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Supplementary Figure S1. Body weights of mice in (A) non-fasting group (nf), (B) fasting group (f) and 
(C) HFD-fed group  (HFD). (D) Liver weights of HFD -fed mice. nf-veh: non -fasting vehicle control 
group; nf-SchB: non -fasting SchB -treated group; f-veh: fasting vehicle control group; f-SchB: fasting 
SchB-treated group; HFD-veh: HFD-fed vehicle control group; HFD-SchB: HFD-fed SchB-treated group. 
Shown is the mean ± SE (n=10 mice). 
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Supplementary Figure S2 

Supplementary Figure S2.  Molecular network built based on the lipid species in (A) liver and (B) 
plasma samples in fasting mice; and (C) liver and (D) plasma samples in HFD-fed mice. Lipid entities are 
represented as nodes, and the biological relationship between two nodes is represented as a line. Colored 
symbols represents the lipid entities occurred in our analysis, transparent entries are the entities from 
Ingenuity Knowledge Database. Red symb ols represent up -regulated entities, green symbols represents 
down-regulated entities. Solid lines between the lipid entities indicate a direct physical relationship 
between the entities, dotted lines indicate indirect functional relationship. f-veh: fasting vehicle control 
group; f-SchB: fasting SchB-treated group; HFD-veh: HFD-fed vehicle control group; HFD-SchB: HFD-
fed SchB-treated group 
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Supplementary Figure S3. The relative mRNA expressions of (A) acetyl CoA carboxylase (ACC), (B) 
stearoyl-CoA desaturase-1(SCD) and (C) elongation of long chain fatty acids family member 6 (ELOV6) 
in FFA-treated MIHA cells. Shown is the mean ± SE (n=3 independent experiments), *p<0.05. 
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Supplementary Figure S4 

Supplementary Figure S4. Hepatic protein expressions of fatty acid synthase (FAS) in  fasting, non -
fasting and HFD-fed mice. nf-veh: non-fasting vehicle control group; f-veh: fasting vehicle control group; 
HFD-veh: HFD-fed vehicle control group 
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Supplementary Figure S5 

Supplementary Figure S5. Relative mRNA expression of carnitine palmitoyltransferase -1 (CPT-1) and 
very-long-chain acyl CoA dehydrogenase (LCAH) in fasting mice. f-veh: fasting vehicle control group; f-
SchB: SchB-treated fasting group. Shown is the mean ± SE (n=4 mice), *p<0.05. 
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Supplementary Figure S6 
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Supplementary S6 SchB treatment affects lipogenic gene expressions in long-term HFD-fed mice 
Western blotting showing the expressions of acetyl CoA carboxylase (ACC), phospho-ACC (ser-563) 
and fatty acid synthase (FAS) in (A) HFD-fed mouse livers, (B) fasting mouse livers and (C) non-
fasting mouse livers.. nf-veh: non-fasting vehicle control group; nf-SchB: non-fasting SchB-treated 
group; f-veh: fasting vehicle control group; f-SchB: fasting SchB-treated group; HFD-veh: HFD-fed 
vehicle control group; HFD-SchB: HFD-fed SchB-treated group. (G) expressions of ACC, phospho-
ACC (ser-563) and FAS in FFA-treated MIHA cells. FFA: FFA-treated vehicle control MIHA cells; 
FFA+SchB: FFA-treated SchB-treated MIHA cells.  
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Supplementary S6 SchB treatment affects lipogenic gene expressions in long-term HFD-fed mice 
Western blotting showing the expressions of acetyl CoA carboxylase (ACC), phospho-ACC (ser-563) and 
fatty acid synthase (FAS) in (A) HFD-fed mouse livers, (B) fasting mouse livers and (C) non-fasting mouse 
livers.. nf-veh: non-fasting vehicle control group; nf-SchB: non-fasting SchB-treated group; f-veh: fasting 
vehicle control group; f-SchB: fasting SchB-treated group; HFD-veh: HFD-fed vehicle control group; HFD-
SchB: HFD-fed SchB-treated group. (G) expressions of ACC, phospho-ACC (ser-563) and FAS in FFA-
treated MIHA cells. FFA: FFA-treated vehicle control MIHA cells; FFA+SchB: FFA-treated SchB-treated 
MIHA cells.  

