
embryonic morphogenesis  42   4.32E-15
pattern specification process  37 9.05E-15   
heart development   29 1.22E-11
embryonic dev. ending with in birth or egg hatching 40 2.23E-11
regionalization   28 2.57E-11
chordate embryonic development  39 6.71E-11 
axon guidance   19 1.16E-10
cell motion    35 3.61E-10
skeletal system development  30 9.25E-10
neuron differentiation   35 3.41E-9
gastrulation    15 9.65E-9
cell morphogenesis involved in differentiation 24 1.60E-8
axonogenesis   21 1.76E-8
enzyme linked receptor protein signaling pathway 27 2.79E-8
tissue morphogenesis   25 3.22E-8
negative regulation of signal transduction 21 3.98E-8
embryonic organ development  25 4.16E-8
mesoderm development   13 4.77E-8
tube development   26 5.81E-8
neuron projection morphogenesis  21 6.48E-8
cell fate commitment   19 9.48E-8
morphogenesis involved in neuron differentiation 21 1.13E-7
neuron projection development  23 1.21E-7
negative regulation of cell communication 21 1.63E-7
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B  
Expression Gene ontology Expression Gene ontology C

GO Term (BP) Gene count P-value

cell division    26   1.31E-6 
hemopoiesis   23 7.24E-6
cell cycle    39 1.80E-5
myeloid cell differentiation  13 2.99E-5
immune system development  24 3.01E-5
hemopoietic or lymphoid system dev.   23 4.20E-5 
mitotic cell cycle   21 4.93E-5
microtubule-based movement  13 4.99E-5
M phase of mitotic cell cycle  18 7.98E-5
organelle fission   18 9.57E-5
cell cycle process   27 1.45E-4
homeostasis of number of cells  13 1.50E-4
nuclear division   17 2.04E-4
mitosis    17 2.04E-4
small GTPase mediated signal transduction 20 3.04E-4
cell cycle phase   23 3.89E-4
erythrocyte differentiation  8 5.39E-4
intracellular signaling cascade  46 7.60E-4
pos. reg. of myeloid cell differentiation 6 7.79E-4
erythrocyte homeostasis   8 7.85E-4
M phase    20 9.49E-4
positive regulation of molecular function 21 9.74E-4
regulation of lipid metabolic process  8 0.0017
amine transport   10 0.0018
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