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S2 Figure. Comparison of M. tuberculosis and A. thaliana APS kinase. The active site 
cavity of CysC (A) and catalytic residues (B) are shown in comparison with Arabidopsis 
thaliana APS-kinase (PDB:3uie). M. tuberculosis CysC and Arabidopsis thaliana APSK 
are shown as cartoon in beige and light blue, respectively. The non-cleavable ATP 
analogue (AMP-PNP), APS and residues Asp480 and Lys562 (CysC numbering) are 
shown as sticks in yellow and blue for M. tuberculosis CysC and A. thaliana APSK, 
respectively. Mg2+-ions present in both structures are indicated by a blue or orange 
sphere. (C). Mechanistic proposal for phosphoryl transfer by M. tuberculosis CysC. 
Asp480 acts as a base abstracting the proton from the 3’ OH of APS that subsequently 
attacks the γ phosphate of ATP. The side chain of Lys562 stabilizes the additional 
negative charge developing in the transition state.  
 
 
 


