Supplemental Table S3. Up-regulated gene by the knockdown of CRCT analyzed by microarray.
Top 50 of up-regulated genes showing average signal intensity of Cyanine-3 and Cyanine-5 above
10 and P < 0.05 are listed. Ratio of change and signal average are expressed as means of four

replicates.
Rank Description RAP-DB Ratio of Signal av.  P-value
change
1 Hypothetical protein. 0s07g0511400 689.86 6798.62 0.000
2 gg:zfr:"ed hypothetical 050390115800 21187 434592  0.000
3 g%?;fr:"ed hypothetical 0510g0371600 16694 312152  0.000
4 Hypothetical protein. 050690265100 114.76 231.30 0.000
5 g&rt‘:fr:"e‘j hypothetical 050190692400 112.31 187.29  0.000
6 Glycine-rich protein precursor. 0s07g0511100 75.47 553.50  0.001
! g&?ﬁfé"e" hypothetical 050290772100 50.11 11870  0.001
8 g&?gler:"e" hypothetical 05070122000 41.09 35154 0.000
9 ggt‘;er:"e‘j hypothetical 050590296200 40,56 59.77  0.000
10 Zn-finger, Dof type domain 650959400 19.30 4130 0003
Contalnlng prOteln.
1 g:(’)?:ler:"e" hypothetical 050490677000 12.72 3095  0.000
12 g‘r%rt‘eaisnpa”'” (TMISF) family 4850288400 10.67 1754  0.048
13 gg:zfr:"ed hypothetical 05030383100 10.26 1539 0.000
14 Non-protein coding transcript, 5400397800 10.17 1633 0.001
unclassifiable transcript.
15 Hypothetical protein. 050690261300 9.93 89.51 0.000
16 Hypothetical protein. 051190514800 9.48 2249  0.017
17 g&?:fr:"ed hypothetical 050590124700 9.27 1825  0.000
18 (No Hit) 050890316400 852 203225  0.001
19 g:(’)':;fr:"ed hypothetical 0507g0442800 8.40 2044 0.003
20 (No Hit) 050390446000 830 206608  0.002
21 (No Hit) 0s07g0229600 811 206017  0.002
22 g&?:fr:"ed hypothetical 050690273400 8.00 2229 0.003
23 (No Hit) 0s04g0575900 799 207915  0.002
24 g:(’)':;fr:"ed hypothetical 0s04¢0115200 7.62 3034 0.002
25 ggt‘;er:"ed hypothetical 050790573000 7.61 1892  0.019
26 (No Hit) 050290209900 7,59 1179 0.002
27 g%?;fr:"ed hypothetical 050190210300 7,58 2070 0013
28 Peroxidase 1. 0s07g0639400 7.58 12.32 0.002
29 (No Hit) 050190225700 7.47 1872 0.001
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