTGGTCGCTGTGCTCAAAGGTGTCCAGTGTCAGGAGCAGC
TGAAGGAATCCGGGGGAGGCCTGATCAAGCCTGGAGGAACCCTGACACTCACCTGCACAGCCTCCGG
ATTCACCATCAGTAGTATTGCAATAACCTGGGTCCGCCAGGCTCCAGGGAACGGGCTGGAATACATCG
GATTCATTAGTAGTGGTGGTAGTATATTCTACGCGAGCTGGGCGGAAAGCCGATCCACCATCACCAGAA
ACACCAACCTGAACACGGTGACTCTGACAATGACCAGTCTGACAGCCGCGGACACGGCCACCTATTTC
TGTACGAGAGGTGTTCCTGCTTATAAGTATGAGACCAGTGGGAACATATGGGGCCCAGGCACCCTGGT
CACCGTCTCCTCA
GGGCAACCTAAGGCTCCATCAGTCTTCCCACTGGCCCCCTGCTGCGGGGACACACCCAGCTCCACGG
TGACCCTGGGCTGCCTGGTCAAAGGGTACCTCCCGGAGCCAGTGACCGTGACCTGGAACTCGGGCA
CCCTCACCAATGGGGTACGCACCTTCCCGTCCGTCCGGCAGTCCTCAGGCCTCTACTCGCTGAGCAG
CGTGGTGAGCGTGACCTCAAGCAGCCAGCCCGTCACCTGCAACGTGGCCCACCCAGCCACCAACAC
CAAAGTGGACAAGACCGTTGCGCCCTCGACATGCAGCAAGCCCACGTGCCCACCCCCTGAACTCCTG
GGGGGACCGTCTGTCTTCATCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCACGCACCCCCGA
GGTCACATGCGTGGTGGTGGACGTGAGCCAGGATGACCCCGAGGTGCAGTTCACATGGTACATAAACA
ACGAGCAGGTGCGCACCGCCCGGCCGCCGCTACGGGAGCAGCAGTTCAACAGCACGATCCGCGTGG
TCAGCACCCTCCCCATCGCGCACCAGGACTGGCTGAGGGGCAAGGAGTTCAAGTGCAAAGTCCACAA
CAAGGCACTCCCGGCCCCCATCGAGAAAACCATCTCCAAAGCCAGAGGGCAGCCCCTGGAGCCGAA
GGTCTACACCATGGGCCCTCCCCGGGAGGAGCTGAGCAGCAGGTCGGTCAGCCTGACCTGCATGATC
AACGGCTTCTACCCTTCCGACATCTCGGTGGAGTGGGAGAAGAACGGGAAGGCAGAGGACAACTACA
AGACCACGCCGGCCGTGCTGGACAGCGACGGCTCCTACTTCCTCTACAGCAAGCTCTCAGTGCCCAC
GAGTGAGTGGCAGCGGGGCGACGTCTTCACCTGCTCCGTGATGCACGAGGCCTTGCACAACCACTAC
ACGCAGAAGTCCATCTCCCGCTCTCCGGGTAAATGA

Protein sequence:

>SAIC-33B-129-H1
METGLRWLLLVAVLKGVQCQEQLKESGGGLIKPGGTLTLTCTASGFTISSIAITWVRQAPGNGLEYIGFISSG
GSIFYASWAESRSTITRNTNLNTVTLTMTSLTAADTATYFCTRGVPAYKYETSGNIWGPGTLVTVSSGQPKA
PSVFPLAPCCGDTPSSTVTLGCLVKGYLPEPVTVTWNSGTLTNGVRTFPSVRQSSGLYSLSSVVSVTSSSQ
PVTCNVAHPATNTKVDKTVAPSTCSKPTCPPPELLGGPSVFIFPPKPKDTLMISRTPEVTCVVVDVSQDDPE
VQFTWYINNEQVRTARPPLREQQFNSTIRVVSTLPIAHQDWLRGKEFKCKVHNKALPAPIEKTISKARGQPL
EPKVYTMGPPREELSSRSVSLTCMINGFYPSDISVEWEKNGKAEDNYKTTPAVLDSDGSYFLYSKLSVPTS
EWQRGDVFTCSVMHEALHNHYTQKSISRSPGK-

SAIC-33B-129-L3, TAGLN, AAEDYGVIK

>SAIC-33B-129-L3
ATGGACACGAGGGCCCCCACTCAGCTGCTGGGGCTCCTGCTGCTCTGGCTCCCAGGTGCCACATTTG
CCCAAGTGCTGACCCAGACTCCAGCCTCCGTGTCTGCGGCTGTTGGAGGCACAGTCACCATCAATTG
CCAGTCCAGTCAGAGTGTTTATAATGACAACTTCTTATCCTGGTATCAGCAGAAATTAGGGCAGCCTCCC
AAGCTCCTGATCTATCTGGCATCCACTCTGGCATCTGGGGTCCCATCGCGGTTCAAAGGCAGTGGATC
TGGGACACGGTTCACCCTCACCATCAGCGACCTGGAGTGTGACGATGCTGCCACTTACTACTGTGCCG
GCGGTTGGCGTGGGAGTATTTATGGTTTCGGCGGAGGGACCGAGGTGGTGGTCAAA
GGTGATCCAGTTGCACCTACTGTCCTCATCTTCCCACCAGCTGCTGATCAGGTGGCAACTGGAACAGT
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CACCATCGTGTGTGTGGCGAATAAATACTTTCCCGATGTCACCGTCACCTGGGAGGTGGATGGCACCA
CCCAAACAACTGGCATCGAGAACAGTAAAACACCGCAGAATTCTGCAGATTGTACCTACAACCTCAGCA
GCACTCTGACACTGACCAGCACACAGTACAACAGCCACAAAGAGTACACCTGCAAGGTGACCCAGGG
CACGACCTCAGTCGTCCAGAGCTTCAATAGGGGTGACTGTTAG

Protein sequence:

>SAIC-33B-129-L.3
MDTRAPTQLLGLLLLWLPGATFAQVLTQTPASVSAAVGGTVTINCQSSQSVYNDNFLSWYQQKLGQPPKL
LIYLASTLASGVPSRFKGSGSGTRFTLTISDLECDDAATYYCAGGWRGSIYGFGGGTEVVVKGDPVAPTVLI
FPPAADQVATGTVTIVCVANKYFPDVTVTWEVDGTTQTTGIENSKTPQNSADCTYNLSSTLTLTSTQYNSH
KEYTCKVTQGTTSVVQSFNRGDC-
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SAIC-34B-124-H1, PRDX2, LSEDYGVLK

>SAIC-34B-124-H1
ATGGAGACTGGGCTGCGCTGGCTTCTCCTGGTCGCTGTGCTCAAAGGTGTCCAGTGTCAGTCAGTGA
AGGAGTCCGAGGGAGGTCTCTTCAAGCCAACGGATACCCTGACACTCACCTGCACAGTCTCTGGATTC
TCCCTCAGTACCTATGCACTAACCTGGGTCCGCCAGGCTCCAGGGAACGGGCTGGAATTCATCGGATT
CATTAGTAGTCGTGGTGGCACTTACTACGCGAGCTGGGCGAAAAGCCGATCCACCATCACTAGAAACA
CCAACGAGAACACGGTGACTCTGAAAATGACCAGTCTGACAGCCGCGGACACGGCCACCTATTTCTGT
ACGAGAGGTGTTCCTGCTTATAAGTTTGAGACCAGTGGGAACATATGGGGCCCAGGCACCCTGGTCAC
CGTCTCCTCA
GGGCAACCTAAGGCTCCATCAGTCTTCCCACTGGCCCCCTGCTGCGGGGACACACCCAGCTCCACGG
TGACCCTGGGCTGCCTGGTCAAAGGGTACCTCCCGGAGCCAGTGACCGTGACCTGGAACTCGGGCA
CCCTCACCAATGGGGTACGCACCTTCCCGTCCGTCCGGCAGTCCTCAGGCCTCTACTCGCTGAGCAG
CGTGGTGAGCGTGACCTCAAGCAGCCAGCCCGTCACCTGCAACGTGGCCCACCCAGCCACCAACAC
CAAAGTGGACAAGACCGTTGCGCCCTCGACATGCAGCAAGCCCACGTGCCCACCCCCTGAACTCCTG
GGGGGACCGTCTGTCTTCATCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCACGCACCCCCGA
GGTCACATGCGTGGTGGTGGACGTGAGCCAGGATGACCCCGAGGTGCAGTTCACATGGTACATAAACA
ACGAGCAGGTGCGCACCGCCCGGCCGCCGCTACGGGAGCAGCAGTTCAACAGCACGATCCGCGTGG
TCAGCACCCTCCCCATCGCGCACCAGGACTGGCTGAGGGGCAAGGAGTTCAAGTGCAAAGTCCACAA
CAAGGCACTCCCGGCCCCCATCGAGAAAACCATCTCCAAAGCCAGAGGGCAGCCCCTGGAGCCGAA
GGTCTACACCATGGGCCCTCCCCGGGAGGAGCTGAGCAGCAGGTCGGTCAGCCTGACCTGCATGATC
AACGGCTTCTACCCTTCCGACATCTCGGTGGAGTGGGAGAAGAACGGGAAGGCAGAGGACAACTACA
AGACCACGCCGGCCGTGCTGGACAGCGACGGCTCCTACTTCCTCTACAGCAAGCTCTCAGTGCCCAC
GAGTGAGTGGCAGCGGGGCGACGTCTTCACCTGCTCCGTGATGCACGAGGCCTTGCACAACCACTAC
ACGCAGAAGTCCATCTCCCGCTCTCCGGGTAAATGA

