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Figure S6. Positions of the markers closest to the RDR50 and RDR70 QTLs detected in the F2 
population derived from a cross between Tachisugata and Kinandang Patong (TaK-F2) 
Chromosome numbers are indicated above the linkage maps and the marker names are indicated to the right 
of each map. The markers nearest to the putative QTLs described in Table 1 are shown in red. 
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