Breast cancers (BRCA), Chr11:51185363

Scale 2 khl | haid

chirii: | si,187,808] Si,155,808] Si,159,608] Si,198,008] Si,191.608] 51,192,688 51,195, osa|
Ereast adenocarcinama

TCGA-ES—ABIE-1a BE
TCGA-EH-ABEG-18
TCGA-AM-ABFA-18
TCGA-AD-ABJ7-18
TCGA-AMN-ABFZ-18

MIGEM

15394_F inrisk ki
se21E_ATVE ELEE
8237E_ATVE ER
17a83%7_MGH B

FEefieq Gehes

Breast cancers (BRCA), Chr3:62936471

Zcale 18 Kb} | hais

chirs: 62,948, 88| 62,945, a8l 62,958, aa8| 62,955, 8ea| 2,960, a4l £2,965, aaa|
Ereast adenocarcinoma

TCGA-EH-ABMA-1 8 E
TCGA-EH-ABDH-18
TCGA-EH-ABDH-11
TCGA-AM-ABAL-18
TCGA-EH-ABEZ2-11
TCGA-EH-ABES-18 E

MIGEN
BSEE6E_ATYE
2829E_ATYE

Fefieq Gehes

Breast cancers (BRCA), Chr3:26586501

Zcale 1 khi { hais

chis: 26,557, ool 26,537,508 26,555, 6ol 26,555,508/ 26,559, aon| 26,559,56868]
Ereast adenocarcinama

TCGA-A2—-ABTE—18
TCGA-AM-ABFM-18
TCGA-AD-AGJ9-18
TCGA-A2—-ABEQ-18
TCGA-A2—-ABER-18
TCGA-AZ2-ABCY-18
TCGA-EH-ABHE-1 8 E

MIGEM
188sE_ATVE
B241E_ATVE

HARBAB227_Harps
1527E_ATVE
2512B_ATYE

Refieq Gehes

Colorectal carcinoma (COAD, READ), chr3:107601890

Scale 5 Ek| | hais

chirs: 167,605, ooa| 167,618, a00| 187,615, aaa|
Colorectal adenocarcinoma

TCGA-AAR-3973-18
TCGA-AR-3975-18
TCGA-AR-3545-18
TCGA-AR-3515-18
TCGA-AAR-3S67-18
TCGA-AR-3955-18
TCGA-AR-3546-18
TCGA-AR-3972-18

MIGEM

1156_Reoicor EEEER
Fefieq Gehnes

Colorectal carcinoma (COAD, READ), Chr4:156797864

Scale 28 k| | hais
chir4: | 156,510, ooal 156,520, ooal 156,550, ooal 156,548, aaa| 156,556, aaa| 156,556, aaa|
Colorectal adenocarcinoma
TCGA-AE—SES7-18 rrrres |
TCGA-AE—SEEA—11 [Frerrer |
TCGA-AE—SEST-11 [rrrrer |
TCCA-AE—2656-11 [rrrrres |
TCGA-AE—6141-18 [Frerrer |
TCGA-AE—2655-18 T
TCCA-AE—26S6-18 T
TCGA-G4—6509-18 [rrrrrrs |
MIGEM
BSa8E_ATVE
HAR @885 a9_Harps EEEFEER
214TE_ATVE T
2252E_ATVE [rrrrrrs |
HARAB1441_Harps EEFFEET
2ESSE_ATVE B
176304 _MGH T
FEefZeq Genes
GUCTLAS H 4 ! T } } I
Colorectal carcinoma (COAD, READ), Chr7:29635116
Zcale S8 kibf | hais
chr7: 29,650, aaal 29,708, aoa| 29,756, ool

Colorectal adenocarcinoma

TCGA-AR-3555-18 EE
TCGA-DM-A1DG5-18
TCGA-AR-3515-11
TCGA-DS—-E536—-18
TCGA-AR-3531-18
TCGA-AR-3515-18
TCGA-AR-3978-18

MIGEM
1293E_ATVE
TE41_Finrisk
HARBABZaS_Harps
1Z316E_ATVE
8715E_ATVE
Fefieq Gehes
LOCE4ETES
MIESSERSE |
ZMEF2FZ m

OFY19L2F S B—=a




Glioblastoma multiforme (GBM), Chr14:21685305

Zcale 58 kb} | hais

chiri4: 21,798, aaa| 21,758, 088| 21,5600, 000]|
Glioklastoma multiforme

TCGA-32-2616—18 EE
TCGA-14-3475-18 BE
TCGA-82—-8054—1a BF
TCGA-14—1455-18 BE
TCGA-82-247a-1a BE
TCGA-82—-8050-1a BF
TCGA-82—-8671-1a BE
TCGA-82—8a74-1a BF
TCGA-27-2525-18
TCGA-32-2634-18
TCGA-32-4211-18
TCGA-B2—8857T-18
TCGA-32-1958-18
TCGA-27-2524-18
TCGA-82—-885353-18
TCGA-B2—888353-18
TCGA-7E5—4925-18
TCGA-82-2470-18
TCGA-7E—4925-18
TCGA-B2—8854-18
TCGA-B2—-8835-18
TCGA-7E—4925-18
TCGA-14—8565-18
TCGA-7E—4925-18

