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Supplementary Figure 1.  XIC of the calculated (3+) ions for the Man8, Man9, biantennary mono‐NeuGc, 
and biantennary di‐NeuGc glycoforms of mouse haptoglobin N‐glycopeptide 177VVLHPNgHSVVDIGLIK192
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Supplementary Figure 2.  Combined MS scans across the chromatographic peak of the 
“coeluting” biantennary mono‐ and di‐NeuGc glycoforms.


