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A NCOAG6 promoter CHIP-chip

B NCOA6 CpG positions in CpG islands

33300000

CpGs 1-6
- i
|
f f f f 1 } | 33424584
33370000 33380000 33390000 33400000 33410000 33420000

_subfertile

2.400

Peak position: chr20: 33,336,100-33,338,900
UCHIP amplicon position:chr20:33,336,660-33,336,766
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A LRP5 promoter CHIP-chip B LRP5 CpG positions in CpG islands
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USPX9 CpG positions in CpG island
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Peak position: chr3: 127,862,000-127,864,000
HUCHIP amplicon position:chr3:chr3:127,862,670-127,862,794
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