MIGEM

87S5E_ATYE EX
21124 _Maimo EEER
154 _Fegicar > >
2648_F inrisk
21994 _Ma Tmo
1175_Regicor
178339_MGH
BESHEE_ATVE
45_Rea i cor

Fefieq Gehnes

Glioblastoma multiforme (GBM), Chr22:47288391

Zcale 58 kb} | hais

chraz: | 47,3556, oaa| 47,406, 008|
Glioklastoma multiforme

TCGA-85—a197-14a Ef]
TCGA-85—8154-16
TCGA-8E—A132-18
TCGA-BE—8281-18
TCGA-85—-A155-18
TCGA-16—1850-18
TCGA-85—8173-18
TCGA-BE—8155-18
TCGA-85—-A157-18
TCGA-B8E—8195-18
TCGA-85—8211-18

MIGEM
E7_FEegicor
E2_FEedicor
Feffeqy Genes
FAM19AS <} | -
LOC254933 ket FAM19AS | | {4~
Glioblastoma multiforme (GBM), Chr5:10927644
Zcale 5 kh| | hais
chrs: 16,958,000 18,935, aoa| 16,048, 000

Glioklastoma mu 1t iforme

TCGA-32-2632-148 Ef]
TCGA-S1-5911-18
TCGA-28-5213-18
TCGA-25-5215-18
TCGA-B5-E635-18
TCGA-19-5953-18
TCGA-B85-5416—-18
TCGA-26-5135-18
MIGEMN

17aiea_MGH EEE

Fefieq Gehnes

Glioblastoma multiforme (GBM), Chr14:21804698

Zcale 1 kil | hais

chiri4: 21,505, 000] 21,505,500| 21,506, 000] 21,506,508
Glioklastoma multiforme

TCGA-14—3475—18 EE
TCGA-82—-8850—-1a BF
TCGA-27-2525-18 BE
TCGA-Z2—-4211-18 E
TCGA-B82—aa55-1a BE
TCGA-14—-8585-1a EE
TCGA-75—4925-1a BE
TCGA-32-2616—18

MIGEM
154 _Fegicor
178539_MGH
45 _Fegicar

FEefieq Gehes

Glioblastoma multiforme (GBM), Chr14:21681152

Zcale 1 kil | hais
chiri4: 21,551,508 21,552, aaa| 21,652,504 21,553, ool 21,653,500|
Glioklastoma multiforme

TCGA-32-2616—18 BE
TCGA-14-3475—-1a EE
TCGA-82—-0054—1a BE
TCGA-14—1455-14a BE
TCGA-82—247a-1a BE
TCGA-82—-8835-1a BF
TCGA-82—-086506-1a BF
TCGA-82—-8671-1a BE
TCGA-B82—8874-18

MIGEM

7185_Maimo

A7SSE_ATVE

2ET83_Malmo
28427 _Malmo
B1S1E_ATVE

21124 _Malmo

FEefieq Gehes




Renal cell carcinoma (KIRK), Chr14:21681152

Zcale 1 kil | hais
chiri4: 21,651,564 21,652, aaa| 21,652,504 21,653, aaa| 21,653,5604|
MIGEM
F185_Ma1mo BE > >

BYSSE_ATVE
28589_Malmo
28427 _Ma lmo

B1S1E_ATVE
21124 _Malmo

Fenal cell carcinoma

TCGA-EF-Sa8a-11 §
TCGA-BF—435332-11
TCGA-EBF—43542-11
TCGA-EF—45265-11 E
TCGA-EF—43545-11 E
TCGA-CJ—4541-11
TCGA-C1-4635-11
TCGA-EF—4799-11 E
TCGA-C1-4591-11 E
TCGA-BF—4587-11
TCGA-EF—4798-11
TCGA-EA—4783-11
TCGA-EA—4781-11 E
TCGA-EA-S185-11 E
TCGA-EF—4959-11 E
TCGA-EF—4955-11 E
TCGA-ER-S854—-11 E
TCGA-BF—4952-11
TCGA-EF-Sa81-11 E
TCGA-ERA-S651-11 E

