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Figure S1 Chromatograms of transitions of both endogenous and SIS peptides of individual proteins. Proteins were
plotted in the same order as in Table 1. Transitions of endogenous peptides were plotted in the first, third and fifth rows.
Transitions of the corresponding SIS peptides were plotted in the second, fourth and sixth rows. Transitions used for protein

quantification were plotted in blue.