Protein sequence:

>SAIC-34B-124-H1
METGLRWLLLVAVLKGVQCQSVKESEGGLFKPTDTLTLTCTVSGFSLSTYALTWVRQAPGNGLEFIGFISS
RGGTYYASWAKSRSTITRNTNENTVTLKMTSLTAADTATYFCTRGVPAYKFETSGNIWGPGTLVTVSSGQP
KAPSVFPLAPCCGDTPSSTVTLGCLVKGYLPEPVTVTWNSGTLTNGVRTFPSVRQSSGLYSLSSVVSVTSS
SQPVTCNVAHPATNTKVDKTVAPSTCSKPTCPPPELLGGPSVFIFPPKPKDTLMISRTPEVTCVVVDVSQD
DPEVQFTWYINNEQVRTARPPLREQQFNSTIRVVSTLPIAHQDWLRGKEFKCKVHNKALPAPIEKTISKARG
QPLEPKVYTMGPPREELSSRSVSLTCMINGFYPSDISVEWEKNGKAEDNYKTTPAVLDSDGSYFLYSKLSV
PTSEWQRGDVFTCSVMHEALHNHYTQKSISRSPGK-

SAIC-34B-124-L1, PRDX2, LSEDYGVLK

>SAIC-34B-124-L1
ATGGACACGAGGGCCCCCACTCAGCTGCTGGGGCTCCTGCTGCTCTGGCTCCCAGGTGCCACATTTG
CGCAAGTGCTGACCCAGACTGCATCGTCCGTGTCTGCAGCTGTGGGAGGCACAGTCACCATCAGTTG
CCAGTCCAGTCAGAGCGTTTATGGTAACAACTTCTTATCCTGGTATCAGCAGAAACCAGGGCAGCCTCC
CAAGCTCCTGATCTATATGGCATCCACTCTGGCATCTGGGGTCCCATCGCGGTTCAAAGGCAGTGGATC
TGGGACACAGTTCACTCTCACCATCAGCGACCTGGAGTGTGACGATGCTGCCACTTACTTCTGTGCAG
GCGGTTATAGTGGTAGTATTTATGGTTTCGGCGGAGGGACCGAGGTGGTGGTCACA
GGTGATCCAGTTGCACCTACTGTCCTCATCTTCCCACCAGCTGCTGATCAGGTGGCAACTGGAACAGT
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CACCATCGTGTGTGTGGCGAATAAATACTTTCCCGATGTCACCGTCACCTGGGAGGTGGATGGCACCA
CCCAAACAACTGGCATCGAGAACAGTAAAACACCGCAGAATTCTGCAGATTGTACCTACAACCTCAGCA
GCACTCTGACACTGACCAGCACACAGTACAACAGCCACAAAGAGTACACCTGCAAGGTGACCCAGGG
CACGACCTCAGTCGTCCAGAGCTTCAATAGGGGTGACTGTTAG

Protein sequence:

>SAIC-34B-124-L1
MDTRAPTQLLGLLLLWLPGATFAQVLTQTASSVSAAVGGTVTISCQSSQSVYGNNFLSWYQQKPGQPPKL
LIYMASTLASGVPSRFKGSGSGTQFTLTISDLECDDAATYFCAGGYSGSIYGFGGGTEVVVTGDPVAPTVLI
FPPAADQVATGTVTIVCVANKYFPDVTVTWEVDGTTQTTGIENSKTPQNSADCTYNLSSTLTLTSTQYNSH
KEYTCKVTQGTTSVVQSFNRGDC-
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SAIC-34D-11-H1, PRDX2, GLFIIDGK

>SAIC-34D-11-H1
ATGGAGACTGGGCTGCGCTGGCTTCTCCTGGTCGCTGTGCTCAAAGGTGTCCAGTGTCAGTCGGTGA
AGGAGTCCGAGGGAGGTCTCTTCAAGCCAACGGATACCCTGACACTCACCTGCACAGTCTCTGGATTC
TCCCTTAGTAGGTTTGGAGTGAGCTGGGTCCGCCAGGCTCCAGGGAACGGGCTGGAATACATCGGAA
CCATTGGTAGTGCTGGTAGCACATACTACGCGAGCTGGGCGAAAAGCCGATCCACCATCACCAGAAAC
ACCAACCTGAACACAGTGACTCTGAAGTTGACCAGTCTGACAGCCGCGGACACGGCCACCTATTTCTG
TGCGAGGTATAATCCTATTGGTGGAAGTATTGTTGATTCCTGGGGCCCAGGCACCCTGGTCACCGTCTC
CTCA
GGGCAACCTAAGGCTCCATCAGTCTTCCCACTGGCCCCCTGCTGCGGGGACACACCCAGCTCCACGG
TGACCCTGGGCTGCCTGGTCAAAGGGTACCTCCCGGAGCCAGTGACCGTGACCTGGAACTCGGGCA
CCCTCACCAATGGGGTACGCACCTTCCCGTCCGTCCGGCAGTCCTCAGGCCTCTACTCGCTGAGCAG
CGTGGTGAGCGTGACCTCAAGCAGCCAGCCCGTCACCTGCAACGTGGCCCACCCAGCCACCAACAC
CAAAGTGGACAAGACCGTTGCGCCCTCGACATGCAGCAAGCCCACGTGCCCACCCCCTGAACTCCTG
GGGGGACCGTCTGTCTTCATCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCACGCACCCCCGA
GGTCACATGCGTGGTGGTGGACGTGAGCCAGGATGACCCCGAGGTGCAGTTCACATGGTACATAAACA
ACGAGCAGGTGCGCACCGCCCGGCCGCCGCTACGGGAGCAGCAGTTCAACAGCACGATCCGCGTGG
TCAGCACCCTCCCCATCGCGCACCAGGACTGGCTGAGGGGCAAGGAGTTCAAGTGCAAAGTCCACAA
CAAGGCACTCCCGGCCCCCATCGAGAAAACCATCTCCAAAGCCAGAGGGCAGCCCCTGGAGCCGAA
GGTCTACACCATGGGCCCTCCCCGGGAGGAGCTGAGCAGCAGGTCGGTCAGCCTGACCTGCATGATC
AACGGCTTCTACCCTTCCGACATCTCGGTGGAGTGGGAGAAGAACGGGAAGGCAGAGGACAACTACA
AGACCACGCCGGCCGTGCTGGACAGCGACGGCTCCTACTTCCTCTACAGCAAGCTCTCAGTGCCCAC
GAGTGAGTGGCAGCGGGGCGACGTCTTCACCTGCTCCGTGATGCACGAGGCCTTGCACAACCACTAC
ACGCAGAAGTCCATCTCCCGCTCTCCGGGTAAATGA

Protein sequence:

>SAIC-34D-11-H1
METGLRWLLLVAVLKGVQCQSVKESEGGLFKPTDTLTLTCTVSGFSLSRFGVSWVRQAPGNGLEYIGTIGS
AGSTYYASWAKSRSTITRNTNLNTVTLKLTSLTAADTATYFCARYNPIGGSIVDSWGPGTLVTVSSGQPKAP
SVFPLAPCCGDTPSSTVTLGCLVKGYLPEPVTVTWNSGTLTNGVRTFPSVRQSSGLYSLSSVVSVTSSSQP
VTCNVAHPATNTKVDKTVAPSTCSKPTCPPPELLGGPSVFIFPPKPKDTLMISRTPEVTCVVVDVSQDDPEV
QFTWYINNEQVRTARPPLREQQFNSTIRVVSTLPIAHQDWLRGKEFKCKVHNKALPAPIEKTISKARGQPLE
PKVYTMGPPREELSSRSVSLTCMINGFYPSDISVEWEKNGKAEDNYKTTPAVLDSDGSYFLYSKLSVPTSE
WQRGDVFTCSVMHEALHNHYTQKSISRSPGK-

