|mIRMA name Awg FCR |log2{Avg FCR) lp—'n.ralua ;.\ri WT FC | Avg Aicda-- FC
\mmu-miR-182 2.32 1.21 4.11E-05 30.97 3028
Immu-miR-467a 222 1.15 1.65E-04 10.98 .00
‘mmu-miR-98* 2.40 126 4 0DE-0Z 1256 Ed41
mmu-miR-155 162 060 2.AE-0Z 1242 7648
'mmu-miR-92b 1.50 0.50 4.11E-05 11.47 7.64
'mmu-miR-219-5p 228 1.10 4.11E-05 10.35 4.55
'mmu-miR-130b 164 071 4 11E-05 572 3.49
mmu-miR-374 383 187 7.7TE-03 374 0.895
'mrmu-miR-148a 2.09 1.07 4.11E-05 3.71 1.77
Immu-miR-17* 1.81 0.85 1.23E-03 205 1.64
‘mmu-miR-15b 1.79] 084 411E-05 233 1.24
|mmu-miR-221 1.81 0.85 1.BBE-02 2.20 1.21
[mmu-miR-21 214 1.10 4.11E-05 2.01 .94
mmu-miR-15a 1.57 0.65 4.11E-05 1.25 0.79
mmu-miR-152 1.82 0.86 1.42E-02 147 0.65
|mmu-miR-195 2.89 1.53 4.11E-05 1.14 0.39
\mmu-miR-16 1.66 0.73 4.11E-05 1.13 0.68
'mmu-miR-Ta 203 1.02 1.42E-02 1.05 0.52
mmu-miR-23a 1.84 0.85 8.23E-05 0.41
mmu-mif-328 ; 1.04
mmu-miR-200c 1.61 0.60 0.36
‘mmu-miR-340-3p 1.53 0.61 ; 0.28
'mmu-miR-1981°

mmu-mif-146a* .65
mmu-miR-200b [ 126] 1.65E04 0.16
|[mmu-miR-330 : 0.72
mmu-miR-141 1.78 015
mmu-miR-26b 1.66 0.14
mmu-miR--3107; 486 1.76 0.06

FC = Activated/Resting
FCR = (WT FC)/{Aicda-/- FC)

log,;(Normalized Counts}

Aicda- Activated
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Figure 81. Small RNA sequencing top candidates, Aicda” waterfall plot, and “functional miRs"™
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Figure 82. Representative flow cvtometry plots of B cell development. Mirf82 sample 1 is
shown, Histogram overlay shows C5R efficiency inex wive activated B cells at 72 hr.
Filled grey histogram is unstained sample. (Cormesponds to Figure 2).
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Figure 53. Representative flow cytometry plots of T cell development. CD4 SP subset CD4 5P subset

Mirl&2 sample | 15 shown. (Corresponds to Figure 4). Gate = naive Gate = Treg
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Figure 54. Expression of miB-182 family members miR-183 and nuBR-96.
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