S3_Table. Oligonucleotides used in this study.

No | Oligonucleotide Sequence
EMSA

#1 |parS1/4Fa Cy3-AATTCAAGCTTTGTTCCACGTGGAACCG
#2 | parS1/4Ra TCGACGGTTCCACGTGGAACAAAGCTTG

#3 | parS2/3Fa Cy3- AATTCAAGCTTTGTTCCACGTGGAACAG
#4 | parS2/3Ra TCGACTGTTCCACGTGGAACAAAGCTTG

#5 | parS5Fa Cy3-AATTCAAGCTTTGTTCTACATGGAACAG
#6 | parS5Ra TCGACTGTTCCATGTAGAACAAAGCTTG

#17 | parS6Fa Cy3-AATTCAAGCTTCGTTCCACGTGGAAGAG
#8 | parS6R TCGACTCTTCCACGTGGAACGAAGCTTG

#9 |parS7Fa Cy3-AATTCAAGCTTTGTTCCACGAGGAACCG
#10 | parS7Ra TCGACCGTTCCTCGTGGAACAAAGCTTG
#11 | parS8Fa Cy3-AATTCAAGCTTTGTTCCACGAGGCACAG
#12 | parS8R TCGACTGTGCCTCGTGGAACAAAGCTTG
#13 | parS9Fa Cy3-AATTCAAGCTTTGTTCCACGAGGAAGAG
#14 | parS9R TCGACTCTTCCTCGTGGAACAAAGCTTG
#15 | parS10Fa Cy3-AATTCAAGCTTTGTTCCACAGGGAACAG
#16 | parS10R TCGACTGTTCCCTGTGGAACAAAGCTTG
#17 | pS1mutFa Cy5-AATTCAAGCTTTATTTCATGTAGAGCCG
#18 | pS1mutR TCGACGGCTCTACATGAAATAAAGCTTG
#19 | pS2mutFa Cy5-AATTCAAGCTTTGTTTCATGTAGAGCAG
#20 | pS2mutR TCGACTGCTCTACATGAAACAAAGCTTG
#21 | pS3mutFa Cy5-AATTCAAGCTTCGTGCCCCGAGGGACGG
#22 | pS3mutR TCGACCGTCCCTCGGGGCACGAAGCTTG
#23 | pS5mutFa Cy5-AATTCAAGCTTTATTGTATATGGAGCAG
#24 | pS5MUtR TCGACTGCTCCATATACAATAAAGCTTG

#25 | pSémutFa Cy5-AATTCAAGCTTCGTCCCTCGCGGCAGGG
#26 | pSemutR TCGACCCTGCCGCGAGGGACGAAGCTTG
#27 | pSTmutFa Cy5-AATTCAAGCTTTATTTCATGAAGAGCGG
#28 | pSTmutR TCGACCGCTCTTCATGAAATAAAGCTTG

#29 | pS8mutFa Cy5-AATTCAAGCTTTATTTCATGAAGCGCAG
#30 | pS8mutR TCGACTGCGCTTCATGAAATAAAGCTTG
#31 | pS9mutFa Cy5-AATTCAAGCTTTATTTCATGAAGAGGAG
#32 | pS9mutR TCGACTCCTCTTCATGAAATAAAGCTTG

#33 | pS10mutFa Cy5-AATTCAAGCTTTATTTCATAGAGAGCAG
#34 | pS10mutR TCGACTGCTCTCTATGAAATAAAGCTTG

#35

nonspecificF

Cy5-GATAGCTCTTTGCCATTAAC

#36 | nonspecificR GTTAATGGCAAAGAGCTATC

SILENCING
#37 | parS1/4Fb AGCTTGTTGCTTGTTCCACGTGGAACCAGGCCG
#38 | parS1/4Rb TCGACGGCCTGGTTCCACGTGGAACAGCAACA
#39 | parS2/3Fb AGCTTGTTGCTTGTTCCACGTGGAACAAGGCCG
#40 | parS2/3Rb TCGACGGCCTTGTTCCACGTGGAACAGCAACA

#41

parS5Fb

AATTCAAGCTTTGTTCTACATGGAACAG




#42

parS6Fb

AATTCAAGCTTCGTTCCACGTGGAAGAG

#43 | parS7Fb AGCTTGTTGCTTGTTCCACGAGGAACGAGGCCG
#44 | parS7TRb TCGACGGCCTCGTTCCTCGTGGAACAGCAACA
#45 | parS8Fb AATTCAAGCTTTGTTCCACGAGGCACAG
#46 | parS9Fb AATTCAAGCTTTGTTCCACGAGGAAGAG
#47 | parS10Fb AATTCAAGCTTTGTTCCACAGGGAACAG
#48 | pS1mutFb AATTCAAGCTTTATTTCATGTAGAGCCG
#49 | pS2mutFb AATTCAAGCTTTGTTTCATGTAGAGCAG
#50 | pS3mutFb AATTCAAGCTTCGTGCCCCGAGGGACGG
#51 | pS5mutFb AATTCAAGCTTTATTGTATATGGAGCAG
#52 | pS6mutFb AATTCAAGCTTCGTCCCTCGCGGCAGGG
#53 | pS7mutFb AATTCAAGCTTTATTTCATGAAGAGCGG
#54 | pS8mutFb AATTCAAGCTTTATTTCATGAAGCGCAG
#55 | pS9mutFb AATTCAAGCTTTATTTCATGAAGAGGAG
#56 | pS10mutFb AATTCAAGCTTTATTTCATAGAGAGCAG
PCR