SAIC-34D-11-L1, PRDX2, GLFIIDGK

>SAIC-34D-11-L1
ATGGACACGAGGGCCCCCACTCAGCTGCTGGGGCTCCTGCTGCTCTGGCTCCCAGGTGCCAGATGTG
CCTATGATATGACCCAGACTCCAGCCTCTGTGGAGGTAGCTGTGGGAGGCACAGTCACCATCAAGTGC
CAGGCCAGTCAGAGCATTAGTAGCTACTTAAACTGGTATCAGCAGAAACCAGGGCAGCCTCCCAAGCT
CCTGATCTACAAGGCATCCACTCTGGCATCTGGGGTCTCATCGCGGTTCAAAGGCAGTGGATCTGGGA
CAGAGTTCACTCTCACCATCAGCGACCTGGAGTGTGCCGATGCTGCCACTTACTACTGTCAGCAGGGT
TATGATTGGCGTAATGTTGATAATACTTTCGGCGGAGGGACCGAGGTGGTGGTCAAA
GGTGATCCAGTTGCACCTACTGTCCTCATCTTCCCACCAGCTGCTGATCAGGTGGCAACTGGAACAGT
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CACCATCGTGTGTGTGGCGAATAAATACTTTCCCGATGTCACCGTCACCTGGGAGGTGGATGGCACCA
CCCAAACAACTGGCATCGAGAACAGTAAAACACCGCAGAATTCTGCAGATTGTACCTACAACCTCAGCA
GCACTCTGACACTGACCAGCACACAGTACAACAGCCACAAAGAGTACACCTGCAAGGTGACCCAGGG
CACGACCTCAGTCGTCCAGAGCTTCAATAGGGGTGACTGTTAG

Protein sequence:

>SAIC-34D-11-L1
MDTRAPTQLLGLLLLWLPGARCAYDMTQTPASVEVAVGGTVTIKCQASQSISSYLNWYQQKPGQPPKLLIY
KASTLASGVSSRFKGSGSGTEFTLTISDLECADAATYYCQQGYDWRNVDNTFGGGTEVVVKGDPVAPTVL
IFPPAADQVATGTVTIVCVANKYFPDVTVTWEVDGTTQTTGIENSKTPQNSADCTYNLSSTLTLTSTQYNSH
KEYTCKVTQGTTSVVQSFNRGDC-
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SAIC-36A-9-H3, UBE2l, DHPFGFVAVPTK

>SAIC-36A-9-H3
ATGGAGACTGGGCTGCGCTGGCTTCTCCTGGTCGCTGTGCTCAAAGGTGTCCAGTGTCAGTCGGTGG
AGGAGTCCGGGGGTCGCCTGGTCACGCCTGGGACAGCCCTGACACTCACCTGCACAGTCTCTGGATT
CTCCCTTAGTAGTTATGGAATGAGCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAATGGGTCGGA
TACATTCATCCTGATGGTAAGATATTCTATATATACTGGGCGAAAGGCCGATTCACCATCTCCAAAACCTC
GACCACGGTGGATCTGAAAATGACCAGTCTGACAAGCGAGGACACGGCCACGTATTTTTGTGCCAGAG
GTGGTGGTGATACTAACATCTGGGGCCCAGGCACGCTGGTCACCGTCTCCTTA
GGGCAACCTAAGGCTCCATCAGTCTTCCCACTGGCCCCCTGCTGCGGGGACACACCCAGCTCCACGG
TGACCCTGGGCTGCCTGGTCAAAGGGTACCTCCCGGAGCCAGTGACCGTGACCTGGAACTCGGGCA
CCCTCACCAATGGGGTACGCACCTTCCCGTCCGTCCGGCAGTCCTCAGGCCTCTACTCGCTGAGCAG
CGTGGTGAGCGTGACCTCAAGCAGCCAGCCCGTCACCTGCAACGTGGCCCACCCAGCCACCAACAC
CAAAGTGGACAAGACCGTTGCGCCCTCGACATGCAGCAAGCCCACGTGCCCACCCCCTGAACTCCTG
GGGGGACCGTCTGTCTTCATCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCACGCACCCCCGA
GGTCACATGCGTGGTGGTGGACGTGAGCCAGGATGACCCCGAGGTGCAGTTCACATGGTACATAAACA
ACGAGCAGGTGCGCACCGCCCGGCCGCCGCTACGGGAGCAGCAGTTCAACAGCACGATCCGCGTGG
TCAGCACCCTCCCCATCGCGCACCAGGACTGGCTGAGGGGCAAGGAGTTCAAGTGCAAAGTCCACAA
CAAGGCACTCCCGGCCCCCATCGAGAAAACCATCTCCAAAGCCAGAGGGCAGCCCCTGGAGCCGAA
GGTCTACACCATGGGCCCTCCCCGGGAGGAGCTGAGCAGCAGGTCGGTCAGCCTGACCTGCATGATC
AACGGCTTCTACCCTTCCGACATCTCGGTGGAGTGGGAGAAGAACGGGAAGGCAGAGGACAACTACA
AGACCACGCCGGCCGTGCTGGACAGCGACGGCTCCTACTTCCTCTACAGCAAGCTCTCAGTGCCCAC
GAGTGAGTGGCAGCGGGGCGACGTCTTCACCTGCTCCGTGATGCACGAGGCCTTGCACAACCACTAC
ACGCAGAAGTCCATCTCCCGCTCTCCGGGTAAATGA

Protein sequence:

>SAIC-36A-9-H3
METGLRWLLLVAVLKGVQCQSVEESGGRLVTPGTALTLTCTVSGFSLSSYGMSWVRQAPGKGLEWVGYI
HPDGKIFYIYWAKGRFTISKTSTTVDLKMTSLTSEDTATYFCARGGGDTNIWGPGTLVTVSLGQPKAPSVFP
LAPCCGDTPSSTVTLGCLVKGYLPEPVTVTWNSGTLTNGVRTFPSVRQSSGLYSLSSVVSVTSSSQPVTC
NVAHPATNTKVDKTVAPSTCSKPTCPPPELLGGPSVFIFPPKPKDTLMISRTPEVTCVVVDVSQDDPEVQFT
WYINNEQVRTARPPLREQQFNSTIRVVSTLPIAHQDWLRGKEFKCKVHNKALPAPIEKTISKARGQPLEPKV
YTMGPPREELSSRSVSLTCMINGFYPSDISVEWEKNGKAEDNYKTTPAVLDSDGSYFLYSKLSVPTSEWQ
RGDVFTCSVMHEALHNHYTQKSISRSPGK-

SAIC-36A-9-L2, UBEZ2l, DHPFGFVAVPTK

>SAIC-36A-9-L.2
ATGGACACGAGGGCCCCCACTCAGCTGCTGGGGCTCCTGCTGCTCTGGCTCCCAGGTGCCACATTTG
CCCAGGTTGTGATGACCCAGACTCCATCCTCCGTGTCTGCAGCTGTGGGAGGCACAGTCACCATCAAT
TGCCAGTCCAGTCAGAGTGTTTATAATAACAACCGCTTATCCTGGTTTCAGCAGAAACCAGGGCAGCCT
CCCAAGCTCCTGATGGACGATACATCGAGACTGGCATCTAGGGTCTCATCGCGGTTCAGCGGCAGTGG
ATCTGGGACACAGTTCACTCTCACCATCAGTGACGTGCAGTGTGACGATGCTGCCACTTACTACTGTCT
AGGCAATTATGTTTGTGGTATTGCTGATTGTGCTGCTTTCGGCGGAGGGACCGAGGTGGTGGTCAAA
GGTGATCCAGTTGCACCTACTGTCCTCATCTTCCCACCAGCTGCTGATCAGGTGGCAACTGGAACAGT
CACCATCGTGTGTGTGGCGAATAAATACTTTCCCGATGTCACCGTCACCTGGGAGGTGGATGGCACCA
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CCCAAACAACTGGCATCGAGAACAGTAAAACACCGCAGAATTCTGCAGATTGTACCTACAACCTCAGCA
GCACTCTGACACTGACCAGCACACAGTACAACAGCCACAAAGAGTACACCTGCAAGGTGACCCAGGG
CACGACCTCAGTCGTCCAGAGCTTCAATAGGGGTGACTGTTAG

Protein sequence:

>SAIC-36A-9-L.2
MDTRAPTQLLGLLLLWLPGATFAQVVMTQTPSSVSAAVGGTVTINCQSSQSVYNNNRLSWFQQKPGQPP
KLLMDDTSRLASRVSSRFSGSGSGTQFTLTISDVQCDDAATYYCLGNYVCGIADCAAFGGGTEVVVKGDP
VAPTVLIFPPAADQVATGTVTIVCVANKYFPDVTVTWEVDGTTQTTGIENSKTPQNSADCTYNLSSTLTLTST
QYNSHKEYTCKVTQGTTSVVQSFNRGDC-
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SAIC-37C-23-H1, EZR, SGYLSSER

