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Supplemental Table 1: Signature peptides and transitions for absolute quantification of UGT

proteins.

UGT

UGTIA1
UGTI1A3
UGTI1A4
UGTIAS
UGTI1A6
UGTI1A7
UGTIAS8
UGTI1A9
UGTI1A10
UGT2B4
UGT2B7
UGT2BI10
UGT2BI15
UGT2B17

Signature peptide

D70 GAFYTLK7;

Y 6sLSIPTVFFLR 74

Y 6sLSIPAVFFWR 74
Y16sLSIPAVFFLR 74

D4uIVEVLSDRS,

WosTAPLR 03

Gs; HEVVVVMPEVSWQLGK¢s

G171 ILCHYLEEGAQCPAPLSY VPR 9,
Y160FSLPSVVFETR 79
F1742SPGYAIEK 5,

A»53DVWLIR359
G4HEVTVLASSASILFDPNDSSTLK 7,
F17sSVGYTFEK 53

F17sSVGYTVEK g3

MRM 1

462.75/681.39 (y5)
681.40/1085.63 (y9)
704.89/1132.61 (y9)
666.39/1055.64 (y9)
526.29/724.40 (y6)
377.22/567.35 (y5)
634.68/526.29 (y9)
847.41/1009.56 (y9)
663.36/1015.59 (y9)
510.27/785.42 (y7)
441.76/696.43 (y5)

832.77/1131.54 (y10)

543.28/851.44 (y7)
519.28/803.43 (y7)

MRM 2

462.75/524.31 (y4)
681.40/885.52 (y7)
704.89/932.51 (y7)
666.39/855.53 (y7)
526.29/595.35 (y5)
377.22/466.32 (y4)
634.68/720.40 (b7)
847.41/841.48 (y7)
663.36/815.47 (y7)
510.27/688.41 (y6)
441.76/597.39 (y4)
832.77/869.48 (y8)
543.28/752.38 (y6)
519.28/704.40 (y6)
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Supplemental Table 2: List of specific primers for qPCR

Gene Primer Sequence (5°-3’) Concentration /
Annealing
Temperature

UGT1A1 1A1f GAGAGAGGTGACTGTCCAGGAC 200 nM/60°C
1Alr CAAATTCCTGGGATAGTGGATTTT

UGT1A3 1A3f TGAATTTGATCGCCATGTGC 200 nM/60°C
1A3r GTAGCTCCACACAAGACCTATGAT

UGT1A6 1A6f GTACTTCATCAACTGCCAGAGCC 600 nM/58°C
1A6r CAGGGAACACGGAAAACCCCTGA 400nM/58°C

UGT1A7 1A7f AGTCATGCCAGAGGTGAGTTGGCA 600 nM/60°C
1A7r TGCACTTCGCAATGGTGCCGT

UGT1A8 1A8f CCCATTCCCCTATGTGTTTC 600 nM/60°C
1A8r GCCCCCTGAGGATAAGTTTC

UGTG1A9 1A9f GGAGCCACTGGTTCACCATGAG 300 nM/60°C
1A9r AGATCCTCCAGGGTATATGAAGTTGAA

UGT1A10 1A10f TCGTACACTCTGGAAGATCAGAA 300 nM/60°C
1A10r ACTTTGTGCCTGTGCTTTCC 600 nM/60°C

UGT2B7 1568f GTGCTTTACTTTGACTTTTGGTTCG 300 nM/60°C

(exon 1-2) 2696r GGAGTTTCGAATAAGCCATAC

UGT2B7 2695f AGACAATGGGGAAAGCTGACG 150 nM/60°C

(exon 2:3) 2697r TCTCCAGAGCTCTGTACAAAG 450 nM/60°C

36B4 75f CCCATGTGAAGTCACTGTGC 125 nM/60°C

76r

CAATGGCAGCATCTACAACC




