
Figure	  S1.	  	  Figure	  showing	  an	  evolutionary	  tree	  of	  sulfate	  reducing	  delta	  proteobacteria	  
indicating	  whether	  a	  full	  genome	  sequence	  is	  available	  (IMG	  genome)	  and	  whether	  a	  
homologous	  complex	  to	  Dde_0681	  is	  present.	  	  On	  the	  right	  side	  of	  the	  figure	  is	  a	  
representation	  of	  operon	  allowing	  comparison	  between	  species	  if	  the	  complex	  is	  present.	  	  	  
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