a) dndB
1 99
55989! CGTAAAGCGATTGAAGACGCTTTAGACGCTCGCCCGGAGCTGGGGCAGGATAACATACCTGTGCTGTTITTTGTCGATGAAGGATTAAAACGCAGCCAA
PPN BD-EC 22 . o oo ettt
BECI003-8% oo o
BCI004-8% o o
SEL1S Al T
EC062/10° ... ... .. .. ... T T T G [ G
ECO75/107 . ... T C........ T..C..G...T....C...oviii .. c..... G..T..... G
B7A% T C........ T..C..G...T....C..ovviii .. C..... G..T..... G
100 198
55989 CAGATGTTIGCCGATCTGAATAAATATGCTATTCGCCCCAGICCGTCGTITGGCATCGTITGTATGATCATCGGGATGCCAGTTCAAATTTGGCGCGTTAT
PPN BD-EC2 . o oottt
ECI003-8 o oot
ECI004-8 o o ot
SEIL T.o.... Co A Coviiee s
EC062/10 ........ cC..T..... Ao C..Covvviii T..AC........ C....C........ T..C..Toooi. CC..ovviii
EC075/10  ........ Cove C..C........... C..A...C....G...C.A..C........ C...... T....G...C...........
B7A ... C.it C..C.......... C..A...C....G...C.A..C........ C...... T....G...C...........
207
55989 CTGGCAATG
PPN8b-EC2 .........
EC1003-8 .........
EC1004-8 .........
SEI11 ...
EC062/10  .........
EC075/10 .........
B7A ..

b) dndC

1 99
55989 CCCCGGAAATGCGCAACAAAGATGTTTTTGTAGTGTCATCCGATACGCTGGTGGAAACACCAGTGGTAGTAGATITAATTAAGAAAACGATGTTGCAAA
PPN SD-EC 2 - o oottt
ECI003-8 o oo e e
BECI004-8 oo oo
SEIl ... S C..... A G.
EC062/10  ............. T.GT.. i T..... G v Ao G..A..G..G...C. .
ECO75/10 .. ... G..... .. Ao G..... [c Coviin G..A..C..G...C.G......iiii G.
B7A G....... Ao G..... [T C.ooviin G..A..C..G...

100 198
55989 TIGAGGCAGGCGCAAAGCGTAATGGCCTGCCGATCACTCAACATGCGGTAACGCCTAAAACTAATGAAACCTTCTGGGTCAATTTACTGGGGAAAGGTT
PPN SD-EC 2 . . oot
ECI003-8 o oo e
BECI004-8 .o oo
SEIl . A
EC062/10 .C..A..C..... T..A......... T AT G..... [ T.o.... T..... G..... T..... C.
EC075/10 ....... G..A..G........ C... T Cov Gt Govoee
B7A ... G..A..G........ C... T Cote Gt [T

199 297
55989 ATCCGGCCCCAACCCGCAGTTTICGCTGGTGTACCGAACGCATGAAAATCAATCCGGTGAGIGACT TTATTAAAGAAAAGGTCAGCCAGT TIGATGAAG
PPN SD-EC 2 . . oo
BECI003-8 oo oottt
BECI004-8 oo oo
SEIl ... T G.. T Cov e A
EC062/10 ....T..... T..... T G..T........... C..... T..Coviieii T..A C....v
EC075/10 ....... T..... T..T..... C..T..... C..T..G..ooviiiii . ot T
B7A ... T..... T..T..... C..T..... C..T..G..ovviiii oo T

298 396
55989 TAATTGTTGTCCTAGGT TCACGTAGTAGTIGAGAGTGCCTCICGTGCGCAGGTCATCGCAAAGCACAAAATTGATGGCTCACGCTTGGCCCGGCATACCA
PPN SD-EC 2 . . oot
BECI003-8 .o oo
BECI004-8 oo oo
SEI11 G C..Ct G e
EC062/10 .G..... G..GT.G..A..G..C..C..C..A..... T T..... G........ Ao G..T..AC.T........... T.
EC075/10 .C..C..C..A..T..... G..C........ A..... T G.ov i G........ A..... C.T.. .
B7A .C..C..C..A..T..... G..C........ A..... T [ G....... . A..... C.T... .

397 495
55989 CACTGGCAAATGCGTTTATCTATACCCCTATTGATACCTGGGATGTAGAAGACGTCTGGAAACTGCTGCGCGGCGCGTTCCGCTATGCTICCTGAATATA
PPN SD-EC 2 . . oottt
BECI003-8 o oottt
BCI004-8 oo ottt
SEI11 T G...
EC062/10 .C..... G..... C..... T G..C....... [T Cc..... Tooooo .. GT. .. A Al G..,.
EC075/10 .G........... A..C.ooviii. Gt Toooo... G........ G.o C...... G...
B7A G A..C.ooviiiii. Gt Tooo... G........ G.o C...... G...

