Figure S1. Figure showing an evolutionary tree of sulfate reducing delta proteobacteria
indicating whether a full genome sequence is available (IMG genome) and whether a
homologous complex to Dde_0681 is present. On the right side of the figure is a
representation of operon allowing comparison between species if the complex is present.
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X99237, D. halophilus
EF577029, D. tunisiensis
CP002431, D. aespoeensis Aspo-2
FO203427, D. piezophilus
JQO073808, D. sp. SDT4S16
AF418172, D. profundus
AF230530, D. dechloracetivorans
CP003220, D. desulfuricans ND132
AB110541, D. portus
DQ148944, D. ferrireducens
DQ148943, D. frigidus
AY359868, D. bastinii
FO203522, D. hydrothermalis AM13
Y18049, D. zosterae
CP001649, D. salexigens DSM 2638
AY176773, D. capillatus
U53464, D. gracilis
AY359867, D. longus
AF067964, D. aminophilus
DQ296030, D. arcticus
AF227984, D. mexicanus
DQ422859, D. bizertensis
AF050100, D. senezii
DQ841177, Desulfocurvus vexinensis
X99236, D. africanus
CP003221, D. africanus str. Walvis Bay
ACJN02000001, Desulfonatronospira thiodismutans
AJ277894, Desulfomicrobium baculatum
AY649785, D. alkalitolerans
AF418171, Desulfonatronum lacustre
AY626035, D. carbinolicus
AP010904, D. magneticus RS-1
AF053751, D. alcoholivorans
AF050101, D. fructosovorans JJ
AM947130, D. marrakechensis
Y17764, D. sulfodismutans
AB303305, D. butyratiphilus
AY574979, D. putealis
AF177276, D. inopinatus
FR749898, D. giganteus
AY726757, D. gigas
Y09504, D. indonesiensis
AF192153, D. desulfuricans subsp. desulfuricans
FR733678, D. simplex
AF192152, D. piger
FJ225426, D. sp. H1
ADDR01000239, D. sp. 3_1_syn3
U82813, Bilophila wadsworthia
L15739, Lawsonia intracellularis
Z24450, D. longreachensis
AGFG01000025, D. sp. A2
X87409, D. termitidis
CP001197, D. vulgaris str. 'Miyazaki F’
AE017285, D. vulgaris str. Hildenborough
CP000527, D. vulgaris DP4
X99501, D. cuneatus
X99504, D. litoralis
DQ365927, D. alaskensis
CP000112, D. alaskensis G20
X93994, D. viethamensis

U32578, D. acrylicus
FJ655907, D. oceani subsp. oceani
AB353727, D. marinisediminis

ADZZ01000059, NaphS2

® FR754500, Hippea alviniae EP5-r

CP002606, Hippea maritima DSM 10411
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