>SAIC-37C-23-H1
ATGGAGACTGGGCTGCGCTGGCTTCTCCTGGTCGCTGTGCTCAAAGGTGTCCAGTGTCAGTCGCTGG
AGGAGTCCGGGGGTCGCCTGGTCACGCCTGGGACACCCCTGACACTCACCTGCACAGTGTCTGGATT
CTCCCTCAGTAGTTATGGAATGAACTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGATCGGA
ATCATTACCAGTCATGGTATTAAAGACTACGCGAGCTGGGCGAAAGGCCGATTCACCATCTCCAAGACC
TCGACCACGGTTGATTTGACTATCAGCAGTCCGACAACCGAGGACACGGCCACCTATTTCTGTGCCAG
AGGTTTGACTAATGGTAATAACATCTGGGGCCCGGGCACCCTGGTCACCGTCTCCTTA
GGGCAACCTAAGGCTCCATCAGTCTTCCCACTGGCCCCCTGCTGCGGGGACACACCCAGCTCCACGG
TGACCCTGGGCTGCCTGGTCAAAGGGTACCTCCCGGAGCCAGTGACCGTGACCTGGAACTCGGGCA
CCCTCACCAATGGGGTACGCACCTTCCCGTCCGTCCGGCAGTCCTCAGGCCTCTACTCGCTGAGCAG
CGTGGTGAGCGTGACCTCAAGCAGCCAGCCCGTCACCTGCAACGTGGCCCACCCAGCCACCAACAC
CAAAGTGGACAAGACCGTTGCGCCCTCGACATGCAGCAAGCCCACGTGCCCACCCCCTGAACTCCTG
GGGGGACCGTCTGTCTTCATCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCACGCACCCCCGA
GGTCACATGCGTGGTGGTGGACGTGAGCCAGGATGACCCCGAGGTGCAGTTCACATGGTACATAAACA
ACGAGCAGGTGCGCACCGCCCGGCCGCCGCTACGGGAGCAGCAGTTCAACAGCACGATCCGCGTGG
TCAGCACCCTCCCCATCGCGCACCAGGACTGGCTGAGGGGCAAGGAGTTCAAGTGCAAAGTCCACAA
CAAGGCACTCCCGGCCCCCATCGAGAAAACCATCTCCAAAGCCAGAGGGCAGCCCCTGGAGCCGAA
GGTCTACACCATGGGCCCTCCCCGGGAGGAGCTGAGCAGCAGGTCGGTCAGCCTGACCTGCATGATC
AACGGCTTCTACCCTTCCGACATCTCGGTGGAGTGGGAGAAGAACGGGAAGGCAGAGGACAACTACA
AGACCACGCCGGCCGTGCTGGACAGCGACGGCTCCTACTTCCTCTACAGCAAGCTCTCAGTGCCCAC
GAGTGAGTGGCAGCGGGGCGACGTCTTCACCTGCTCCGTGATGCACGAGGCCTTGCACAACCACTAC
ACGCAGAAGTCCATCTCCCGCTCTCCGGGTAAATGA

Protein sequence:

>SAIC-37C-23-H1
METGLRWLLLVAVLKGVQCQSLEESGGRLVTPGTPLTLTCTVSGFSLSSYGMNWVRQAPGKGLEWIGIITS
HGIKDYASWAKGRFTISKTSTTVDLTISSPTTEDTATYFCARGLTNGNNIWGPGTLVTVSLGQPKAPSVFPL
APCCGDTPSSTVTLGCLVKGYLPEPVTVTWNSGTLTNGVRTFPSVRQSSGLYSLSSVVSVTSSSQPVTCN
VAHPATNTKVDKTVAPSTCSKPTCPPPELLGGPSVFIFPPKPKDTLMISRTPEVTCVVVDVSQDDPEVQFT
WYINNEQVRTARPPLREQQFNSTIRVVSTLPIAHQDWLRGKEFKCKVHNKALPAPIEKTISKARGQPLEPKV
YTMGPPREELSSRSVSLTCMINGFYPSDISVEWEKNGKAEDNYKTTPAVLDSDGSYFLYSKLSVPTSEWQ
RGDVFTCSVMHEALHNHYTQKSISRSPGK-

SAIC-37C-23-L3, EZR, SGYLSSER

>SAIC-37C-23-L3
ATGGACACGAGGGCCCCCACTCAGCTGCTGGGGCTCCTGCTGCTCTGGCTCCCAGGTGCCATATGTG
ACCCTGTGATGACCCAGACTCCATCCTCCGTGTCTGCGGCTGTGGGAGGCACAGTCACCATCAACTGC
CAGTCCAGTCACAATGTCTATAATAGGAACTGCTTATCCTGGTTTCAACAGAAACCAGGGCAGCCTCCC
AAGCTCCTAATCTATAAGTCGGCCACTCTGGAATCTGGGGTCCCATCGCGGTTCAAAGGCAGTGGATCT
GGGACACAGTTCACTCTCACCATCAGCGACCTGGAATGTGATGATGCTGCCACTTACTATTGTGCAGGC
GATTATGATGATAAAGGTTTTGTTTTCGGCGGAGGGACCGAGGTGGTGGTCGAA
GGTGATCCAGTTGCACCTACTGTCCTCATCTTCCCACCAGCTGCTGATCAGGTGGCAACTGGAACAGT
CACCATCGTGTGTGTGGCGAATAAATACTTTCCCGATGTCACCGTCACCTGGGAGGTGGATGGCACCA
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CCCAAACAACTGGCATCGAGAACAGTAAAACACCGCAGAATTCTGCAGATTGTACCTACAACCTCAGCA
GCACTCTGACACTGACCAGCACACAGTACAACAGCCACAAAGAGTACACCTGCAAGGTGACCCAGGG
CACGACCTCAGTCGTCCAGAGCTTCAATAGGGGTGACTGTTAG

Protein sequence:

>SAIC-37C-23-L3
MDTRAPTQLLGLLLLWLPGAICDPVMTQTPSSVSAAVGGTVTINCQSSHNVYNRNCLSWFQQKPGQPPKL
LIYKSATLESGVPSRFKGSGSGTQFTLTISDLECDDAATYYCAGDYDDKGFVFGGGTEVVVEGDPVAPTVLI
FPPAADQVATGTVTIVCVANKYFPDVTVTWEVDGTTQTTGIENSKTPQNSADCTYNLSSTLTLTSTQYNSH
KEYTCKVTQGTTSVVQSFNRGDC-
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SAIC-40A-24-H1, PRDX4, QITLNDLPVGR

>SAIC-40A-24-H1
ATGGAGACTGGGCTGCGCTGGCTTCTCCTGGTCGCTGTGCTCAAAGGTGTCCACTGTCAGTCGTTGG
AGGAGTCCGGGGGAGGCCTGGTCCAGCCTGAGGGATCCCTGACACTCACCTGCACAGCCTCTGGATT
CACCCTCAGTAACTACTGGCTGTGCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGATCGGA
TGCATTTATAGTGGTGGTGCTAGTAACACTGCCTACGCGAGCTGGGCGAAAGGCCGATTCACCATCTCC
AAGACCTCGTCGACCACGGTGACTCTGCAAATGCCCAGGCTGACAGCCGCGGACACGGCCACCTATT
TCTGTGCGGGAGGAGTTATTGCTGGATTCCAATTGGGCTTGTGGGGCCCAGGCACCCTGGTCACCGT
CTCCTCA
GGGCAACCTAAGGCTCCATCAGTCTTCCCACTGGCCCCCTGCTGCGGGGACACACCCAGCTCCACGG
TGACCCTGGGCTGCCTGGTCAAAGGGTACCTCCCGGAGCCAGTGACCGTGACCTGGAACTCGGGCA
CCCTCACCAATGGGGTACGCACCTTCCCGTCCGTCCGGCAGTCCTCAGGCCTCTACTCGCTGAGCAG
CGTGGTGAGCGTGACCTCAAGCAGCCAGCCCGTCACCTGCAACGTGGCCCACCCAGCCACCAACAC
CAAAGTGGACAAGACCGTTGCGCCCTCGACATGCAGCAAGCCCACGTGCCCACCCCCTGAACTCCTG
GGGGGACCGTCTGTCTTCATCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCACGCACCCCCGA
GGTCACATGCGTGGTGGTGGACGTGAGCCAGGATGACCCCGAGGTGCAGTTCACATGGTACATAAACA
ACGAGCAGGTGCGCACCGCCCGGCCGCCGCTACGGGAGCAGCAGTTCAACAGCACGATCCGCGTGG
TCAGCACCCTCCCCATCGCGCACCAGGACTGGCTGAGGGGCAAGGAGTTCAAGTGCAAAGTCCACAA
CAAGGCACTCCCGGCCCCCATCGAGAAAACCATCTCCAAAGCCAGAGGGCAGCCCCTGGAGCCGAA
GGTCTACACCATGGGCCCTCCCCGGGAGGAGCTGAGCAGCAGGTCGGTCAGCCTGACCTGCATGATC
AACGGCTTCTACCCTTCCGACATCTCGGTGGAGTGGGAGAAGAACGGGAAGGCAGAGGACAACTACA
AGACCACGCCGGCCGTGCTGGACAGCGACGGCTCCTACTTCCTCTACAGCAAGCTCTCAGTGCCCAC
GAGTGAGTGGCAGCGGGGCGACGTCTTCACCTGCTCCGTGATGCACGAGGCCTTGCACAACCACTAC
ACGCAGAAGTCCATCTCCCGCTCTCCGGGTAAATGA

Protein sequence:

