Ets motifs LPM and Microglia LPM

spie | RESCOAA RF2 | SAAAGEIAAASS mer2c | TEAARATACE
put |2225AGGAAGTS cesra | FATTICASANEE AP-1 | 2SEATGASTCAZ
GaPa| SACCGGAAGL Unknown | AAGCAGAA Fos |ZSTGASTCATE
erst | ACAGGAAGTS zest | ZCACACCT KL | EGGETCSSCS
PUIIRF| ARAASTGA isre | TTICIETTICIC 1SGFaG| RAAMATCGAAACTAA
aro |#056ACGAARTSS| | o0 |ACTACACE ceops| TATTCCAZAAL
ekt | ACCLGAASEE nFatcz | TTTTCCA TEADT [ CACATTCCTCSG
—— Hicz | TGCCeCeT GATA | ACATAASA
Microglia sox7 | (TCRARTT AT TeaRicsnse GATA | 2AGATAAGSE
wro | GCCTGASES Anoas | ATZAAR usre | GTCACGTCSE
srars | STTCCECCAA | TTO e wax | ESCACGTCRERS
smaps | TTCTCTGE TCACCTGERS NR4A2 | ACATCACA
UsF1 | GTCAGGT ESRRA| CCAACGTCASE
— meist | TATGACAS

chr17:46,890,000-46,898,000

168.38 _ C57 PU.1 binding
% e .. - _
g 18- NOD PU.1 binding !
(@)]
IS . .
- 16 C57 RNA-Seq + strand
N
g
c 1 N |
c e NOD RNA-Seq + strand
I 1] [ | I
Tbcc D

v
C57 sequence: TTCCACTTCCTCTGA

NOD sequence: TTTCACTTCCTCTGA
ISRE motit: TTTCIZTTICIC

Gosselin et.al. Figure S3



