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Supplemental Figure S5.Characterization of ADAR1 on miRNA processing.

(A) Scramble shRNA treatment in H9 cells did not alter expression of miRNAs. The
expression of up-regulated or unchanged miRNAs by ADAR1 KD was not affected when
treated with a scramble shRNA.

(B) Validation of unchanged miRNAs by ADAR1 KD by RT-gPCR.

(C) ADAR1 is unlikely involved in the transcriptional regulation of miR-302. Left, a
schematic view of the reporter construct for miR-302 promoter. Right, the luciferase
expression of miR-302 reporter construct in Scram. or ADAR1 KD HelLa cells.

(D) Visualization of Flag-ADAR1 or Flag-E912A immunoprecipitated RNAs for iCLIP assay.
RNAs were isolated from protein-RNA complexes after anti-Flag IP, reversely transcribed,
and then separated on urea-gels. Three banks (high, medium and low) were individually
cut for sequencing after library preparation.

(E) Statistic analysis of iCLIP analysis.
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