Feffeq Genes

Renal cell carcinoma (KIRK), Chr10:96855083

Zcale 1 khj | hais
chrie; | 98,555,880 95,556,5e8| 95,557,ee8| 96,557,5ee| 95,555,0e8| 96,555,58e| 95,559,968 95,559,568
MIGEM
23566_ATVE
BEL4E_ATVE

Fenal cell carcinoma
TCGA-C1-4635—-11 E
TCGA-EB2—4182-11
TCGA-ES—4519-18
TCGA-ES—4154-11 E
TCGA-AK-3430-148 E
TCGA-E2—4899-11
TCGA-AK-3429-18 [
TCGA-AZ-3362-11 E
TCGA-C1-4575-11
TCGA-BF—4962-11
TCGA-EBF—4985-11 E
TCGA-ES—45622-11

Feffeq Genes

Renal cell carcinoma (KIRK), Chr3:89250592

Scale 58 ki | hais
chis: 59,3506, 6aa| 59,5356, 0a8
MIGEM
Fenal cell carcinoma

TCGA-EF—4326-11
TCCA-BRF-S801-11
TCGA-BF—42959-11
TCGA-EF-S885—11
TCGA-EF—4174-11
TCCA-BRF-S@0a-11
TCGA-DY-S574—18

Fefieq Gehes

EFHAS <4} !

B

Renal cell carcinoma (KIRK), Chr6:118470482

Zcale 2 kbj | hais
chre: | 115,472, oaa| 115,473, aoa| 118,474, ooa| 115,475, Bag
MIGEM

1471 _Malmo
B7ESE_ATVE
BSETE_ATVE
143562_Maimo
B2416_ATVYE
BEA4E_ATVE
1429_MaImo

Fenal cell carcinoma
TCGA-EBF—435329-11
TCGA-C1-4555-11 E
TCGA-ER—4537-11 E
TCGA-C1-4575-11 E
TCGA-EBF—49553-11
TCGA-EF—4957-11 E
TCGA-EF—4955-11 E
TCGA-EF—4952-11 E
TCGA-EBF—497353-11

FEefzedq Genes
SLOESF1 4 i

Renal cell carcinoma (KIRK), Chr4:103363913

Zcale 28 kb} { hais
chir4: | 163,558, oo 163,596, 6aa| 163, 408, ooa| 163,418, 6aa| 165, 428, ooa| 163,458, oaa|
MIGEM
S55_Maimo B
B7E1E_ATVE

121 86_MaTmo ;
Eenal cell carcinoma
TCGA-EBF-4325-11 .
TCGA-EF—-435354-11
TCGA-CJ-4591-11
TCGA-EE—4785-11
TCGA-EBF—49535-11
TCGA-CJ-4555-11
TCGA-EF—4994-11
Fefieq Gﬁnes

SLCSOAS m— } ]

il




Renal cell carcinoma (KIRK), Chr7:19542080

Zcale =Y | hais
chr?: 19,55a, aaal 19,5668, aaa| 19,5768, a6a| 19,558, aaa| 19,5394, aaal 19,6808, aas| 19,6168, aaa| 19,628, 608
GEM
BETTE_ATVE

Fenal cell carcinoma
TCGA-AS-5319-11 , A I
TOGA-CZ-5954—11 o

TCGA-CZ-S985-11 [+ |
TCOA-E4-5535—16 [+ ]

TCGA-EB-5711-11

Refieq Gehes

Renal cell carcinoma (KIRK), Chr12:130123182

Zcale 18 kb} | hais
chiri2: | 139,159, aaa| 138,135, aaa| 138,148, aaa| 158, 145, aaa| 139,159, 688
MIGEM
23536_ATVE

19153 _Maino BB

Fenal cell carcinoma
TCGA-EF-4354-11 §
TCGA-EBF—4163-11
TCGA-EA—47B83-11
TCGA-EF—4759-11
TCGA-EF—435342-11

Fefieq Gehes

GFR1SS <

i

Ovarian cancer (OV), Chr13:54589383

Scale 2 khb| | hgis

chri3: 54,508,886 54,501, aan| 54,592, aaa| 54,503, aon| 54,504, aaa| 54,5095, GO0
MIGEM

2i18_Finrizsk
2e93E_ATVE
2eacE_ATVE

Ovarian adenocarcinoma
TCGA-84-1351-11
TCGA-13—-8912-18
TCGA-13—8911-18
TCGA-18-89351-11
TCGA-18—89368-11
TCGA-13-8555-18
TCGA-13—8597-18
TCGA-13—a587-18
TCGA-84-1331-18
TCGA-23-1187-18

REefZeq Genes

Ovarian cancer (OV), Chr4:36584413

Zcale 5 kb| | hais
chir4 | 36,599, 804 6,595, aaa| S6,608, 808
MIGEM
278525 _MGH E

