
BdSWN8
OsSWN2

100

NST1
NST2 100

59

BdSWN7
OsSWN1 93

40

SND1/NST3

100

SMB

BdNAC013
OsNAC7

100

BdNAC047

ONAC013
100

100

100

84

BdNAC091
BRN1
BRN2

100
100

45

VND6

BdSWN1

ONAC056

100

ONAC018

100

VND3
VND1

VND2

100
100

91

BdSWN4

ONAC090

100

VND4

VND5

100

47

BdSWN3

ONAC052

100

BdSWN2

ONAC082

89

100

100

78

62

ONAC084

VND7

BdSWN5

BdSWN6

OsSWN3

100

98

60

58

BdNAC010

OMTN4

100

ONAC043

99

BdNAC054

OMTN6

100

55

ONAC083

56

NAC1

BdNAC067

OMTN3

100

95

100

ONAC055

BdNAC064

ONAC032

100

ANAC074

80

ONAC120

ONAC051

BdNAC098

ONAC008

100
78

100
82

87

82

CUC3
ONAC107

100

BdNAC080
ONAC072

100

ANAC038

95

O
NAC092
CUC1

CUC2

100
97

BdNAC005
O

NAC006
100

BdNAC023
O

NAC039
100

O
NAC015

76

BdNAC006

100

O
N

AC
045

O
sN

AC
10

O
N

AC
132

97
100

61

O
N

AC
20

O
N

AC
026

100
AN

AC
058

82

BdN
AC

061
O

sN
AC

1
100

BdN
AC

092
O

sN
AC

2
100

100
AN

A
C

046
AN

A
C

087
100

O
R

S1
O

R
E1

100
N

AC
4

AN
A

C
100

100
100

75

45

43

50

42

Bd
N

AC
05

9
O

N
AC

06
3

100

Bd
N

AC
07

8

100

Bd
N

AC
06

6
O

N
AC

05
3

100

100

FE
Z

51

A N
A

C
0 9

4
5 7

JU
B1

O
N

AC
14

0
Bd

N
AC

02
0

O
N

AC
09

6
Bd

N
AC

00
4

O
N

AC
06

6
10

0
66

10
0

54
46

7 5

Bd
N

AC
06

9
O

N
AC

13
9

10
0

Bd
N

AC
07

2
O

N
AC

02
5

O
N

AC
12

9

96

O
N

AC
12

7
O

N
AC

12
8

98

10
0

95

51

AN
AC

07
5

Bd
N

AC
02

9

73

Bd
N

AC
03

7

60

AN
AC

09
9

42

Bd
N

AC
01

2
O

N
AC

09
4

91

52

SN
D

3
SN

D
2

O
NA

C
06

2
Bd

NA
C0

39
O

NA
C0

73

10
0

10
0

96

50

O
NA

C0
85

91

AN
AC

04
4

AN
AC

08
5

10
0

Bd
NA

C0
14

O
NA

C0
91

10
0

SO
G

1

10
0

Bd
NA

C0
94

Bd
NA

C0
62

ONA
C0

50

10
0

10
0

43

99

88

Bd
NA

C0
24

ONAC
05

7

10
0

99

AN
AC09

5
ONAC

03
0

ONAC11
2

10
0

ONAC11
9

ONAC11
8

10
0

92

ANAC09
3

ANAC06
4

54

ANAC06
3

10
0

BdN
AC00

1

BdN
AC00

2

10
0

ANAC02
3

ANAC02
4

10
0

ONAC071

BdNAC068

ANAC065

BdNAC096

ONAC061

49

46

BdNAC087

BdNAC088

100

BdNAC086

100

BdNAC036

96

BdNAC041

70

BdNAC083

100

ONAC136

ONAC137

ONAC138

100
100

99

BdNAC076

69

ONAC135

BdNAC055

BdNAC084

100 ONAC124

ONAC133

1007882

ONAC034

ONAC014

100 BdNAC040

100 ONAC021

BdNAC038

52 BdNAC031

ONAC078

ONAC076

ONAC077

10010089

74

BdNAC093

BdNAC095
86

ONAC080
100

ONAC126
BdNAC011
BdNAC075100

BdNAC074100

BdNAC046
ONAC038

93

ONAC033
100

BdNAC048

ONAC044
ONAC046

74

ONAC105

100

BdNAC021BdNAC056

82

ONAC097ONAC098

85

ONAC099

100

ONAC101ONAC065ONAC102

