Supplementary Table 1

Sequence of primers and nested primers

. PCR
Number Gene NCBI, Allen Mouse Brain Atlas, Gensat References DNA Sequence (5'-->3') s:;:’:‘:t; product
size (bp)
CGAAAGAAGGCTGGATTGGAG
1 bt NM_009788.4 CCCACACATTTTGATTCCCTG 425
AMBA _ |http://mouse.brain-map.org/brain/Calb.htmi?ispopup=1 ATGGACAGAGAGATGATGGAAAAA 4 204
Gensat |http://www.gensat.org/GeneProgressTracker.jsp?gensatGenelD=1 TCCAGCTTTCCGTCATTATTTG 22
TTGATGCTGACGGAAATGGGTA 22
2 | car NCBI NM_007586.1 CAAGCCTCCATARACTCAGOG 7 204
AMBA _|http://mouse.brain-map.org/brain/Calb2.htmi?ispopup=1 GCTGGAGAAGGCAAGGAAGG 0 150
Gensat _|http://www.gensat.org/GeneProgressTracker.jsp?gensatGenelD=25 ATTCTCTTCGGTCGGCAGGAT 1
ATGAAGAGCGGCGTATGTCT 0
3 ek NCBI NM_031161.2 CCATGTAGTCCCGGTCACTT Z 2%
AMBA  |http://mouse.brain-map.org/brain/Cck.html?ispopup=1 GTGGTGATGGCAGTCCTAGC 184
Gensat  |http:/www. gensat.org/GeneProgressTracker jsp?gensatGenelD=356 GGACCTGCTGGATGTATCG
GGGATGTCAACTACGCGTTT
4 Gad2 e CIALOTA GCATGGCATACATGTTGGAG 0 Sl
AMBA _|http://mouse.brain-map.org/brain/Gad2 html?ispopup=1 CGATTTCCATTACCCCAATG 0 244
Gensat _|nttp://www.gensat.org/GeneProgressTracker.jsp?gensatGenelD=61 CACAAATACAGGGGCGATCT 0
CGGGAGCGGATCCTAATACT 22
5 | o NCBI NM_008077.4 TATTGGCAGTCGATGTCAGC 2 588
AMBA |http://mouse.brain-map.org/brain/Gad1.html?ispopup=1 AGGCAGTCCTCCAAGAACCT 24 155
Gensat  |http://www. gensat.org/GeneProgressTracker.jsp?gensatGenelD=731 AAAATCGAGGGTGACCTGTG 22
CCTGGGGCTCAAATGGTATG 20
6 Nos1 e LA CACAATCCACACCCAGTCGG 0 e
AMBA _ |http://mouse.brain-map.org/brain/Nos1.html?ispopup=1 CCTGTCCCTTTAGTGGCTGGTA 2 235
Gensat _|http://www.gensat.org/GeneProgressTracker.jsp?gensatGenelD=521 GATGAAGGACTCGGTGGCAGA
CGAATGGGGCTGTGTGGA
7 N NCBI NM_023456.2 AAGTTTCATTTCCCATCACCACAT 24 293
Py AMBA |http://mouse.brain-map.org/brain/Npy.html?ispopup=1 CCCTCGCTCTATCTCTGCTCGT 22 220
Gensat  |http://www. gensat org/GeneProgressTracker SE7gensatGenelD:5 GCGTTTTCTGTGCTTTCCTTCA 22
GTCGATGACAGACGTGCTCA 0
8 Pvalb e LIS AGCAGACAAGTCTCTGGCATC 0 &
AMBA _|http://mouse.brain-map.org/brain/Pvalb.htmi?ispopup=1 GAAGGCGATAGGAGCCTTTG 1 195
Gensat__|http://www.gensat.org/GeneProgressTracker.jsp?gensatGenelD=138 TGAGGAGAAGCCCTTCAGAAT 0
ATGCTGTCCTGCCGTCTCCA 0