>SAIC-40A-24-H1
METGLRWLLLVAVLKGVHCQSLEESGGGLVQPEGSLTLTCTASGFTLSNYWLCWVRQAPGKGLEWIGCIY
SGGASNTAYASWAKGRFTISKTSSTTVTLOMPRLTAADTATYFCAGGVIAGFQLGLWGPGTLVTVSSGQP
KAPSVFPLAPCCGDTPSSTVTLGCLVKGYLPEPVTVTWNSGTLTNGVRTFPSVRQSSGLYSLSSVVSVTSS
SQPVTCNVAHPATNTKVDKTVAPSTCSKPTCPPPELLGGPSVFIFPPKPKDTLMISRTPEVTCVVVDVSQD
DPEVQFTWYINNEQVRTARPPLREQQFNSTIRVVSTLPIAHQDWLRGKEFKCKVHNKALPAPIEKTISKARG
QPLEPKVYTMGPPREELSSRSVSLTCMINGFYPSDISVEWEKNGKAEDNYKTTPAVLDSDGSYFLYSKLSV
PTSEWQRGDVFTCSVMHEALHNHYTQKSISRSPGK-

SAIC-40A-24-L3, PRDX4, QITLNDLPVGR

>SAIC-40A-24-L.3
ATGGACACGAGGGCCCCCACTCAGCTGCTGGGGCTCCTGCTGCTCTGGCTCCCAGGTGCCACATTTG
CCCAAGTGCTGACCCAGACTCCATCCCCTGTGTCTGCAGCTGTGGGAGGCACAGTCACCATCAATTGC
CAGTCCAGTCAGAGTGTTTATAGGGACAACCGCTTATCCTGGTTTCAGCAGAAATCAGGACAGCCTCCC
AAGCTCCTCATCTATGATGCATCCAAACTGGCATCTGGGGTCCCACCGCGGTTCAGCGGCAGTGGATC
TGGGACACAGTTCACTCTCACCATCAGCGGCGTGCAGTGTGACGATGCTGCCACTTACTACTGTCAAG
GCGAATTTAGGTGTACCAGTGTTGATTGTACTACTTTCGGCGGAGGGACCGAGGTGGTGGTCAAA
GGTGATCCAGTTGCACCTACTGTCCTCATCTTCCCACCAGCTGCTGATCAGGTGGCAACTGGAACAGT
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CACCATCGTGTGTGTGGCGAATAAATACTTTCCCGATGTCACCGTCACCTGGGAGGTGGATGGCACCA
CCCAAACAACTGGCATCGAGAACAGTAAAACACCGCAGAATTCTGCAGATTGTACCTACAACCTCAGCA
GCACTCTGACACTGACCAGCACACAGTACAACAGCCACAAAGAGTACACCTGCAAGGTGACCCAGGG
CACGACCTCAGTCGTCCAGAGCTTCAATAGGGGTGACTGTTAG

Protein sequence:

>SAIC-40A-24-L3
MDTRAPTQLLGLLLLWLPGATFAQVLTQTPSPVSAAVGGTVTINCQSSQSVYRDNRLSWFQQKSGQPPKL
LIYDASKLASGVPPRFSGSGSGTQFTLTISGVQCDDAATYYCQGEFRCTSVDCTTFGGGTEVVVKGDPVA
PTVLIFPPAADQVATGTVTIVCVANKYFPDVTVTWEVDGTTQTTGIENSKTPQNSADCTYNLSSTLTLTSTQ
YNSHKEYTCKVTQGTTSVVQSFNRGDC-
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SAIC-40C-8-H1, PRDX4, LVQAFQYTDK

>SAIC-40C-8-H1
ATGGAGACTGGGCTGCGCTGGCTTCTCCTGGTCGCTGTGCTCAAAGGTGTCCAGTGTCAGTCGCTGG
AGGAGTCCGGGGGAGGCCTGGTCAAGCCTGGAGGAACCCTGACACTCACCTGCACAGCCTCTGGATT
CTCCCTCAGTACTTATGGAATAACCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAATGGATTGGAT
TGATTGGTCGTGATGCTAGCACCTCCTACGCGAACTGGGCGAAAGGCCGATTCAGAATCTCCAAAACC
TCCACCACGGTGGAGCTGAGAGTCACCAGTCCGACAATCGAGGACACGGCCACGTATTTCTGTGCCA
GATTGGGGTCTGGTAATAGTTATTATATCTGGGGCCCAGGCACCGTGGTCACCGTCTCTTCA
GGGCAACCTAAGGCTCCATCAGTCTTCCCACTGGCCCCCTGCTGCGGGGACACACCCAGCTCCACGG
TGACCCTGGGCTGCCTGGTCAAAGGGTACCTCCCGGAGCCAGTGACCGTGACCTGGAACTCGGGCA
CCCTCACCAATGGGGTACGCACCTTCCCGTCCGTCCGGCAGTCCTCAGGCCTCTACTCGCTGAGCAG
CGTGGTGAGCGTGACCTCAAGCAGCCAGCCCGTCACCTGCAACGTGGCCCACCCAGCCACCAACAC
CAAAGTGGACAAGACCGTTGCGCCCTCGACATGCAGCAAGCCCACGTGCCCACCCCCTGAACTCCTG
GGGGGACCGTCTGTCTTCATCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCACGCACCCCCGA
GGTCACATGCGTGGTGGTGGACGTGAGCCAGGATGACCCCGAGGTGCAGTTCACATGGTACATAAACA
ACGAGCAGGTGCGCACCGCCCGGCCGCCGCTACGGGAGCAGCAGTTCAACAGCACGATCCGCGTGG
TCAGCACCCTCCCCATCGCGCACCAGGACTGGCTGAGGGGCAAGGAGTTCAAGTGCAAAGTCCACAA
CAAGGCACTCCCGGCCCCCATCGAGAAAACCATCTCCAAAGCCAGAGGGCAGCCCCTGGAGCCGAA
GGTCTACACCATGGGCCCTCCCCGGGAGGAGCTGAGCAGCAGGTCGGTCAGCCTGACCTGCATGATC
AACGGCTTCTACCCTTCCGACATCTCGGTGGAGTGGGAGAAGAACGGGAAGGCAGAGGACAACTACA
AGACCACGCCGGCCGTGCTGGACAGCGACGGCTCCTACTTCCTCTACAGCAAGCTCTCAGTGCCCAC
GAGTGAGTGGCAGCGGGGCGACGTCTTCACCTGCTCCGTGATGCACGAGGCCTTGCACAACCACTAC
ACGCAGAAGTCCATCTCCCGCTCTCCGGGTAAATGA

Protein sequence:

>SAIC-40C-8-H1
METGLRWLLLVAVLKGVQCQSLEESGGGLVKPGGTLTLTCTASGFSLSTYGITWVRQAPGKGLEWIGLIGR
DASTSYANWAKGRFRISKTSTTVELRVTSPTIEDTATYFCARLGSGNSYYIWGPGTVVTVSSGQPKAPSVF
PLAPCCGDTPSSTVTLGCLVKGYLPEPVTVTWNSGTLTNGVRTFPSVRQSSGLYSLSSVVSVTSSSQPVT
CNVAHPATNTKVDKTVAPSTCSKPTCPPPELLGGPSVFIFPPKPKDTLMISRTPEVTCVVVDVSQDDPEVQ
FTWYINNEQVRTARPPLREQQFNSTIRVVSTLPIAHQDWLRGKEFKCKVHNKALPAPIEKTISKARGQPLEP
KVYTMGPPREELSSRSVSLTCMINGFYPSDISVEWEKNGKAEDNYKTTPAVLDSDGSYFLYSKLSVPTSEW
QRGDVFTCSVMHEALHNHYTQKSISRSPGK-

SAIC-40C-8-L2, PRDX4, LVQAFQYTDK

>SAIC-40C-8-L2
ATGGACACGAGGGCCCCCACTCAGCTGCTGGGGCTCCTGCTGCTCTGGCTCCCAGGTGCCACATTTG
CTCAAGTGCTGACCCAGACTGCATCGCCCGTGTCTGCAGCTGTGGGAGGCACAGTCACCATCAATTGT
CAGTCCAGTCAGAGGGTTTATAATAACAACCAATTATCCTGGTATCAGCAGAAACCAGGGCAGCCTCCC
AAGCGCCTGATCTATTCTGCATCCACTCTGTCATCTGGGGTCCCATCGCGGTTCAAGGGCAGTGGATCT
GGGACACAGTTCACTCTCACCATCAGCGACCTGGAGTGTGACGATGCTGCCACTTACTATTGTGCAGG
CGGTTATGGTGGTGACCTTTATCCTTTCGGCGGAGGGACCGAGGTGGTGGTCAGA
GGTGATCCAGTTGCACCTACTGTCCTCATCTTCCCACCAGCTGCTGATCAGGTGGCAACTGGAACAGT
CACCATCGTGTGTGTGGCGAATAAATACTTTCCCGATGTCACCGTCACCTGGGAGGTGGATGGCACCA
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CCCAAACAACTGGCATCGAGAACAGTAAAACACCGCAGAATTCTGCAGATTGTACCTACAACCTCAGCA
GCACTCTGACACTGACCAGCACACAGTACAACAGCCACAAAGAGTACACCTGCAAGGTGACCCAGGG
CACGACCTCAGTCGTCCAGAGCTTCAATAGGGGTGACTGTTAG

