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Percentage DNA methylation

FC.pVal

Fold COIPrKey
change «
Level in normal  tumour S
5-hmC 5-mC 5-mC * Ralbe”
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DKK3 - 925787984 - 0.430056526
WNT10A - ¢cg19868691 - 0.008591825
WNT2 - cg01830294 - 5.76e-07
SOX17 - ¢g21226224 - 6.39e-05
SFRP2 - ¢g23207990 - 6.15e-10
SFRP1 - cg15839448 - 6.28e-07

WIF1 - cg19427610 - 0.011765802
DKK2 - cg01471384 - 0.000698857
APC - ¢g24332422 - 0.0005063
SFRPS5 - ¢g09874752 - 0.111860314
DVL2 - cg25432997 - 0.136083239
AXIN2 - cg14846293 - 0.530423732
CDH1 - ¢g11255163 - 0.000940039
SFRP4 - cg12515638 - 0.362540987
CTNNB1 - cg14663065 - 0.622265247
WNT3A - cg01313514 - 0.188751328
DKK1 - cg07684796 - 0.448160458
WNTS5A - cg00828602 - 0.202639194

Bisulphite pyrosequencing (n=10 matched samples)
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