9 sst NCBI NM_0092151 GCCTCATCTCGTCCTGCTCA 20 249
AMBA  |http://mouse.brain-map.org/brain/Sst.html?ispopup=1 GCATCGTCCTGGCTTTGGG 19 161
Gensat |http://www. gensat.org/GeneProgressTracker.jsp?gensatGenelD=146 GGGCTCCAGGGCATCATTCT 20
GGAAGCCAGAAGCAAGCCTC 0
1 0 Vip e 2 GCTTTCTGAGGCGGGTGTAG 0 i
AMBA _ |http://mouse.brain-map.org/brain/Vip.html?ispopup=1 TGGATGACAGGATGCCGTTT 0 275
Gensat _|http://www.gensat.org/GeneProgressTracker.jsp?gensatGenelD=558 CGGCATCAGAGTGTCGTTTG 0
GTGGTGTGTGTGGTGGAGAC 0
11 |adamists NCBI NM_001024139-1 ACTTGTCCTCCCGAGGTTCT 20 A
AMBA  |http://mouse. brain-map:org/brain/Adamts15.htmi?ispopup=1 AGCCTATGCACGGCTACAAT 20 204
Gensat - AGCGTAGCACACTGCCTTTT 20
AACGAAGAGGACAGGAAGCA 0
1 2 A e IO CTCTTGTCGGGGTCACAGAT 0 R0
AMBA _|http://mouse.brain-map.org/brain/Adamts8.html?ispopup=1 GACAGAAGACTCCCGCAAAG 0 226
Gensat - TTTCACCACCACAAGGTTGA 0
CTTTGGCACCTATGCAACTGAAG 3
1 3 Akric18 NCBI NM_134066.2 TCTTTAGGCAAAAGCTCATTC 21 335
AMBA  |http://mouse. brain-map:org/brain/Akr1c18.htmi?ispopup=1 TCAAGAAAAAGTCTATGGAGTCCACC 26 229
Gensat _|nttp://www.gensat.org/handlegensatsearch_images.jsp?climgSrchCache=Y&gene id=2199 | GGGAATTTTCCAAGCTGGGTCTG 23
CTGCCCCTGATGTTTGAGAT 0
1 4 Btbd11 e CILLOPEITIA GAGAGCTCTGTCACCCCAAG 0 &
AMBA _|http://mouse.brain-map.org/brain/Btbd 11.html?ispopup=1 ACGGAGATCAAGAGGAAGCA 0 257
Gensat - GACTCTGGGCCACCGTAGTA 0
TAAAGGTCCTGAGCCGGAGC 0
15 | coxeaz NCBI NM_009943.2 GTGGAAAAGCGTGTGGTTGE 20 235
AMBA  |http://mouse. brain-map:org/brain/Cox6a2.htm?ispopup=1 CGCAGCCAAAGGAGACCATG 20 157
Gensat - TGCGGAGGTGGTGATACGGG 20
TCAGACACACTGCCAGCAAC 20
1 6 Hir3 e LIRS TATCCCACCCGCAGCCAG 8 &
AMBA _|http://mouse.brain-map.org/brain/Htr3a.html?ispopup=1 GACCATCTTCATTGTGCGGC 20 337
Gensat _|http://www.gensat.org/GeneProgressTracker.jsp?gensatGenelD=84 GAAGTGGCGGATGGAGGA 8
TCTGCTCTGCGTCCTGTTGG 20
17 | NCBI NM_001122753.1 CAGCACAGCGGACACAGAGC 20 538
AMBA  |http://mouse.brain-map.org/brain/Kit.html?ispopup=1 GTCTCCGCCATCCATCCATC 20 205
Gensat http://www.qenSat.org/GeneProgressTracker. se?gensalGenelD:’\MS CGTCGCTGTCTTCTTTGCCA 20
GCCTCAGCCGAAACTACAAG 0
1 8 Mme e LI GTTGGATTGCTGAGCACTGA 0 o
AMBA _|http://mouse.brain-map.org/brain/Mme.html?ispopup=1 TGGATGGATGCTGAGACAAA 0 273
Gensat - TCGGCCTGAGGAATAAAATG 0
