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Fig. S1. Cloning from exon 10 to exon 11 of FLCN in BHD9-T2.

Exon 10 (114bp) and exon 11 (124bp) are intervened by intron 10 (565bp). The sequence results of 4 clones (No. 1C-
4C) are exhibited. Ex10 and Ex11 indicate wild-type sequences. Clone-2 (No. 2C) simultaneously shows somatic
mutation in exon 10 (the second line from the top) and germline mutation in exon 11(the bottom line).



