Supplementary Figure 2. Schematic figure of the CpG island-containing region associated with each miRNA.

The locations of the MS-MLPA probes (gray boxes) and the primers for bisulfite sequencing (BS, black
arrowheads) are given. The location of the mature miRNA is shown by a thin arrow which indicates

transcriptional direction.

mir- 129-2 (CpG island 1 start=338, end=1811. CpG island 2 start=2332, end=3090)
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mir-572 (CpG island 1 start=2540, end 3155)
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mir-663 (CpG island 1 start=1191, end 3093)
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mir-375-1 and mir 375-Il (CpG island 1 start=1015, end 3420)
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mir-345 (CpG island 1 start=191, end=2688)
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mir-132 (CpG island 1 start=1, end=642. CpG island 2 start=2054, end=4001) 4kb
upstream
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mir 34a (CpG island start=1, end=1735, ~32kb upstream of mature miRNA)
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