
Data set id. Reference Brain region(s) No. of subjects Platform
(PTN:CTL)

Schizophrenia
AltarA SMRI FC (BA46) 32:34 HG-U133A
AltarC SMRI FC (BA46/10) 11:11 HG-U133A
Bahn SMRI FC (BA46) 34:33 HG-U133A
Barnes Barnes et al. [1] TC (BA22) 23:19 HG-U133 Plus 2.0
Iwa BA10 Iwamoto et al. [2] PFC (BA10) 13:15 HG-U95Av2
Iwa BA46 Iwamoto et al. [3] FC (BA46) 35:34 HG-U133A
Maycox Maycox et al. [4] PFC (BA10) 28:23 HG-U133 Plus 2.0
McLean Glatt et al. [5] PFC (BA9) 19:26 HG-U133A
Bipolar disorder
AltarA SMRI FC (BA46) 31:34 HG-U133A
Bahn SMRI FC (BA46) 31:33 HG-U133A
Cing HBTRC CC 15:21 HG-U133A
Dobrin SMRI FC (BA46) 26:25 HG-U133 Plus 2.0
Iwamoto Iwamoto et al. [3] FC (BA46) 32:34 HG-U133A
Ryan D Ryan et al. [6] DPFC (BA46) 30:31 HG-U133A
Ryan O Ryan et al. [6] OFC 10:11 HG-U133A
SklarA SMRI FC (BA8/9) 11:12 HG-U95Av2
SklarB SMRI CB 11:10 HG-U95Av2
Parkinson’s disease
Lesnick Lesnick et al. [7] SN 16:9 HG-U133 Plus 2.0
Lewan D Lewandowski et al. [8] DMNV 6:5 HG-U133A 2.0
Lewan I Lewandowski et al. [8] ION 6:5 HG-U133A 2.0
Zhang B Zhang et al. [9] PFC (BA9) 14:15 HG-U133A
Zhang P Zhang et al. [9] PT 15:20 HG-U133A
Zhang S Zhang et al. [9] SN 11:18 HG-U133A
Zheng 1 Zheng et al. [10] SN 10:8 HG-U133 Plus 2.0
Zheng 2 Zheng et al. [10] SN 8:9 HG-U133A

Abbreviations: CB, cerebellum; CC, cingulate cortex; CTL, control; DMNV, dorsal motor nucleus of the
vagus; DPFC, dorsolateral prefrontal cortex; FC, frontal cortex; HBTRC, Harvard Brain Tissue Resource
Center; OFC, orbital frontal cortex; ION, inferior olivary nucleus; PFC, prefrontal cortex; PT, putamen;
PTN, patient; SMRI, Stanley Medical Research Institute; SN, substantia nigra; TC, temporal cortex.
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