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Figure S2. Position of the markers nearest to the QTL for root growth angle detected in the 
KD-F2 plants. 
Chromosome numbers are indicated above each linkage map. Marker names are indicated to the 
right of each linkage map. The red markers are the ones nearest to the putative QTLs described 
in Table 1. For chromosome 9, 9S represents the short arm and 9L represents the long arm. 
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