FFA-treated 
MIHA  



HFD+ 
veh 

HFD+ 
SchB 

pSREBP1  
(125kDa) 

mSREPB1  
(68kDa) 

75kDa 

100kDa 

250kDa 

GAPDH 

0     2     5      7  ng/ml TNFα 

37kDa 

0      2      5       7  ng/ml TNFα 

75kDa 
mSREBP1 (68kDa) 

100kDa 

TBP 

 Control   FFA   FFA+SchB 

37kDa 

 Control   FFA   FFA+SchB 

75kDa 

mSREBP1 
(68kDa) 

50kDa 

 HFD+SchB HFD+veh 

TBP 37kDa 

 HFD+SchB HFD+veh 

75kDa mSREBP1  
(68kDa) 

Supplementary Figure S7 

A B 

C E 

Supplementary S7 SchB treatment affects SREBP-1 expressions in long-term HFD-fed mice 
Western blotting showing (A) expression of mature sterol regulatory element binding protein-1 (mSREBP-
1), (B) ratio of precursor to mature SREBP-1 and (I)  tumor necrosis factor (TNF-α) in HFD-fed mouse 
livers.  (C) Protein expression of mature SREBP-1 (mSREBP-1) in FFA-treated MIHA cells. FFA: FFA-
treated vehicle control MIHA cells; FFA+SchB: FFA-treated SchB-treated MIHA cells. Protein expressions 
of (E, G) mSREBP-1 and (F) FAS upon TNF-α challenges, and (H) protein expressions of TNF-α in FFA-
treated MIHA cells. FFA: FFA-treated vehicle control MIHA cells; FFA+SchB: FFA-treated SchB-treated 
MIHA cells 
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Supplementary S7 SchB treatment affects SREBP-1 
expressions in long-term HFD-fed mice 
Western blotting showing (A) expression of mature sterol 
regulatory element binding protein-1 (mSREBP-1), (B) 
ratio of precursor to mature SREBP-1 and (I)  tumor 
necrosis factor (TNF-α) in HFD-fed mouse livers.  (C) 
Protein expression of mature SREBP-1 (mSREBP-1) in 
FFA-treated MIHA cells. FFA: FFA-treated vehicle control 
MIHA cells; FFA+SchB: FFA-treated SchB-treated MIHA 
cells. Protein expressions of (E, G) mSREBP-1 and (F) 
FAS upon TNF-α challenges, and (H) protein expressions 
of TNF-α in FFA-treated MIHA cells. FFA: FFA-treated 
vehicle control MIHA cells; FFA+SchB: FFA-treated 
SchB-treated MIHA cells 
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Supplementary S8 SchB treatment induces transient lipolysis in fasting mice 
Western blotting showing the expressions of adipose triglyceride lipase (ATGL), hormone sensitive lipase 
(HSL), phospho-HSL (Ser-563) in adipocytes isolated from the bilateral superficial subcutaneous adipose 
tissue (SA), prominent bilateral intra-abdominal visceral depots attached to the epididymides (EA) and the 
perirenal fat (RA) (D-E) 24 h after fasting, (F) 2 h after fasting, (G) 6 h after fasting and (H) 12 h after 
fasting. nf-veh: non-fasting vehicle control group; nf-SchB: non-fasting SchB-treated group; f-veh: fasting 
vehicle control group; f-SchB: fasting SchB-treated group; HFD-veh: HFD-fed vehicle control group; HFD-
SchB: HFD-fed SchB-treated group. 
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Supplementary S8 SchB treatment induces transient lipolysis in fasting mice 
Western blotting showing the expressions of adipose triglyceride lipase (ATGL), hormone sensitive lipase 
(HSL), phospho-HSL (Ser-563) in adipocytes isolated from the bilateral superficial subcutaneous adipose 
tissue (SA), prominent bilateral intra-abdominal visceral depots attached to the epididymides (EA) and the 
perirenal fat (RA) (D-E) 24 h after fasting, (F) 2 h after fasting, (G) 6 h after fasting and (H) 12 h after 
fasting. nf-veh: non-fasting vehicle control group; nf-SchB: non-fasting SchB-treated group; f-veh: fasting 
vehicle control group; f-SchB: fasting SchB-treated group; HFD-veh: HFD-fed vehicle control group; HFD-
SchB: HFD-fed SchB-treated group. 
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Supplementary S8 SchB treatment induces transient lipolysis in fasting mice 
Western blotting showing the expressions of adipose triglyceride lipase (ATGL), hormone sensitive lipase 
(HSL), phospho-HSL (Ser-563) in adipocytes isolated from the bilateral superficial subcutaneous adipose 
tissue (SA), prominent bilateral intra-abdominal visceral depots attached to the epididymides (EA) and the 
perirenal fat (RA) (D-E) 24 h after fasting, (F) 2 h after fasting, (G) 6 h after fasting and (H) 12 h after 
fasting. nf-veh: non-fasting vehicle control group; nf-SchB: non-fasting SchB-treated group; f-veh: fasting 
vehicle control group; f-SchB: fasting SchB-treated group; HFD-veh: HFD-fed vehicle control group; HFD-
SchB: HFD-fed SchB-treated group. 
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Supplementary S9 SchB treatment affects the plasma cholesterol levels in fasting mice 
Expressions of LDL receptor in (D) and in (E) FFA-treated MIHA cells. f-veh: fasting vehicle control 
group; f-SchB: fasting SchB-treated group.  
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