S1 Text. Supporting materials and methods.

General HR and GCR

General HR rate in haploid cells were detected as described previously [78,79]. GCR rate was
determined as described previously [80]. *p < 0.05 and **p < 0.01.

NHEJ

Yeast cells were transformed with equal amount of undigested or EcoRI-linearized plasmid
pRS316 and platted to uracil- YC medium. NHEJ efficiency was determined by dividing the
number of colonies transformed with digested plasmid by that with undigested plasmid. The
efficiency of mutant strains were normalized to that of wild-type cells whose value was set to
1. *p<0.05and **p < 0.01.

Growth curve
Growth curve assay was performed as described previously [35].

gRT-PCR
RNA was extracted and reverse-transcribed, and quantitative Real-time PCR was performed
as described previously [81]. At least three biological replicas were done for all the mRNA
analysis.
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