Supplementary Figure 1
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Gene targeting of PQBP1 Expression check of PQBP1 by Western blot and IHC
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Supplementary Figure 2
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Supplementary Figure 3
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Supplementary Figure 4
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Supplementary Figure 5
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Supplementary Figure 6
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Supplementary Figure 7
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Supplementary Figure 8
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Supplementary Figure 9
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Supplementary Figure 10

Nes-cKO behavior test 3M

LOWT Flox Nes-Cre M Nes-ckO

A: Open Field
— 8000 18 15 12 15
— 12
§ S I 2 x
5 6000 =
e S 8 8
£ 4000 &
S 2000 g 4
[g] c
) (]
[ 0 © 0
B: Light-Dark Box C: Elevated plus maze D: Fear-conditioning
— <
LS € 2 <
= X
5 50 12 b £ S50
o 16 % © v 13
= 40 c 15 £ 40 11
ey (] .
o 8 =3 o
= 30 c 10 1318 £ 30
© (o) 9 QN)
£ 20 o 8 20
Z g 5 &
> 10 % = 10
2] +
E 0 Y Y
|— o —
= Day 1 Day 2
E: Water maze F: Rotarod
) o
2 60 & 600 .
g 50 g 500 14
[e) - 16
“.1(:,0 40 5 400
i)
° 30 © 300
(]
£ 20 S 200 —— 8
S 10 % 100 g4 ¥F * ¥
>
e 0 vy 0
Q ()
o dayl day2 day3 day4 day5 £ Dayl Day2 Day3
= =

=®=Nes-cKO *#-Flox *U°*Nes-Cre =O=WT




Supplementary Figure 11

Syn-cKO behavior test 3M
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