Figure S2

A

2/10
2/10

positive regulation of stress-activated MAPK cascade

positive regulation of stress-activated protein kinase signaling cascade
replication fork processing

stress-activated protein kinase signaling cascade

regulation of stress-activated MAPK cascade

stress-activated MAPK cascade

regulation of stress-activated protein kinase signaling cascade
meiotic DNA double-strand break formation

histone ubiquitination

maintenance of fidelity involved in DNA-dependent DNA replication
establishment of sister chromatid cohesion

establishment of mitotic sister chromatid cohesion
base-excision repair

double-strand break repair via break-induced replication
mitotic sister chromatid cohesion

regulation of MAPK cascade

regulation of transcription from RNA polymerase | promoter
regulation of intracellular protein kinase cascade

positive regulation of DNA-dependent transcription, elongation
chromosome organization involved in meiosis

negative regulation of transposition, RNA-mediated

negative regulation of transposition

sister chromatid cohesion

regulation of cellular response to stress

recombinational repair

0 5 10 15 20

% Associated Genes

2/20
3/31

peroxisome inheritance

cytoplasmic mRNA processing body assembly

negative regulation of translational initiation
deadenylation-dependent decapping of nuclear-transcribed mRNA
regulation of cellular ketone metabolic process by positive regulation...
gene conversion at mating-type locus

stress granule assembly 2/38
2/42
2/45
2/45

2/45

regulation of cellular ketone metabolic process by regulation of...
establishment of mitotic spindle orientation

establishment of mitotic spindle localization

establishment of spindle orientation

25

0 2 4 6 8 10
% Associated Genes

12



