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Fig. S2. Growth kinetics of Col-0 (○) and tni (●) leaf length. At the exponential growth 

phase, the growth rates for Col-0 and tni are 1.02 and 1.26 mm/day, respectively. The growth 

rates are not significantly different (p=0.09), as tested by Student’s t-test.Sample numbers are 

14 (Col-0) and 7 (tni). 
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Table S1. Sequences of primers used in this study. 

 

Gene   Primer sequence 

TCP2  5’-CTCCTTCTTTAAATCCCAAACCAACC-3’ 

5’-GGATTCTGCCGGTGATATCAAATGG-3’  

tcp2 5’-TAGCATCTGAATTTCATAACCAATCTCGATACAC-3’ 

5’- GGATTCTGCCGGTGATATCAAATGG-3’ 

TCP4 5’-ATGTCTGACGACCAATTCCATC-3’ 

5’-TCAATGGCGAGAAATAGAGGAA-3’ 

tcp4 5’-ATGTCTGACGACCAATTCCATC-3’ 

5’-TAGCATCTGAATTTCATAACCAATCTCGATACAC-3’ 

TCP10 5’-ACAAAGCAAGTGGGCAACAAAAACG-3’ 

5’-TAGTTTAGAGGTGTGAGTTTGGAGG-3’ 

tcp10 5’-AACTTCTGCTATCCTTTCCACCA-3’ 

5’-GTTACCCAACTTAATCGCCTTG-3’ 

PPD1 5’-CAAGATACCGAAACGTGGAGATGCT-3’ 

5’- GGTGGTGTCAAAGTAAGACTCGAG-3’ 

PPD2 5’-CGGGTCAAAAGGCGGGAAGAACAAT-3’ 

5’-GCCACATCCTCTCTCTCTCTCTC-3’ 

35S::ICK2 5’-CGCAAGACCCTTCCTCTATA-3’ 

5’-GCGGCGAGACTCTACATCTT-3’ 

TN3C6.4   5’-CAT TGG CAG AGG CAA CTC GTT TGC-3’ 

 5’-GTA TAG CCC ACA CGA GCA GAT ACC-3’        

TN3C6.7  5’-GAG GCC ACA CCA CTC TCT GTA CAA-3’ 

5’-CCT TAG CTG TAA CCA CTA TCA CAC ACT G-3’ 

TN3C7.09  5’-CTC AGC ACG AAA GAT TCT AGT TCA TAT GTG-3’ 

5’-GGC AAT GGA AAA TTA TGG AAA GGT GGG A-3’ 

TN3C7.5 5’-TGG AGC TCA AAT ACT TGC CCG GCA-3’ 

5’-CTC TTT GTC TCT TCC TCC ACC ACA G-3’ 

 

 



 

Table S2. The p-values of the Student’s t-test carried out on the data shown in Table 1. 

 

Genotype Length Width  Perimeter Area 
Length/ 
Width 

Perimeter/ 
   √ Area 

Col-0  &tni 0.029 <0.0001 < 0.0001 < 0.0001 0.0001 0.0001 

Col-0 &jawD 0.0112 0.0029 0.0001 < 0.0001 1 0.0001 

tni&tni jaw-D 0.2621 0.2605 < 0.0001 < 0.0001 0.0085 < 0.0001 

Ler&ppd 0.0027 0.847 0.3188 0.099 0.0017 0.0002 

ppd&jaw-D ppd+/- 0.607 0.0007 0.0053 < 0.0001 0.0001 0.0001 

Col-0  &35S::ICK2  (het) <0.0001 <0.0001 < 0.0001 < 0.0001 0.0066 0.7094 

tni&tni 35S::ICK2 0.0016 < 0.0001 < 0.0001 < 0.0001 0.4685 0.0539 

tni&tni ga1-3 <0.0001 < 0.0001 < 0.0001 < 0.0001 0.0592 0.0017 
Col-0 (- PBZ)  &  Col-0 (+ 

PBZ) <0.0001 < 0.0001 < 0.0001 < 0.0001 0.012 0.1204 

Col-0(+ PBZ) &tni(+ PBZ) 0.8762 0.0326 0.0071 0.1068 0.1064 0.8305 

Col-0& kluh-4 <0.0001 < 0.0001 < 0.0001 < 0.0001 0.0708 0.4381

Col-0 & arf-8 0.0019 0.0088 0.0151 0.0085 0.1487 0.748 

tni&tni kluh-4 (5th leaf) <0.0001 < 0.0001 < 0.0001 < 0.0001 0.1619 < 0.0001

tni&tni kluh-4 (8th leaf) 0.0204 0.0456 0.1362 0.0982 0.0282 0.7273 

tni&tni arf2-8 0.3624 0.0609 0.0024 0.0097 0.1028 0.7849 
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