Multi-allelic SNP

All variants: 36,140,217

Candidate positions: 10,619,615
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Candidates submitted: 1,940

Pipeline steps

1. Min. variant read count (x = 3).

2. All unique variant positions.

3. UpSafe-DownSafe (24 +/-).

4. Multi-allelic SNPs — BothSafe.

5. CDS.

6. Min. variant read count (x = 3).

7. Min. HD-16 presence (y = 2).

8. Min. HD-20 absence (z = 2).