Protein sequence:

>SAIC-40C-8-L.2
MDTRAPTQLLGLLLLWLPGATFAQVLTQTASPVSAAVGGTVTINCQSSQRVYNNNQLSWYQQKPGQPPK
RLIYSASTLSSGVPSRFKGSGSGTQFTLTISDLECDDAATYYCAGGYGGDLYPFGGGTEVVVRGDPVAPTV
LIFPPAADQVATGTVTIVCVANKYFPDVTVTWEVDGTTQTTGIENSKTPQNSADCTYNLSSTLTLTSTQYNS
HKEYTCKVTQGTTSVVQSFNRGDC-
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SAIC-41A-1-H2, UBE2C, GISAFPESDNLFK

>SAIC-41A-1-H2
ATGGAGACTGGGCTGCGCTGGCTTCTCCTGGTCGCTGTGCTCAAAGGTGTCCAGTGTCAGTCGCTGG
AGGAGTCCGGGGGTCGCCTGGTAACGCCTGGAGGATCCCTGACACTCACCTGCACAGTCTCTGGATT
CTCCCTCAGTAGAAATATTATGATCTGGGTCCGCCAGGCTCCAGGGGAGGGGCTGGAATGGGTCGGA
GCCATGGATAATAATGAGAAACCATACTACGCGAGCTGGGCGAGAGGCCGATTCACCATCTCCAAAGCC
TCGTCGACCACGGTGGATCTGAAGATGACCAGTCTGACAGCCGCGGACACGGCCACCTATTTCTGCG
CAGGAGGCAGAGGTATCTTGTGGGGCCCAGGCACCCTGGTCACCGTCTCCTCA
GGGCAACCTAAGGCTCCATCAGTCTTCCCACTGGCCCCCTGCTGCGGGGACACACCCAGCTCCACGG
TGACCCTGGGCTGCCTGGTCAAAGGGTACCTCCCGGAGCCAGTGACCGTGACCTGGAACTCGGGCA
CCCTCACCAATGGGGTACGCACCTTCCCGTCCGTCCGGCAGTCCTCAGGCCTCTACTCGCTGAGCAG
CGTGGTGAGCGTGACCTCAAGCAGCCAGCCCGTCACCTGCAACGTGGCCCACCCAGCCACCAACAC
CAAAGTGGACAAGACCGTTGCGCCCTCGACATGCAGCAAGCCCACGTGCCCACCCCCTGAACTCCTG
GGGGGACCGTCTGTCTTCATCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCACGCACCCCCGA
GGTCACATGCGTGGTGGTGGACGTGAGCCAGGATGACCCCGAGGTGCAGTTCACATGGTACATAAACA
ACGAGCAGGTGCGCACCGCCCGGCCGCCGCTACGGGAGCAGCAGTTCAACAGCACGATCCGCGTGG
TCAGCACCCTCCCCATCGCGCACCAGGACTGGCTGAGGGGCAAGGAGTTCAAGTGCAAAGTCCACAA
CAAGGCACTCCCGGCCCCCATCGAGAAAACCATCTCCAAAGCCAGAGGGCAGCCCCTGGAGCCGAA
GGTCTACACCATGGGCCCTCCCCGGGAGGAGCTGAGCAGCAGGTCGGTCAGCCTGACCTGCATGATC
AACGGCTTCTACCCTTCCGACATCTCGGTGGAGTGGGAGAAGAACGGGAAGGCAGAGGACAACTACA
AGACCACGCCGGCCGTGCTGGACAGCGACGGCTCCTACTTCCTCTACAGCAAGCTCTCAGTGCCCAC
GAGTGAGTGGCAGCGGGGCGACGTCTTCACCTGCTCCGTGATGCACGAGGCCTTGCACAACCACTAC
ACGCAGAAGTCCATCTCCCGCTCTCCGGGTAAATGA

Protein sequence:

>SAIC-41A-1-H2
METGLRWLLLVAVLKGVQCQSLEESGGRLVTPGGSLTLTCTVSGFSLSRNIMIWVRQAPGEGLEWVGAMD
NNEKPYYASWARGRFTISKASSTTVDLKMTSLTAADTATYFCAGGRGILWGPGTLVTVSSGQPKAPSVFPL
APCCGDTPSSTVTLGCLVKGYLPEPVTVTWNSGTLTNGVRTFPSVRQSSGLYSLSSVVSVTSSSQPVTCN
VAHPATNTKVDKTVAPSTCSKPTCPPPELLGGPSVFIFPPKPKDTLMISRTPEVTCVVVDVSQDDPEVQFT
WYINNEQVRTARPPLREQQFNSTIRVVSTLPIAHQDWLRGKEFKCKVHNKALPAPIEKTISKARGQPLEPKV
YTMGPPREELSSRSVSLTCMINGFYPSDISVEWEKNGKAEDNYKTTPAVLDSDGSYFLYSKLSVPTSEWQ
RGDVFTCSVMHEALHNHYTQKSISRSPGK-

SAIC-41A-1-L4, UBE2C, GISAFPESDNLFK

>SAIC-41A-1-L4
ATGGACACGAGGGCCCCCACTCAGCTGCTGGGGCTCCTGCTGCTCTGGCTCCCAGGTGCCATATGTG
ACCCTGTGCTGACCCAGACTCCATCCTCCGTGTCTGCAACTGTGGGAGGCACAGTCACCATCAATTGC
CAGTCCAGTCCGAGTGTTTATAATAACTACTTATCCTGGTTTCAGCAGAAACCAGGGCAGCCTCCCAAG
CGCCTCATCTATTCTGCATCCACTCTGCCATCTGGAGTCTCATCGCGGTTCAAAGGCAGTGGATCTGGG
ACACAGTTCACTCTCACCATCAGCGACGTGCGGTGTGACGATGCTGCCACTTATTACTGTCTAGGCAAT
TATTATTGTGATAGTGTTGATTGTTTTACTTTCGGCGGAGGGACCGAGGTGGTGGTCGAA
GGTGATCCAGTTGCACCTACTGTCCTCATCTTCCCACCAGCTGCTGATCAGGTGGCAACTGGAACAGT
CACCATCGTGTGTGTGGCGAATAAATACTTTCCCGATGTCACCGTCACCTGGGAGGTGGATGGCACCA
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CCCAAACAACTGGCATCGAGAACAGTAAAACACCGCAGAATTCTGCAGATTGTACCTACAACCTCAGCA
GCACTCTGACACTGACCAGCACACAGTACAACAGCCACAAAGAGTACACCTGCAAGGTGACCCAGGG
CACGACCTCAGTCGTCCAGAGCTTCAATAGGGGTGACTGTTAG

Protein sequence:

>SAIC-41A-1-L4
MDTRAPTQLLGLLLLWLPGAICDPVLTQTPSSVSATVGGTVTINCQSSPSVYNNYLSWFQQKPGQPPKRLI
YSASTLPSGVSSRFKGSGSGTQFTLTISDVRCDDAATYYCLGNYYCDSVDCFTFGGGTEVVVEGDPVAPT
VLIFPPAADQVATGTVTIVCVANKYFPDVTVTWEVDGTTQTTGIENSKTPQNSADCTYNLSSTLTLTSTQYN
SHKEYTCKVTQGTTSVVQSFNRGDC-
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SAIC-41C-6-H4, UBE2C, LSLEFPSGYPYNAPTVK

>SAIC-41C-6-H4
ATGGAGACTGGGCTGCGCTGGCTTCTCCTGGTCGCTGTGCTCAAAGGTGTCCAGTGTCAGTCGCTGG
AGGAGTCCGGGGGTCGCCTGGTCACGCCTGGGACACCCCTGACACTCACCTGCACAGTCTCTGGAAT
CGACCTCAGTAGCAATGCAGTGAACTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAATGGATCGG
GAGTACTGGCCTCAGTAATACTATATGGTACGCGAACTGGGCGAGAGGCCGATTCACCATCTCCAAAAC
CTCGTCGACCACGGTGGATCTGAAAATCACCAGTCCGACAACCGAGGACACGGCCACGTATTTCTGTG
CCATATTTTGGAGCTTGTGGGGCCCAGGCACCCTGGTCACCGTCTCCTCA
GGGCAACCTAAGGCTCCATCAGTCTTCCCACTGGCCCCCTGCTGCGGGGACACACCCAGCTCCACGG
TGACCCTGGGCTGCCTGGTCAAAGGGTACCTCCCGGAGCCAGTGACCGTGACCTGGAACTCGGGCA
CCCTCACCAATGGGGTACGCACCTTCCCGTCCGTCCGGCAGTCCTCAGGCCTCTACTCGCTGAGCAG
CGTGGTGAGCGTGACCTCAAGCAGCCAGCCCGTCACCTGCAACGTGGCCCACCCAGCCACCAACAC
CAAAGTGGACAAGACCGTTGCGCCCTCGACATGCAGCAAGCCCACGTGCCCACCCCCTGAACTCCTG
GGGGGACCGTCTGTCTTCATCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCACGCACCCCCGA
GGTCACATGCGTGGTGGTGGACGTGAGCCAGGATGACCCCGAGGTGCAGTTCACATGGTACATAAACA
ACGAGCAGGTGCGCACCGCCCGGCCGCCGCTACGGGAGCAGCAGTTCAACAGCACGATCCGCGTGG
TCAGCACCCTCCCCATCGCGCACCAGGACTGGCTGAGGGGCAAGGAGTTCAAGTGCAAAGTCCACAA
CAAGGCACTCCCGGCCCCCATCGAGAAAACCATCTCCAAAGCCAGAGGGCAGCCCCTGGAGCCGAA
GGTCTACACCATGGGCCCTCCCCGGGAGGAGCTGAGCAGCAGGTCGGTCAGCCTGACCTGCATGATC
AACGGCTTCTACCCTTCCGACATCTCGGTGGAGTGGGAGAAGAACGGGAAGGCAGAGGACAACTACA
AGACCACGCCGGCCGTGCTGGACAGCGACGGCTCCTACTTCCTCTACAGCAAGCTCTCAGTGCCCAC
GAGTGAGTGGCAGCGGGGCGACGTCTTCACCTGCTCCGTGATGCACGAGGCCTTGCACAACCACTAC
ACGCAGAAGTCCATCTCCCGCTCTCCGGGTAAATGA

