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All Possible Unique Mouse Peptides
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FOR(each possible unique mouse peptide){
Calculate I-AP binding score;
}
Sort(each peptide in descending order by I-A? binding score);
Select top 5% predicted I-AP binding peptides;
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FOR(each foreign peptide){
FOR(each potentially deleting mouse peptide){
FOR(each TCR contact position){
IF(foreign AA == mouse AA)
count++;
IF(count >=4)
overlapping_peptides++;

1

Number of overlapping mouse peptides for each

foreign peptide of interest.

Figure S1, related to Figure 4. In silico approach to identifying self peptide

homologs for foreign peptides.

Flow diagram of the computational approach taken to predict I-A° binding mouse

peptides sharing 4 of 5 P2, 3, 5, 7, and 8 residues with a given foreign peptide.