520

55989 TCGACGAATGGGAAAGCCCGTGGGG
PPNSb-EC2 .. ...
EC1003-8 .. .o
EC1004-8 .. ..o
SEIl
EC062/10  .T..T. ..
EC075/10 ....... [
B7A ... [



¢) dndD

1 99
55989 TGTGTCCGTCAGGTGCAAAAACTGCATGATGCGGCCCGCAGTCAGCATGGCTTITAGTAGCGCCTTCAAAAATGCGCAGGAAACAATTAATTTACTCGAT
PPN8b-EC2 .. ... T
EC1003-8 ..... T o
EC1004-8 ..... T o
SE11  ..... T A..G...GCA..... CATCA....T..C..A..... T..G..C..... AT C..... CC.G......
EC062/10 ..... T o T Covviiii
EC075/10  ..... T...... AT...... GC...... C..C..T..TTA...... CA.T.A...C..T..G..T..G..... T ... G..A............
B7A ... T...... AT...... GC...... C..C..T..TTA...... CA.T.A...C..T..G..T..G..... L G..A. ...
100 198
55989 CGGTATAGCGACGTATTAACTCAGGCGAGAGT AAAGACGCTATCTIGCTAACTTIGAAGTTGCCTATCGCAAACTGGCTCGTAAAGAAGATATGCAACTG
PPNSD-EC2 . . o
BCI003-8 oot
BCI004-8 oot
SE11 TAC..C..... T...C.T..G...... C....G..A.AAT. ... .G............ Ao, CA o, G...T.A..G..T
BCOG2/10 oot
EC075/10 ..Cc..C..... T ... C..... TC.G..... AL G..GA.A..... C..GC....T..C..T..GT....... C..... G...T.A..... T
B7A ..C..C..... T ... C..... TC.G..... AL G..GA.A..... C..GC....T..C..T..GT....... C..... G...T.A..... T
199 297
55989 AGTGCTCATATTAACCCAGAGACATTTGACGT TGAGT TAATTGATGAGAAGGGATCIGTCATTAATCGTAAGI TACTATCTGCCGGTGAAAAGCAGATT
PPNSD-EC2 . o o
BCI003-8 oot
BCI004-8 .« o oo
SEl11 AL .G A..T..GC.......... T.o.... AC.GG.G..... AL T..G..G............ C.G..T..... Govvie
EC062/10 ... .. T G Cot A ..
EC075/10 ..... G..... C..... TC.A..G..... T..... A T..C..A..A..... Covviien T..... T ... AL
B7A ..... G..... C..... TC.A. .G..... T..... A T..C..A..A..... Covviiien T..... T .. AL
298 396
55989 TATGCCATTGCTATTCTTGAGGCGCTAGCAAAAACTTCTGGTCGTGATTTGCCGGTGATTATTGATACGCCATTAGGACGTCTGGAT TCACAACATCGG
PPN BD-EC . . ottt
BCI003-8 o vttt e
BCI004-8 oot
SE1l  ..... G..... Covie i G\l C..... G........ Cove G..... [T T..G......
EC062/10 ... G
EC075/10 ... .. A G..G..... C..... Covvvin A A ... Covvvnt. AL G..T........ C..T........ A
B7A ... Al G..G..... C..... C.o.ovvt ALA. ... Covvvinl AL, G..T........ C..T........ A
397 495
55989 GATAAACTAATTAACCATITATTTCCCATTITGCCAGCCATCAAGTGGTGCTATTGTCTACCGATACGGAAGTGGATGAACGTTATTTIGTIGACCAATTA
PPN DB . o o
BCI003-8 ottt e
BCI004-8 oot e
SE11  ...... T.G..... T GGAA. .......... G..T..... GC.A..C........ L C..G........ C..C..T...C.G
ECO62/10 o oo e e e T o
EC075/10 ...... T.G..... T..C..C..... TGAA. .. .. T..... G..T...T.GC.T........... T..... A T..G..G
B7A ... T.G..... T..C..C..... TGAA. .. .. T..... G..T...T.GC.T........... T..... A T..G..G
496 551
55989 CGIGATGATATITCTCATGCTTACGAGATAGTATTTAACACGCATACTAAATCATC
PPNSD-EC2 . . oottt
ECI003-8 .« o oot e
BCL004-8 oo
SEIl T..... T..G..... TG. .o
ECO62/10 . . C et
EC075/10  ........... Covivii e T..... T..G..... TG.A........ G.....
B7A ... C.ooviviei T..... T..G..... TG.A........ G.....
d) dndE
1 99
55989 TCGGTGGAGAGTGAGTTTCGCTATTCATCAGAACGGGATAATCGGAAACT AGATGGTITCGCTGGTGI TGGATAAGATTACGTGGCTGGGGGAGACATTA
PPN BD-EC2 . . ot eee
BCL003-8 oot
BCI004-8 ottt
SEIl GC.T..G....... G.AA...G..G..... C..... A...C....... Ao T..... A...C.G
ECO62/10 .« oo C.Guvtiei i Gooe A
ECO75/10 .« oo C.T..... A....G.AA...G..G...... AL C....... A C..
B7A C.T..... A....G.AA...G..G...... Ao C....... A C..
100 194
55989 CAGACTACGGAAT TGGTATTGAAGATGCTTTATCCGCAGT TAGCTCAGAAGGATATGGT TAAAGCATGGGCTGCGCATGTGGAGGATGGGATIGC
PPN BD-EC2 . . ottt T .. A..C..
BCI003-8 ottt T.ooooo... A..C
BCI004-8 .« oot e T ... A..C..
SEl1 CAG. . AL L..C G AL TA.TC.C.AC..A. .ATTG..AA. ............ A A ... T, A..C..
EC062/10  ............ Gt Tooo ... A..C
EC075/10 ..AG....A........ GC..o v A..A....AG..A....CGT..A....G........... T..... T ... A..C

B7A AGL L LALL GC................ A.A....AG. .A....CCT..A....G........... T..... B



Figure S1: Multiple-sequence alignment of dnd genes using Clustal W.