CCCTGTTCAGGAGGGTGAGCGTC 3
19 | mybper NCBI NM_1754183 CACGTCAATGACCAGTGTGCTG P 357
AMBA http://mouse.brain-map.org/brain/8030451F 13Rik.htmi?ispopup=1 ACAAGTTAGTCATAGCCAATGCTC 24 297
Gensat - CTCGGCTCCAGATGGCTTTGG 21
CTCGAGATGGTGTGGCAGTA 0
20 Nacc2 e CLLOPRE AGCAGGACCTTGTGCTTCAC 0 o
AMBA _|http://mouse.brain-map.org/brain/Btbd 14a.html?ispopup=1 ATGGTGGAGGAGCAGTATGG 0 199
Gensat _|http://www.gensat.org/GeneProgressTracker.jsp?gensatGenelD=2051 TCTCCAGGATCTCCCTCTGA 0
CCTCCTACCCAGCCTACCCAC 1
21 | wem NCBI NM_009697.3 GGAAGGGAGACGAAGCAAGAGE 2 645
AMBA |http://mouse.brain-map.org/brain/Nr2f2.html?ispopup=1 ACATCCCCTTCTTCCCTGAC 20 322
Gensat http://www.qenSat.org/GeneProgressTracker. se?gensatGenelDZZBS GCTTTCCACATGGGCTACAT 20
CAAATCCACGCTAAAGCACA 0
22 | wpm NCBI NM_008751.5 GGACACGTGACTITGGGTCT 0 o
AMBA _|http://mouse.brain-map.org/brain/Nxph1.html|?ispopup=1 TGGATGGGGTGATTTTCATT 0 0 230
Gensat - TGCGACAGTTGAAGGACTTG 0 0
TCTCCAGCGTGTTCAGCAGC 0 60
23 | Pnoc NCBI NM_0109321 GCTGCTTCTGCTCCACCTCO 20 &5 369
AMBA  |http://mouse.brain-map.org/brain/Pnoc.html?ispopup=1 CCCGCCCTCTCTGGACTGTA 20 65 236
Gensat http://www.gensat.org/GeneProgressTracker.jsp?gensatGenelD=78 CCACCTCCTCAGCGTCATCT 20 60
CGCCAAGAACAATACCGCTG 20 55
24 Reln e L ORI GTCCTGATTCTACGGTTCCACA 22 0 &y
AMBA _ |http://mouse.brain-map.org/brain/Reln.html?ispopup=1 GAGCCCCTTCCAATGTGAGC 20 0 387
Gensat _|http://www.gensat.org/GeneProgressTracker.jsp?gensatGenelD=60 CCTGTGGGCTGGCTCTCAAA 20 0
GGGCGATTTGTGTGTTGGTT 20 50
25 | semase NCBI NM_013657.5 TGAACGCTCCACTCCCACAG 20 50 39
AMBA  |http://mouse.brain-map.org/brain/Sema3c.html?ispopup=1 CCAGCCCCAAGCAAGAGTTT 20 55 252
Gensat hnp://www.qenSat.org/GeneProgressTracker. se?gensatGenelD:'Nﬂ ATCTTTGCCAGCCATTTTGC 20 45
GTTTCGAGGAGGGAAAGGAG 0 55
2 6 Semadg e DO TCCATAAAAGGGCCTGTGAA 0 45 e
AMBA _|http://mouse.brain-map.org/brain/Semadg.html?ispopup=1 TATGAATTCCGGAGCATTCC 0 45 400
Gensat - CGGCATAGAAATGTGTGTGG 0 50
CCCTTAGAACGGAGTCGGCT 0 60
27 | serrar NCBI NM_182993.2 TATCCGACCACCAGCAGCAG 20 50 592
AMBA  |http://mouse.brain-map.org/brain/Slc17a7.html?ispopup=1 ACGACAGCCTTTTGCGGTTC 20 55 366
Gensat _|http://www.gensat.org/handlegensatsearch_images.jsp?clrimgSrchCache=Y& CAAAGTAGGCGGGCTGAGAG 20 60