#57 | parS1F GCGAATTCAAGCGGCCTGCACCGTATTC
#58 | parS1R CGGTCGACCTTGTCCCAGCCTCGGTAGT
#59 | parS2F GCGAATTCGCAGCGTGCGGATCTTCGCA
#60 | parS2R CGGTCGACGGCGTGGAGGACGGTCATGA
#61 | parS3F GCGAATTCCGACGAACTGATGCTCGACC
#62 | parS3R CGGTCGACGGGGAAGCACTTGGACAGGT
#63 | parS4AR GCGAATTCCCGACAATACCCACGAACCCC
#64 | parS4AF CGCCATGGTCACCGTTCAGGCTTCGCTG
#65 | parS4BF GCCCATGGCCAGGCATGAGCCACTGATC
#66 | parS4BR CGCTCGAGGAAACCACGGAACGCCGCTT
#67 | parS5F GCTCTAGATAACGCCCTGTCACCGACGG
#68 | parS5R CGCCCGGGTATCGGATCGCCGGCTGACC
#69 | parS6F GCGAATTCGCGAGCCTCGCGACAAGCTT
#70 | parS6R CGGTCGACTCCCGCGCCGCCATGAGAAT
#71 | parSTF GCGAATTCGGCCTCGACGAGCTTCTGGA
#72 | parS7TR CGCCATGGCGCGATTGGCCCGCAATAGC
#73 | parS8F GCGAATTCTGCAGGACGACATGAGCACCCTCTA
#74 | parS8R CGCCATGGTCGTGGGGGAAATTGACGTCGTCGA
#75 | parS9OF GCGAATTCGGAGACCAATGTCAGCCAGC
#76 | parS9R CGGTCGACTGCCACTGGTGGTGCCGATTC
#77 | parS10F GCGAATTCCCTGGGAGGCGTTCTTCCGT
#78 | parS10R CGCCATGGACGAACTGGCCGCTGGCGAT

PCR-based site directed mutagenesis
#79 | pS1mutF TGGGGAGTATTTCATGTAGAGCCTCGGTTTCTGCCC
#80 | pS1ImutR CAGAAACCGAGGCTCTACATGAAATACTCCCCAATC
#81 | pS2mutF CGCCGGTATCCATGTTTCATGTAGAGCATGGAAAAGTCTC
#82 | pS2mutR GAGACTTTTCCATGCTCTACATGAAACATGGATACCGGCG
#83 | pS3mutF CGTTCGGACGTGCCCCGAGGGACGTCGGCGCGCAGCATA

#84

pS3mutR

TATGCTGCGCGCCGACGTCCCTCGGGGCACGTCCGAACG




CCAGGCCCGGGGCTGGTCGCTATTGTATATGGAGCAGCAGG
#85 | pSSMUtF AcoT
TCCTGCTGCTCCATATAAAATAGCGACCAGCCCCGGCCTGG
#86 | pSbmMutR GCA =
#87 | pS6mutF CATACTCCAGGCGTCCCTCGCGGCAGGTGGCGAGGCC
#88 | pS6MUtR GGCCTCGCCACCTGCCGCGAGGGACGCCTGGAGTATG
GCACACCAAGCTATTTCATGAAGAGCGCGAGCGTCCGGTGT
#89 | pS7TmutF TCGTCC B
GGACGAACACCGGACGCTCGCGCTCTTCATGAAATAGCTTG
#90 | pS7TmuUtR orotae TheeR
401 | oSBmutE CGGCTCGCGATACTTCGTCGCGCCCTTCCTATTTCATGAAGC
P GCAGAACGTC
492 | 0SBmUR GTTCTGCGCTTCATGAAATAGGAAGGGCGCGACGAAGTATC
P GCGAGCCGACG
493 | oSOmutE AGAAGGGAGATCTGAAGGACAGCCGGGTATTTCATGAAGA
P GGAACAGCATC
404 | oSOMUTR GCTGTTCCTCTTCATGAAATACCCGGCTGTCCTTCAGATCTC
P CCTTCTGGT
495 | pS10MUE _Cl_:g(égg:'GGTCACCGGTTGCCTATTTCATAGAGAGCATTCCGG
CACCGGATGCTCTCTATGAAATAGGCAACCGGTGACCAGCG
#96 | pS10mutR GCTG —
#97 | pS7-2modF CACCAAGCTGTTCCACGTGGAACACGAGCGACCGGTG
#98 | pS7-2modR CACCGGTCGCTCGTGTTCCACGTGGAACAGCTTGGTG

Sequences corresponding to the parS/parS* are in bold, the restriction sites destroyed or introduced
during PCR mutagenesis are underlined.



