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KM043274 pBR322.10025TF.UC1: 13.908 kb
KM043275 pBR322.10025TF.UC2: 13.923 kb
KM043276 pBR322.10025TF.UC3: 13.952 kb
KM043277 pBR322.10025TF.UC4: 13.952 kb
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KM043285 pBR322.10051TF.UC1: 13.960 kb
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Genotype 3a
KM043280 pBR322.9055TF.UC1: 14.021 kb
KM043281 pBR322.9055TF.UC2: 14.058 kbTcR
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Genotype 1a
KM043272 pBR322.10021TF.UC1: 13.989 kb
KM043273 pBR322.10021TF.UC2: 13.979 kb
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Genotype 1a
KM043278 pBR322.110069TF1.UC1: 13.965 kb
KM043279 pBR322.110069TF1.UC2: 13.940 kb
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Genotype 4a
KM043282 pCRXLTOPO.105431TF1: 13.070 kb
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Genotype 4a
KM043283 pCRXLTOPO.105431TF2.UC1: 13.073 kb
KM043284 pCRXLTOPO.105431TF2.UC2: 13.085 kb
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