100

ONAC064ONAC069

100

ONAC086ONAC100

98

100

94

75

87

86

69

58

46
64

ANAC003ANAC048

100

ANAC004ANAC005

67

100

ANAC001

74

ANAC049NTM2ANAC067
NTM1

100

100

91

90

ANAC084
ANAC097

ANAC006

41

BdNAC097
ONAC089

ONAC035
BdNAC077

ANAC027
ONAC111

ONAC125

100

BdNAC053

ONAC037

100

BdNAC018

ONAC019

100

ANAC020

BdNAC027

RIM1

100

ONAC110

64

BdNAC082

58

ANAC028

ANAC057

ONAC109

ANAC045

ANAC086

100

90

64

ANAC050

ANAC051

100

ANAC077

66

NTL4

NAC2

100

60

BdNAC049

ONAC040

100

BdNAC065

ONAC070

100
96

BdNAC060

O
NAC005

99
BET1

O
NAC001

100
95

ANAC016

ANAC017

100
ANAC013

100

BdNAC079

O
N

AC042

100
99

BdN
AC

100

O
N

AC
047

100
BdN

AC
033

ID
EF2

100
VN

I1
AN

AC
103

100
44

80
BdN

AC
015

O
N

AC
041

43
BdN

AC
070

BdN
AC

071

BdN
AC

058

O
N

AC
106

96

O
N

AC
108

97
XN

D
1

O
N

AC
079

O
sSW

N
7

O
N

AC
028

49
100

96
TM

S
5

O
N

AC
024

97

BdN
AC

030
O

sN
AC

8
100

A N
AC

07
1

AN
A

C
09

6
100

AN
A

C
01

1

99

Bd
N

AC
05

7
O

N
AC

12
1

100

Bd
N

AC
03

4
O

sN
AC

52

100

Bd
N

AC
04

4
SN

A
C

2

100

100

AT
AF

1

93

Bd
N

AC
07

3
O

sN
AC

5

100

AT
AF

2

AN
A

C
10

2

100

AN
AC

03
2

100

Bd
N

AC
04

2

O
sN

AC
4

100

Bd
N

AC
00

3

SN
AC

1

100

Bd
N

AC
01

9

O
sN

AC
3

80

100

100

50

AN
AC

01
9

At
NA

C
3

100

RD
26

100

AN
AC

04
1

VN
I2

86

53

Bd
NA

C0
07

O
NA

C1
03

100

Bd
NA

C0
22

O
sN

AP

100

100

Bd
NA

C0
28

O
NA

C0
16

54

83

Bd
NA

C0
08

ONA
C0

10

100

AN
AC

02
5

65

NAM

NAR
S1

100

90

NAPSH
YG

71

BdN
AC08

9

ONAC12
2

ONAC13
1

100

100

72

NTL6TIP

100
ANAC01

4
94

ANAC06
0

FSQ6

100

NTL8

100

BdNAC032

ONAC012

100

BdNAC043

ONAC059

100 100

ANAC061
ANAC090

100

BdNAC085
ONAC017

ONAC134

100

100
87

100

BdNAC009
ONAC095

100

BdNAC025
ONAC022

100
88

ANAC036

100

BdNAC051
ONAC049

100

AtLOV1
BdNAC035
ONAC087

100

BdNAC045ONAC075

100 100 64 100

NAC-a

NAC-b

NAC-c

NAC-d

NAC-e

NAC-f

NAC-g

NAC-h

NAC-i

NAC-j

NAC-k

NAC-lNAC-m

NAC-n

NAC-o

NAC-p
0

S6 Fig. Phylogenetic tree of NAC TFs from B. distachyon, Arabidopsis and rice. The deduced full-length 
amino acid sequences of 101 NAC TFs in B. distachyon, 99 in Arabidopsis and 132 in rice were used to 
construct an unrooted phylogenetic tree using MEGA5 by the neighbor-joining method with 1000 bootstrap 
iterations. Each NAC group was indicated in a specific color. Members of B. distachyon, Arabidopsis and 
rice were denoted by red circle, green triangle and blue diamond, respectively.