Qv ak 150 Gdenc CarC ikomna

TCGA-23-1122-18
TCGA-38—-1559-18
TCGA-23-1119-18
TCGA-3E-1551-18
TCGA-13-8923-18
TCGA-13-8591-18
TCGA-23—-1187-18
TCGA-84—-1338-11

FEefiegq Gehes

Ovarian cancer (OV), Chr1:244904225

Zcale 18 kb} | hais

chirl: | 244,919, 064 244,915, aaa| 244,920, aaa| 244,925, aaa| 244,939, aaa| 244,935, Ban
MIGEM
Ovarian adenocarcinoma

TCGA-24-1562-108 EE
TCGA-13-8755-18
TCGA-13—8985—-18
TCGA-13—8983-18
TCGA-1Z3—-8983-18
TCGA-13-1494-18
TCGA-13-875%-t0
TCGA-13—8585-18

FEefieq Geres

Ovarian cancer (OV), Chr2:192993

Zcale S kb | hais
chira: 195, aaal zag, aaal 285, aaa
MIGEM

149_Regicor
148_Fegqicor
154_RFegqicor
125 _Regicor
115_Fegicor
112 _Regidicor
94 _Regicor
SA_Regicor
FT_Regicor
S9_Regicor
43_Regicor
46 _Reaicor
1353 _Regicor
146_Fegicor
187_Regqicor
137 _Regicor
Fa_Regicor
E1_Regicor
185_FRegicor
21577 _Maimo
21124 _Malmo
19536_Ma lmo
159_Regqicor
138_Regicor
S1_Regicor

Ovarian adenocar cinoms
TCGA-13-1494-18
TCGA-13—-8385-18
TCGEA-13-8755-18
TCGA-13-8757-18
TCGA-13-1497-18
TCGEA-13-8985-18

Eefieq Gehnes

SH3TL1 el {-




Ovarian cancer (OV), Chr1:229982231

Zcale 18 Kb} { hais

chii: 220,908, aog| e, aea, oaa| 238,018, aoa| 258,028, o8|
MIGEM

291 T4_Malmo
13953536 _Ma lmo
152395_Ma lmo
28427 _Ma 1mo

Ovarian adenocar cinomna
TCGA-84-1654-11
TCGA-15-8755-18
TCGA-15-8985—18
TCGA-13-8383-18
TCGA-24-1926-18
TCGA-153-8757-18
TCGA-13-1494-18@

EefZeq Genes
TEMAX¥-DIEC <4 ' ' P

Ovarian cancer (OV), Chr2:7529134

Zcale 18 kb} | hais

chra: | 7,535, aaa| 7,548, 84| 7,545, 8a8| 7,558,808 7,555, 8a8| 7,568, aaa| 7,565, aaa| 7,578,884
MIGEM
avarian adeno Carcinomns

TCGA-13-8755-18 E
TCGA-13—8985—-18 E
TCGA-153—8985-18
TCGA-24-1928-18
TCGA-13-8764-18
TCGA-13—-8727-18

Refieq Gehes

Ovarian cancer (OV), Chr10:495985

Zcale 28 kb} | hais
chirig; | 1@, agal Sza, aea| 538, aaa| S48, aaa| s5a, aaal 68, aaal 578, 888
MIGEM

134_Fegicor
1i2_FRegicor LB

167_Rea i cor (IEEESESESESEEE
158_Regicor kE]

22983 _Ma Imo
Q94 _Regicar
S1_Regicor

Qv &t~ ian adeno carc inoma
TCGA-153—8755-18 E
TCGA-13-1494-1
TCGA-13—-8757-18
TCGA-13—898353-18
TCGA-13—8a985-18
TCGA-25-1319-18

Fefieq Genes

1 i

DIF2C <3 }

Ovarian cancer (OV), Chr5:174076632

Zcale 18 kia} | hais

chrs: | 174, 898a, aaa| 174,168, aaa| 174,118, aaa| 174,128, asa|
MIGEM
avar ian adenocarcinoma

TCGA-13-8755-18 E
TCGA-13—-1494-18
TCGA-13—8585-18
TCGA-13—-8a757-18
TCGA-13—-8983-18

Fefieq Genes

MEHE s MIF4E54 1

Ovarian cancer (OV), Chr18:45329306

Zcale 18 kb} | hais
chiriS: | 45,335, 60a] 45,349, 008 45,345, 008| 45,350, 8008| 45,355, 808 45,3660, 880] 45,365, 888] 45,370, 088| 45,375, 608
MIGEM

Qv arian adeno carc inoma

TCGA-13-1494-18
TCGA-24-14235-18
TCGA-13—1454-18
TCGA-24—-1454-18
TCGA-13-1497-18

Fefsed Genes
LIFG o i y

I