Protein sequence:

>SAIC-41C-6-H4
METGLRWLLLVAVLKGVQCQSLEESGGRLVTPGTPLTLTCTVSGIDLSSNAVNWVRQAPGKGLEWIGSTG
LSNTIWYANWARGRFTISKTSSTTVDLKITSPTTEDTATYFCAIFWSLWGPGTLVTVSSGQPKAPSVFPLAP
CCGDTPSSTVTLGCLVKGYLPEPVTVTWNSGTLTNGVRTFPSVRQSSGLYSLSSVVSVTSSSQPVTCNVA
HPATNTKVDKTVAPSTCSKPTCPPPELLGGPSVFIFPPKPKDTLMISRTPEVTCVVVDVSQDDPEVQFTWYI
NNEQVRTARPPLREQQFNSTIRVVSTLPIAHQDWLRGKEFKCKVHNKALPAPIEKTISKARGQPLEPKVYTM
GPPREELSSRSVSLTCMINGFYPSDISVEWEKNGKAEDNYKTTPAVLDSDGSYFLYSKLSVPTSEWQRGD
VFTCSVMHEALHNHYTQKSISRSPGK-

SAIC-41C-6-L4, UBE2C, LSLEFPSGYPYNAPTVK

>SAIC-41C-6-L4
ATGGACACGAGGGCCCCCACTCAGCTGCTGGGGCTCCTGCTGCTCTGGCTCCCAGGTGCCACATTTG
CGCAAGTGCTGACCCAGACTGCATCGCCCATGTCTGCAGCTGTGGGAGGCACAGTCACCATCAATTGC
CAGGCCAGTCAGAGTGTTTATAAGAACAACAACTTAGCCTGGTTTCAGCAGAAACCAGGGCAGCCTCC
CAAGCGGCTGATCTATGATGCATCCACTCTGGCATCTGGGGTCCCATCGCGGTTCAGCGGCAGTGGAT
CTGGGACACAGTTCACTCTCACCATCAGCGACCTGGAGTGTGACGATGCTGCCACTTATTATTGTACAG
GCTATTTTAGTGGTAATGTTTATGCTTTTGGCGGAGGGACCGAGGTGGTGGTCAAA
GGTGATCCAGTTGCACCTACTGTCCTCATCTTCCCACCAGCTGCTGATCAGGTGGCAACTGGAACAGT
CACCATCGTGTGTGTGGCGAATAAATACTTTCCCGATGTCACCGTCACCTGGGAGGTGGATGGCACCA
CCCAAACAACTGGCATCGAGAACAGTAAAACACCGCAGAATTCTGCAGATTGTACCTACAACCTCAGCA
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GCACTCTGACACTGACCAGCACACAGTACAACAGCCACAAAGAGTACACCTGCAAGGTGACCCAGGG
CACGACCTCAGTCGTCCAGAGCTTCAATAGGGGTGACTGTTAG

Protein sequence:

>SAIC-41C-6-L4
MDTRAPTQLLGLLLLWLPGATFAQVLTQTASPMSAAVGGTVTINCQASQSVYKNNNLAWFQQKPGQPPKR
LIYDASTLASGVPSRFSGSGSGTQFTLTISDLECDDAATYYCTGYFSGNVYAFGGGTEVVVKGDPVAPTVLI
FPPAADQVATGTVTIVCVANKYFPDVTVTWEVDGTTQTTGIENSKTPQNSADCTYNLSSTLTLTSTQYNSH
KEYTCKVTQGTTSVVQSFNRGDC-
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SAIC-42B-10-H3, SERPINAG6, AQLLQGLGFNLTER

>SAIC-42B-10-H3
ATGGAGACTGGGCTGCGCTGGCTTCTCCTGGTCGCTGTGCTCAAAGGTGTCCAGTGTCAGTCGGTGG
AGGAGTCCGGGGGTCGCCTGGTCACGCCTGGGACACCCCTGACACTCACCTGTACAGGCTCTGGATT
CTCCCTCAGTAGGTGGCTAATGAGCTGGGTCCGCCGGGCTCCAGGGAAGGGGCTGGAATATATCGGAT
ACATTGATAGTTTTCATAACACATACTACGCGAGCTGGGCGAAAGGCCGATTCACCATCTCCAGAACCT
CGACCACGGTGGATCTGAAAATGACCAGTCTGACAACTGAAGACACGGCCACCTATTTCTGTGCCAGA
GGAAACACCTTCTTTAGGTTGTGGGGCCCAGGCACCCTGGTCACCGTCTCCTCG
GGGCAACCTAAGGCTCCATCAGTCTTCCCACTGGCCCCCTGCTGCGGGGACACACCCAGCTCCACGG
TGACCCTGGGCTGCCTGGTCAAAGGGTACCTCCCGGAGCCAGTGACCGTGACCTGGAACTCGGGCA
CCCTCACCAATGGGGTACGCACCTTCCCGTCCGTCCGGCAGTCCTCAGGCCTCTACTCGCTGAGCAG
CGTGGTGAGCGTGACCTCAAGCAGCCAGCCCGTCACCTGCAACGTGGCCCACCCAGCCACCAACAC
CAAAGTGGACAAGACCGTTGCGCCCTCGACATGCAGCAAGCCCACGTGCCCACCCCCTGAACTCCTG
GGGGGACCGTCTGTCTTCATCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCACGCACCCCCGA
GGTCACATGCGTGGTGGTGGACGTGAGCCAGGATGACCCCGAGGTGCAGTTCACATGGTACATAAACA
ACGAGCAGGTGCGCACCGCCCGGCCGCCGCTACGGGAGCAGCAGTTCAACAGCACGATCCGCGTGG
TCAGCACCCTCCCCATCGCGCACCAGGACTGGCTGAGGGGCAAGGAGTTCAAGTGCAAAGTCCACAA
CAAGGCACTCCCGGCCCCCATCGAGAAAACCATCTCCAAAGCCAGAGGGCAGCCCCTGGAGCCGAA
GGTCTACACCATGGGCCCTCCCCGGGAGGAGCTGAGCAGCAGGTCGGTCAGCCTGACCTGCATGATC
AACGGCTTCTACCCTTCCGACATCTCGGTGGAGTGGGAGAAGAACGGGAAGGCAGAGGACAACTACA
AGACCACGCCGGCCGTGCTGGACAGCGACGGCTCCTACTTCCTCTACAGCAAGCTCTCAGTGCCCAC
GAGTGAGTGGCAGCGGGGCGACGTCTTCACCTGCTCCGTGATGCACGAGGCCTTGCACAACCACTAC
ACGCAGAAGTCCATCTCCCGCTCTCCGGGTAAATGA

Protein sequence:

>SAIC-42B-10-H3
METGLRWLLLVAVLKGVQCQSVEESGGRLVTPGTPLTLTCTGSGFSLSRWLMSWVRRAPGKGLEYIGYID
SFHNTYYASWAKGRFTISRTSTTVDLKMTSLTTEDTATYFCARGNTFFRLWGPGTLVTVSSGQPKAPSVFP
LAPCCGDTPSSTVTLGCLVKGYLPEPVTVTWNSGTLTNGVRTFPSVRQSSGLYSLSSVVSVTSSSQPVTC
NVAHPATNTKVDKTVAPSTCSKPTCPPPELLGGPSVFIFPPKPKDTLMISRTPEVTCVVVDVSQDDPEVQFT
WYINNEQVRTARPPLREQQFNSTIRVVSTLPIAHQDWLRGKEFKCKVHNKALPAPIEKTISKARGQPLEPKV
YTMGPPREELSSRSVSLTCMINGFYPSDISVEWEKNGKAEDNYKTTPAVLDSDGSYFLYSKLSVPTSEWQ
RGDVFTCSVMHEALHNHYTQKSISRSPGK-

