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S4 Fig. Comparison of two tandem repeated NAC domain from BdNAC040 and BdNAC097. Multiple sequence alignment of 
NAC domain from BdNAC040, BdNAC097 and five representative Arabidopsis NACs (NAM, ATAF1, TIP, CUC2 and SENU5). 
The consensus NAC subdomains (A-E) are indicated by lines above the sequences. 


