Subdomain A Subdomain B Subdomain C
10 20 30 40 50 60 70 90 100 110

BANACO040-1 [ RPDFsEgHP LIDN LKP-WV.TGDRPWIFI A AA - -NPEPLARTFSPALASDG@EA KSRTvGseopGcwHEERAARPLFEG I 102
BANAC040-2 1 - PERPDFAKHP LIKSYL I P-BLASGEHPCKF Vv AA - -BPAVLSGQYSPATASDGEKA RPRTVGSGQ -GCWHSIESEVRDVVDGD 103
ATAF1 1 ----LQLPPGFRFHP LVMHYLCR - KCASQS | AVP | | AE | KY - -DPWELPGL - - - - - AL YGEK SAGSGY - - GAPDKP IGLP - 9
SENU5 1 KNEBVLRLPPGFRFRP LVVQYLKR -KVFSFPLPAS!I IPEV KS--DPWDLPG------ - - DMEQ ATNSGY - - G I1DKQl | LRG 98
NAM 1 - -DSN-LPPGFRFHP LITYYLLK-KVLDSNFTGRAIAEVDLNKC - -EPWELPEK - - - - - AKMGE K ATEAGY - - GKDRE I Y8sk 98
cuc2 1 - -DSQYLPPGFRFHP LITHYLLR-KVLDGCFSSRAIAEVDLNKC - -EPWQLPGR- - - - - AKMGEK ATEAGY - - GKDRE I FSSK 99
TIP 1 VLSLASLPVGFRFSP LVRYYLRL -KINGHDNDVRVIREIDICKW- -EPWBLPDFSV - - -VKTTDS ATVAGY - - GKDRK/I KSGK 103
BANAC097-2 1 - e - - SISRRDANNNKP VLVQL¥LDS -LKLGDPRRCRMHAMDDVFVCEAHPAVLTAAFP - - -VANDRC PRRAGP -GAYVPVREFRVAKSGE 102
BdNAC097-1 1 ---STASGNEBAFDPAPDE I VERYLPLREALRCDGEL PRQ I HBADVY.GAH - HPAFLAAVYP - - -PANDRF AGG - - RQRRAGPGA - - -YIRLASETKLPGLGE 100
Subdomain D Subdomain E
120 130 140 150 160 170 180 190 200 210 220
BANAC040-1 103 VH - - | RQIG AFSFRTKkvD- - - - - GRL VRSGWLMAEIGL TP - -s@ssEE LVLCKVYR PREAPPTGE TAAARRVVPK IGREKAGECSASSEENASBAGPAKASVYSAQP 205

BANAC040-2 104 FFSFMKKDEEC- - -GKSL GWIMVELGLNYGEHKGSSD LVL KVYRSPRAGPATDA A--ATESSGRKRK - - - - - ASEENSGAESPARGTKKSTAP 200

ATAF1 97 - - - - - KPVG | ALVEXYAGKA - - - - - PKGE NWIM READ - ------ \Y, RSVRKKKN LRLD.WVLC K-GAERRG - - - - = - = = = = = = = o o oo oo m oo m e 162
SENU5 99 RQQQQQLIGL TLVEYRGKS - - - - - PHGC NWIM REAN- - ----- L PlQG- - - - - NWV | C KRGNIFKNKEE - - - - - - = = = - = = = - o o oo oo oo - 166
NAM 9 TS---ALVGM TLVEYRGRA - - - - - PKGE NWVM RLDG - ------ KFAY ISRS KD - - EWV | S-CSIEVGTTSN- - - - - - - - - - - oo o mmm e oo - 166
Ccuc2 100 TC- - -ALVGM TLVEYKGRA - - - - - PKGE NWVM RLEG------- KFSY FISRS KD - - EWV | TTLASTGAVS - - - - - - - - - - o oo oo e mm e oo 167
TIP 104 T----KIIGV TLVEXTGRA - - - - - PKGT CWIM RATE - ------ K.LDG--TKSGQN--PFVVC QDI VNGAAEPRP - - - - - = = = - - o s e e e e m e e - 168
BANAC097-2 103 DG - - - -DVG VERKRDDDSTL - - -RRVS EWWME GFGK- - - - - - DFPYGDLPGVGDEEEEILVV I MAGDRA - - - - = = o o o o o e e e o e e e e e e 170
BANACO097-1 101 - - ----- .A CHAER EDAAGSSGSETAK EWRMDEFCDDH - - - - - - - - - - - - - RGSA.GAAF MVVC TARGGAVHRRLQLASHSHSRRDANNNKPQVLVQLYLDS- 191

S4 Fig. Comparison of two tandem repeated NAC domain from BANAC040 and BANAC097. Multiple sequence alignment of

NAC domain from BANAC040, BANACO097 and five representative Arabidopsis NACs (NAM, ATAF1, TIP, CUC2 and SENUS).
The consensus NAC subdomains (A-E) are indicated by lines above the sequences.