SAIC-42B-10-L2, SERPINAG6, AQLLQGLGFNLTER

>SAIC-42B-10-L2
ATGGACACGAGGGCCCCCACTCAGCTGCTGGGGCTCCTGCTGCTCTGGCTCCCAGGTGCCAGATGTG
TATTCGAATTGACCCAGACTGCATCCCCCGTGTCTGCAGCTGTGGGAGGCACAGTCACCATCAAGTGC
CAGACCAGTCAGAGCATTGGTAGTAATTTAGCCTGGTATCAGCAGAAACCAGGGCAGCCTCCCAAGCT
CCTGATCTATGCTGCATCCAATCTGGCATCTGGGGTCCCATCGCGGTTCAAAGGCAGTGGATCTGGGA
CACAGTTCACTCTCACCATCAGCGACCTGGAGTGTGCCGATGCTGCCACTTACGACTGTCAAATCTATG
GTAGTGGTGCTAGTGGTAGTCCTGTTTATCCTTTCGGCGGAGGGACCGAGGTGGTGGTCAAA
GGTGATCCAGTTGCACCTACTGTCCTCATCTTCCCACCAGCTGCTGATCAGGTGGCAACTGGAACAGT
CACCATCGTGTGTGTGGCGAATAAATACTTTCCCGATGTCACCGTCACCTGGGAGGTGGATGGCACCA
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CCCAAACAACTGGCATCGAGAACAGTAAAACACCGCAGAATTCTGCAGATTGTACCTACAACCTCAGCA
GCACTCTGACACTGACCAGCACACAGTACAACAGCCACAAAGAGTACACCTGCAAGGTGACCCAGGG
CACGACCTCAGTCGTCCAGAGCTTCAATAGGGGTGACTGTTAG

Protein sequence:

>SAIC-42B-10-L2
MDTRAPTQLLGLLLLWLPGARCVFELTQTASPVSAAVGGTVTIKCQTSQSIGSNLAWYQQKPGQPPKLLIY
AASNLASGVPSRFKGSGSGTQFTLTISDLECADAATYDCQIYGSGASGSPVYPFGGGTEVVVKGDPVAPT
VLIFPPAADQVATGTVTIVCVANKYFPDVTVTWEVDGTTQTTGIENSKTPQNSADCTYNLSSTLTLTSTQYN
SHKEYTCKVTQGTTSVVQSFNRGDC-
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SAIC-43B-8-H1, CLU, ASSIIDELFQDR

>SAIC-43B-8-H1
ATGGAGACTGGGCTGCGCTGGCTTCTCCTGGTCGCTGTGCTCAAAGGTGTCCAGTGTCAGTCGGTGG
AGGAGTCCGGGGGTCGCCTGGTCACGCCTGGGACACCCCTGACACTCACCTGCACAGTCTCTGGATT
CTCCCTCAGTAGCTATGCATTGAACTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAATGGATCGGA
ATCATTAGTAGTAGTGGTAGCTCATACTACGCTAGCTGGGCGAAAGGCCGATTCACCATCTCCAGAACC
TCGACCACGGTGGATCTGAAAATCACCAGTCCGACAACCGAGGACACGGCCACCTATTTCTGTGCCAG
AGACGTTTACGATATTGTTGGTTATGCTTATGCTACCGGATTTAACTTGTGGGGCCCAGGCACCCTGGTC
ACCGTCTCCTCA
GGGCAACCTAAGGCTCCATCAGTCTTCCCACTGGCCCCCTGCTGCGGGGACACACCCAGCTCCACGG
TGACCCTGGGCTGCCTGGTCAAAGGGTACCTCCCGGAGCCAGTGACCGTGACCTGGAACTCGGGCA
CCCTCACCAATGGGGTACGCACCTTCCCGTCCGTCCGGCAGTCCTCAGGCCTCTACTCGCTGAGCAG
CGTGGTGAGCGTGACCTCAAGCAGCCAGCCCGTCACCTGCAACGTGGCCCACCCAGCCACCAACAC
CAAAGTGGACAAGACCGTTGCGCCCTCGACATGCAGCAAGCCCACGTGCCCACCCCCTGAACTCCTG
GGGGGACCGTCTGTCTTCATCTTCCCCCCAAAACCCAAGGACACCCTCATGATCTCACGCACCCCCGA
GGTCACATGCGTGGTGGTGGACGTGAGCCAGGATGACCCCGAGGTGCAGTTCACATGGTACATAAACA
ACGAGCAGGTGCGCACCGCCCGGCCGCCGCTACGGGAGCAGCAGTTCAACAGCACGATCCGCGTGG
TCAGCACCCTCCCCATCGCGCACCAGGACTGGCTGAGGGGCAAGGAGTTCAAGTGCAAAGTCCACAA
CAAGGCACTCCCGGCCCCCATCGAGAAAACCATCTCCAAAGCCAGAGGGCAGCCCCTGGAGCCGAA
GGTCTACACCATGGGCCCTCCCCGGGAGGAGCTGAGCAGCAGGTCGGTCAGCCTGACCTGCATGATC
AACGGCTTCTACCCTTCCGACATCTCGGTGGAGTGGGAGAAGAACGGGAAGGCAGAGGACAACTACA
AGACCACGCCGGCCGTGCTGGACAGCGACGGCTCCTACTTCCTCTACAGCAAGCTCTCAGTGCCCAC
GAGTGAGTGGCAGCGGGGCGACGTCTTCACCTGCTCCGTGATGCACGAGGCCTTGCACAACCACTAC
ACGCAGAAGTCCATCTCCCGCTCTCCGGGTAAATGA

Protein sequence:

>SAIC-43B-8-H1
METGLRWLLLVAVLKGVQCQSVEESGGRLVTPGTPLTLTCTVSGFSLSSYALNWVRQAPGKGLEWIGIISS
SGSSYYASWAKGRFTISRTSTTVDLKITSPTTEDTATYFCARDVYDIVGYAYATGFENLWGPGTLVTVSSGQ
PKAPSVFPLAPCCGDTPSSTVTLGCLVKGYLPEPVTVTWNSGTLTNGVRTFPSVRQSSGLYSLSSVVSVTS
SSQPVTCNVAHPATNTKVDKTVAPSTCSKPTCPPPELLGGPSVFIFPPKPKDTLMISRTPEVTCVVVDVSQD
DPEVQFTWYINNEQVRTARPPLREQQFNSTIRVVSTLPIAHQDWLRGKEFKCKVHNKALPAPIEKTISKARG
QPLEPKVYTMGPPREELSSRSVSLTCMINGFYPSDISVEWEKNGKAEDNYKTTPAVLDSDGSYFLYSKLSV
PTSEWQRGDVFTCSVMHEALHNHYTQKSISRSPGK-

SAIC-43B-8-L1, CLU, ASSIIDELFQDR

>SAIC-43B-8-L1
ATGGACACGAGGGCCCCCACTCAGCTGCTGGGGCTCCTGCTGCTCTGGCTCCCAGGTGCCACATTTG
CCGCCGTGCTGACCCAGACTCCATCTCCCGTGTCTGCAGTTGTGGGAGGCACAGTCAGCATCAGTTG
CCAGTCCAGTAAGAGTGTTTATAATAACAACTGGTTATCCTGGTTTCAGCAGAAACCAGGGCAGCCTCC
CAAGCTCCTGATCTATGGTGCATCCACTCTGGCATCTGGGGTCCCATCGCGGTTCAAAGGCAGTGGAT
CTGGGACACAGTTCACTCTCACCATCAGCGACGTGCAGTGTGACGATGCTGCCACTTACTACTGTGCA
GGCGGTTATAGTAGTAGTAGTGATAAAGGATATGCTTTCGGCGGAGGGACCGAGGTGGTGGTCAAA
GGTGATCCAGTTGCACCTACTGTCCTCATCTTCCCACCAGCTGCTGATCAGGTGGCAACTGGAACAGT
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CACCATCGTGTGTGTGGCGAATAAATACTTTCCCGATGTCACCGTCACCTGGGAGGTGGATGGCACCA
CCCAAACAACTGGCATCGAGAACAGTAAAACACCGCAGAATTCTGCAGATTGTACCTACAACCTCAGCA
GCACTCTGACACTGACCAGCACACAGTACAACAGCCACAAAGAGTACACCTGCAAGGTGACCCAGGG
CACGACCTCAGTCGTCCAGAGCTTCAATAGGGGTGACTGTTAG

Protein sequence:

>SAIC-43B-8-L1
MDTRAPTQLLGLLLLWLPGATFAAVLTQTPSPVSAVVGGTVSISCQSSKSVYNNNWLSWFQQKPGQPPKL
LIYGASTLASGVPSRFKGSGSGTQFTLTISDVQCDDAATYYCAGGYSSSSDKGYAFGGGTEVVVKGDPVA
PTVLIFPPAADQVATGTVTIVCVANKYFPDVTVTWEVDGTTQTTGIENSKTPQNSADCTYNLSSTLTLTSTQ
YNSHKEYTCKVTQGTTSVVQSFNRGDC-
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